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From a genomic library of Arabidopsis thaliana constructed in
the phage lambda vector EMBL3 we have isolated and subcloned a
complete rRNA gene repeat unit and sequenced the 25S-18S
intergenic region('). Here we present the nucleotide sequence of
the 18S rRNA gene with its flanking regions. The coding region
shows 96.1% homology with soybean 18S rRNA(2) and 94.7% homology
with the 17S rRNA gene from rice( 3).

1aaaagtga ggtcaagacc togtcctttc tctcttteca ttg tta g atg qgattgt cogtgatccga81 aagMata,c t"'ttttt
81 tgaatgclAC C ClAQMAT I lOXS TAlldA(

161 TCAGAC1 GAACC AOGCITCA1 AAATCAGITA TAT r' GALTGTACT ACrACrCGGA TAACCGTAGF
241 AATItGG CTAATACGN CAACAAACOC CGArANIG AAGGGACGCA TTATAGAT AAAAGGTCGA CGCGGGCTCr
321 GGCtFG= GATGATTCAT GATAACTCGA CGGATCGCAT GGCCTCTl CTGGCGACGC ATATCAAA m TGCCCT
401 ATCAACT1C GATGG1YTGGA TAGrGGCCA CCATGl; AACGGTGAC GGAGAATrAG GGM1IGATTC CGG&GAGGGA
481 GCC1GAGAAA CGGCACCAC ATCCAAGGAA GGCAGCC GCGCAAATrA CCAATACC ACACGGGAG GCAGTGACAA
561 TAAATAACAA TACCGGG ¶GAGrCT GGIAATrGA ATACAA TIrAATCCC TAACGAGGA TCCATfGGAG
641 GGCAAG' GMCCAGG CCGCGGIAAT TCCAGCCCA ATAGCGATA T AAGMTGT TGCAGITAAA AAGCTC;AG
721 TIAACCN GGATGGGCG GCCGGrCCGC CI'GGTIN CATTGGCGG C1 CCTT CGGTCGGCGA TACGCTCCTG
801 GlCTIAATTG GOOGGGTCGr GCCTCCGGCG CITACIfIT GAAGAAA7TA GASGCAA AGCAAGCCM CGCTCTGGAT
881 ACATTAGCAT GGATAACAT CATAGATTT CGATCCTATT GISI T CGGGATCGGA G1MAlATTA ACAGGGACAG
961 TCGGGGGCAT CG TA G GAGG TGAATIT GGATITAIGA AAGACGAAa ACrGCGAAAG CAT1TGCCAA
1041 GGISIT'C ATFATCAAG AACGkAT GGGGGCTrG AGACGATCAG ATACCGrCCT AGITCAACC ATAAACGATG
1121 CCGACCAGG ATCAGCGGAT G 'rATA GGAC1G GGCCCTT GAGAAATCAA AG1T1lG T1rCGGGGGG
1201 AGATGGrCG CAAGGCTGAA ACTAAAGGA ATTGACGGAA GGGCACCACC AGGAGTGGAG CCaGCGG1' AATTTGACTC
1281 AACAUGGGGA AACTFCCAG GrCCAGACAT AGAAGrATr GACAGACTGA GAGCTCT'TfTI'CT GGG1IFG
1361 GCATGGCCGT ¶ClAGTTG GGAGCGATT ISTG ATCr CGAACGAGAC CTCAGOCTGC TAACTAGCT
1441 CIGGAGGCA TC1 1CACG GCCGGC1r'r TAGAGGGACT ATGGCCG1 AGGCCAAGGA AG =GC AATAACAGGT
1521 CTMGA7CC CPATGT CIGGGCCGCA CGCGCGCTA GACTGTAT TCAACGAGIr CACACCITGC CGACAGGMCC
1601 GGGTATC1'TGTAATTl1A TICTGTGG GATAGATCAT TCAA¶TGTT GGFCTCAC GAGGAATTCC TAGTAAGCGC
1681 GAGTCATCAG C TGACIAGC GCCC1MG CACACCGCCC G McT CCGATGAAT GATCCGA
1761 AGTGrTCGA TOGCGGCGAC GTGGGTGG;I CGCCGCWCGC GXCGC GAAGTCCACr AAACCITTC ATIGAGGA
1841 AGGAGAAGTC GAACAAGGT T1CC1AGGr GAACCTGGG AAGGATCATT Gtcgatacct gt

Fig.1: 18S rRNA gene from Arabidopsis thaliana and flanking regions (printed
in lowercase letters). The sequence was determined by the dideoxy
method after introduction of nested deletions with ExonucleaseIII/Sl nuclease.
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