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EMBL accession no. X15938

A 5930 nucleotide sequence encoding the complete 1938 amino acids of the rat alpha
cardiac myosin heavy chain plus the 5' and 3' untranslated regions was determined by

dideoxy sequencing (1) of clones obtained from a rat cardiac cDNA library (2).

The

initiation codon at position 38, the termination codon at position 5852, and the poly
A addition signal at position 5893 are underlined.

10 20 30 40 50 60 70 80 90 100 110 120
AAAGATTA TT TAGGATGACGG T TACC AGTCAGAGA AGAGGUCCAGACCCG
130 140 150 160 170 180 190 200 210 220 230 240
GCCCTT TGCT ATGACA TATGTCAAGGCCAAGATC GGTCAC AAACTGAAAACGGCAAGACGGT
250 260 270 280 290 300 310 320 330 340 350 360
AATTCGACA TACAATCTCA TA
370 380 390 400 410 420 430 440 450 460 470 480
TAT, TCTTC TATA AA CT AGA GA
490 500 510 520 530 540 550 560 570 580 590 6
\TCT TA AGACTGCTCAACACGAA
610 620 630 640 650 660 670 680 690 700 710 720
'ACTTTGCTAGC. AGAAGGACAATCCTAATGCAAACA T TAACCCTGCTCTGGA
730 750 760 770 780 790 800 810 820 830
GCCCTT ACGCCA ATGACAACTCCTCCC T AAGCTGGCTTC T C
850 860 870 880 890 900 910 920 930 940 50 960
GG. TTCCAGCTAA TTC AGA TGGAC TGGTTACCAACAACCCGTA
970 980 990 1000 1010 1020 1030 1040 1050 1060 1070 1080
CGACTATGCCT T TTTGA' TGGGCT
1090 1100 1110 1120 1130 1140 1150 1160 1170 1180 1190 1200
A AGCAGA AGA ACAAATCTGCCTACCTCAT
1210 1220 1230 1240 1250 1260 1270 1280 1290 1300 1310 1320
AC SGGGTGAAGS TATTCCAT TGGC
1330 1340 1350 1360 1370 1380 1390 1400 1410 1420 1430 1440
T ACGCA ACT ACAT! TTTGAGATCTT
1450 1460 1470 1480 1490 1500 1510 1520 1530 1540 1550 1560
TT T SAACT ATGAGA TTCT TGTTCGTGC AGC. AAGAAGGA ATCGAGTG
1570 1580 1590 1600 1610 1620 1630 1640 1650 1660 1670 1680
GGAGTTCATTGACT TGT AGGCCACAG: TGACCTT
1690 1700 1710 1720 1730 1740 1750 1760 1770 1780 1790 1800
ACA. AGTCCAACA TCGCAATGTCAAGGGGA TTCTCTC 'CCACT CCGTGGACTA
1810 1820 1830 1840 1850 1860 1870 1880 1890 1900 1910 1920
CAACATCTTGGGC' AGAACAAGGACCCTC AAACTCA' TCTTCTCCACCTATGCTTCTGCTGA
1930 1940 1950 1960 1970 1980 1990 2000 2010 2020 2030 2040
AAGGCAA AGAAGAA AAATCTGAACA AAACCTGAGG C
2050 2060 2070 2080 2090 2100 2110 2120 2130 2140 2150 2160
TCACTT TGCATCA TGCGA' “CGCATCTGTAGGAA
2170 2180 2190 2200 2210 2220 2230 2240 2250 2260 2270 2280
T TTCTTIA ATCC TTCAT AA
2290 2300 2310 2320 2330 2340 2350 2360 2370 2380 2390 2400
'TTGACCACA. 'ACAAGTT TGTTCT TGCTGGGGCTGC TGCGAGA CGCATCATCACCAG
2410 2420 2430 2440 2450 2460 2470 2480 2490 2500 2510 2520
AGCCCG TCA TGAGTTCAAGA CAG ACA CTTCATGGGGGTCAAGAATTG
2530 2540 2550 2560 2570 2580 2590 2600 2610 2620 2630 2640
A 'ACTTCAAGATCA. AGGAG. ACATGAA AGTCAAAGATGCACTAGAGAAGTCTGA
2650 2660 2670 2680 2690 2700 2710 2720 2730 2740 2750 2760
ars A ACAAGACAACC ATGCCG. ACCA
2770 2780 2790 2800 2810 2820 2830 2840 2850 2860 2870 2880
AGAACAAG TGA AGAAGCGCAAGCTGGAAG
2890 2900 2910 2920 2930 2940 2950 2960 2970 2980 2990 3000
Araa AGGAAA ACAAGG TTAAAAACC GA
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3030 3040 3050 3060 3070 3080 3090 3100 3110 3120
GATCATTGCCMCCTGACCMGGAGAMAMGCTCTTCMCAGGCCCACCAGCAAGCCCTAGATGACCTTCAGGCTGAGGAM}ACMOGTCMCACACTGACCMGTCTAMGTCMGCT
3130 3140 150 3160 3170 3180 3190 3200 3210 3220 3230 3240
GGAGCAGCAGGTGGATGATCTGGAGGGATCCCTGGAGCAGGAGAAGAAGG TGCGCATGGACCTGGAGCGAGCAAAGCGGAAGCTGGAGGG TGACCTGAAGCTGACCCAGGAGAGCATCAT
3250 3260 3270 3280 290 3300 3310 3320 3330 3360
GGACCTGGAGMCGACAAGCTTCAGCTGGAGGMAAGCTWGAAGAMGAGTTTCACATCAGTCAGCAGMCAGTAMATAGM}GACGAGCAGGCCCTGGCCCTTCAGCTGCAGAAGM
337 3380 3390 3400 3410 3420 3430 3440 34 3460 3470 3480
ACTGAAGGAAAACCAGGCACGCATCGAGGAGCTGH TAGAGGCGGAGCGCA CA A wrmrmAccrcAccmmcrmmmAruc
90 3500 3510 3520 3530 3540 3550 3560 3570 580 3590 3600
TGAGAGGCTAGAGGAAGCCGGTGGGGCCACATCTCTGCAGATAGAGA’IGMCAAGAAGCCCGAGGCCGAGTTCCAGAAGATGWGCGGGACCTGGAGGMGCCACGCTGCAGCATGAGGC
3620 3630 3640 3650 3660 3670 3680 3690 3700 3710 3720
CACAGCCGCGGCCCTGCGCMAAGCAOGCAGACAGCGTGCCCGAGCTGGGCGAGCAGATAGACAA'ICTAC.AGCGGGTGMGCAGAAGCTGGAGMAGAGMGAGCGM}TTCMACTGGA
50 3760 3770 378 3800 3810 3820 3830 3840
GCTGGATGACOTCACCTCTCACATGGAGCMZATCATCAAGG CAAGGCAMCCTGGAGMAGTGTCCOGCACACTGGAGGACCAGGCGMTGMTACCGGGTGMGTTGGAAGAM‘-CCCA
3850 3860 3870 3880 3890 3900 3910 3920 3950 3960
GCGCTCCCTCAATGACTTCACCACACAGCGAGCCAAGCTGCAGA! C.AGAGMTGGmmTTGGCTAGGCAACTGGAAGMAAGGAGGCACTGATTTGGCAGCTGACCCGGGGCAAGCTCTC
4000 4010 40 050 4060 4070 4080
CTATACCCAGCAGATGGM‘:GACCTCAAGAGCCAGCTGGAGGAGGAAGGCAAGGCCAAGMTGCCTTGGCCCACGCACTGCAGTCAGCCCGGCATGACTCCGACCTGCTGCGGGMCAGTA
4100 4110 4120 4140 4150 4160 4170 4180 4190 4200

