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Nucleotide sequence of the 18S rRNA gene from Arabidopsis thaliana Col0
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From a genomic library of Arabidopsis thaliana constructed in
the phage lambda vector EMBL3 we have isolated and subcloned a
complete rRNA gene repeat unit and sequenced the 25S-18S
intergenic region(!’. Here we present the nucleotide sequence of
the 18S rRNA gene with its flanking regions. The coding region
shows 96.1% homology with soybean 18S rRNA(2) and 94.7% homology
with the 17S rRNA gene from ricet¢3) .

o e SN SIS Kt WIIR SR SRR S
GARACTGCGA TAGTTTGTIT GATGGTAACT ACTACTOGGA TAACCGTAGT
TACGTG CRACARACCC CGCGGGCTCT

161

1441 CGTGGAGGCA TCCCTTCACG GCCGGCTTCT TAGAGGGACT AGGCCARGGA

1521 CTGTGATGCC CTTAGATGIT CTGGGCCGCA CGCGCGCTAC ACTGATGTAT TCAACGAGTT

1601 GGGTAATCTT TGAAATTTCA TCGTGATGGG GATAGATCAT TGCAATTGTT GGTCTTCAAC GAGGAATTCC TAGTAAGCGC
1681 GAGTCATCAG CTCGCGTTGA CTACGTCCCT GCCCTTTGIA CACACCGCCC GTCGCTCCTA CCGATTGAAT GATCCGGTGA
1761 AGTGTTCGGA TCGCGGCGAC GTGGGTGGTT CGCCGCCCGC GACGTCGCGA GAAGTCCACT ARACCTTATC ATTTAGAGGA
1841 AGGAGAAGTC GTAACAAGGT TTCCGTAGGT GAACCTGCGG AAGGATCATT Gtcgatacct gt

Fig.1: 185 rRNA gene from Arabidopsis thaliana and flanking regions (printed
in lowercase letters). The sequence was determined by the dideoxy
method after introduction of nested deletions with ExonucleaseIII/S1 nuclease.
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