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Source/Description: The probe pKE0.6 is a 0.6 kb EcoRI
genomic fragment subcloned in pUC13. It was isolated from a
human chromosome 19 cosmid library and is homologous to a
sequence located approximately 100 kb telomeric to pEO0.8
(Shutler et al., 1991).

Polymorphism: Pstl identifies a two allele polymorphism
(fragment sizes 2.5 and 2.0 kb).

Not Polymorphic For: BamHI, EcoRI, HindIIl, Pvull, Sacl, Taql.

Frequency: Estimated from 161 unrelated individuals
Al = 0.12 (large fragment)
A2 = 0.88

Chromosome Localization: The probe pKE0.6 maps to 19q13.3
distal to pE0.8. The physical linkage of pKE0.6 with pE0.8 is
based upon the isolation of contiguous DNA sequences derived
from a chromosome walk in a human genomic cosmid library.

Mendelian Inheritance: A codominant segregation pattern was
observed in over 100 myotonic dystrophy (DM) families.

Probe Availability: The probe is available for collaborative studies
on DM. It is freely available for all other studies (contact
R.GK)).

Other Comments: Close linkage between pKE0.6 and the DM
locus has been observed (Z,,, >10.0, 0,,,, = 0.00). The RFLP
is observed under normal hybridization and wash conditions.
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Source/Description: The probe pKE2.1 is a 2.1 kb EcoRI
fragment isolated from a human chromosome 19 cosmid library
and subcloned in pUC13. It is homologous to chromosome 19
sequences located approximately 80 kb telomeric to pEO0.8
(Shutler ez al., 1991).

Polymorphism: Sstl (Sacl) identifies a two allele polymorphism
with fragment sizes at 9.0 kb and 7.0 kb.

Not Polymorphic For: AlwNI, Apal, ApaLl, Avall, Banl, Bgll,
BglIl, Bsu36l, EcoRI, EcoRV, HincIl, HindIIl, Ncol, Nsil, Pstl,
Pwvull, Rsal, Stul, Taql, Xbal, XmnlI.

Frequency: Estimated from 378 unrelated individuals for
Sstl: A1 = 0.21 (large fragment size)
A2 = 0.79

Chromosome Localization: The probe pKE2.1 is located distal
to the locus detected by the probe pE0.8. The physical linkage
of pEK2.1 with pE0.8 is based upon the isolation of contiguous
DNA sequences derived from a chromosome walk in a human
genomic cosmid library.

Mendelian Inheritance: A codominant segregation pattern has
been observed in over 100 myotonic dystrophy (DM) families.

Probe Availability: Available for collaborative studies on
myotonic dystrophy. Freely available for all other studies (contact
R.GK)).

Other Comments: The polymorphism is closely linked to the
myotonic dystrophy locus (Zp,, >10.0, 0,,, = 0.00). The
enzyme Ncol identifies a polymorphism (fragment sizes 2.2 kb
and 0.8 kb) which shows strong linkage disequilibrium with the
Sstl  polymorphism. RFLPs are observed under normal
hybridization and wash stringencies.
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