CGAAGMAM GGAGGCCAAGGCCGAGCTGCAGCCTGTCCTCTCCAAGGCCAACTCAGAGGTGGCCCAGTGGAGGACCAAGTATGAGACGGACGCCATACAGAGCACCGAGGAGCTGCA
4210 4220 4230 4240 4250 4260 4270 4280 4290 4300 4310 4320
GGAAGCCAAGAAGAAGCTGGCTCAGAGGCTTCAGGATGCTGAGGAGGCAGTGGAGGCCGTCAACGCCAAGTGCTCCTCGCTGGAGAAGACCAAGCACAGGCTGCAGAACGAGATCGAGGA
4330 4340 4350 360 4370 4380 4390 4400 4610 4420 4430 440
CCTGATGGTGOATGTGGAGCCCTCCMTGCGGCCGC&CAGCCCTGGACAAMAGCAGAGGMCTTOGACAAGATCCTGGCTGAGTGGAAGCAGAAGTATGAGGAGTCCCAGTCAGAGCT
4450 4460 4470 490 530 4540 4550 4560
GCAGTCTTCCCAGAAGGAGCCGOGCTCCCTGAGCACACAGCTC‘H'CAAGCTCAAGMTGCC‘KATGAGGAGTCTCTGGAGCACCTGGAGACCTTCAMCGOGAGMCAAGMCCTCCAGGA
4570 4580 4590 4600 4610 4620 4630 4640 4650 4660 4670 4680
GGAGATCTCAGACCTGACTGAACAGCTGGGAGAAGGGGGTAAAAATG TGCACGAGCTGGAGAAGATCCGCAAACAGCTGGAGGTGGAGAAGCTGGAACTGCAGTCAGCCCTGGAGGAGGC
4690 4700 47 4730 4740 4750 4760 4770 4780 4790 4800
TGAGGCCTCCCTGGAGCATGAGGAGGGCAM:ATCCTCWCCAGCTGGACTTCAACCAGATCAAGGC AGAGATCGAAAGGAAGCTGGCAGAGAAGGACGAGGAGATGGAGCAGGCCAA
4810 4820 4830 840 850 4860 4880 4890 900 910 4920
GCGCAACCACCTGCGGGTGGTGGACTCCCTACAGACCTCCCTGCATGCCGAGACAWCAGCOGCMCGAGCCCCTGCGGGTGMGAM;AAGA‘IGGAGGGCGACCTCMTGMZATGGAGAT
4940 4950 4960 4970 980 4990 5000 5030 5040
CCMCTCAGTCAOGCCAATAGMTAGCCTCAGAGGCCCMMGCAC"GAMZMCGCCCMGCCCACTTGAAGGACACCCAGCTCCAGCTGCATGACGCAGTCOGTGCCMTGACGACCT
5050 5060 5070 5080 5090 5100 5110 5120 5130 5140 5150 5160
AAGGAGAACATCGCCATCGTGG GCAACACCCTGCTGCAGGCGGAGCTG TGC TGGTGGAGCAGACAGAGCGGTCTCGGAAGCTGGCAGAGCAGGAGCTGAT
5180 5190 5200 5210 5220 5230 5240 5250 5260 5270 5280

CGAF’AC(‘.AGCGAGCGGGTGCAGCTGCTGCACTCCCAGMCACCAGCCTCATCAACCAGAAGMMATGGATGCAGACCTCTCCCAGCTCCAGACAGAGGTCGAGGAGOCGGTGCAGGA

5300 5310 5320 5330 5340 5350 5360 5370 5380 5390 5400
GTGTAGGMCCCAGAGGAG CCAAGAAGGCCATCACAGATGCCGCCATGATGGCCGAGGAGCTGAAGAAGGAGCAGGACACCAGCGCCCACCTGGAGCGCATGAAGAAGAACATGGA

5410 5420 5430 5440 5450 5460 5470 5480 5490 5500 5510 5520
GCAGACCATCAAGGACCTGCAGCACCGGCTGGACGAGGCAGAGCAGATCGCCCTCAAGGG TGGCAAGAAGCAGCTGCAGAAACTGGAGGCCCGGGTCCGGGAGCTGGAGAATGAGCTGGA

5530 5540 5550 5560 5570 5580 5590 5600 5610 5620 5630 5640
GGCTGAGCAGAAGCGCAATGCGGAGTCGG TGAAGGGCATGAGCAAGAGCGAGCGGCGCATCAAGGAGCTCACCTACCAGACAGAGGAAGACAAGAAGAACT TGGTGCGGCTGCAGGACCT

5660 5670 5680 5690 5700 5710 5720 5730 5740 5750 5760
GGTGGACAAGCTGCM:TTGAM;GTGAAGGCCTACAAGCGCCAGGCTGMGM}GCGGAGGMCAGCCCMCACCMCCTGTCCAAGTTCCGCAM;GTGCAGCACGAGCTGGATGAGGLAGA

5790 5800 5810 5820 584 58. 5860 58 5880
GGAGAGGCCGGACATTGCOGAGTCCCAGGTCMCAAGCTGOGGGCCAMZAGCCGTGACATTCGCGCCAM;CAGAMATGCACGA‘KGAGGMTMCCTCTCCAGCAGAMGAGCCTOGCTC

5900 5910 5920 5930
TTCCTATCCCACAAIAAATATGAATGCTTGACTTTGCCTGTAAAAAAAAA
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