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We have sequenced cDNA and genomic clones of 02 (Fig. 1). The mRNA has a leader and

3' untranslated sequences of 289 and 79 bp respectively. The main ORF is interrupted by 5 introns

and codes for a protein containing a leucine zipper motif (1,2). At position -1237 a sequence
considered a consensus for binding helix-turn-helix regulators (3) is present.
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CGGCACTTCATTAAGAGCCTMCACTTGGAAGTGATGTCGGGAGAACCCTCCMCAAGAMGAGAAGATGCCGTCTGGAGAMGAGTGCCCTTGAGGGAGAAGCACAAGGGAAGAGGAAGAATCATATGGCTCCTCMGTCGCACM
6MGGATCtAAGACAAGTGGATGAAAAAGGTGATGTAGTATGAGACCGACTCPTCACCGCMTiGACATCCGGCGCTGAATCGATATCCTCCMGCGCCAAGAMCGTAMCCGGTTAGCCAAATCTCATTTCGTTATCCTTGCAT
TTCAMCGWCAGTCAATTATTGTGGTCCMTTAGGCAMACACCACAACTGATGGTGAAMATTATTCTTkGTGGAGGCCA'TTCTTTGGGCACTAGCGCCATGCAGCTTCAGGCGATACTGCCGACTATGTMGCACAACCTCAGGAGATC
CTAAAAATTTGTAAATCTGTTAGCCGAGTMGCTTGTCCCTT-TTTTGGGGAGCGTCCTAGGAAACCTTGTTCGAACTCTTCTATTTTAATAGTAATGGGGACTACCTTTGTGCCGTTCGTTCAAAAGMAAAAAAGATTATGTTTCTATG
TGCACATTiGTTATATAAGGGAAAAGCTAGCTGAGTGGAGMGTGCAGCTGCCTGTTGGCTAATTAATCAGTGATAAGAAAGTTATAAATTGATAAGCATCGMTATTGGATAAGCTAGTCTAGATTMATTGCGCCATATATATATCCT
CATATATATAGCATGTAAGcTGAGATTTcTGMATGcmCiCMCGTTTAATTGGC,AGCAGATTACTTGTACGcATATATTGTCTATATCACGATAAAAAAGTAAAGATCGTGTcCCCTTTTTG TGTTTCTTGCAcCGTAGTTCG'TC
GTCCACATG~AACCTCASAATTGTGTAGGTAGAACAGAAAGTGCAATACAATACATGTTAGTTGGTAAGGCATGGTGTCTAGCACACAAAGCCAGTGAMAC TCGTTATCCAATCCAGTGGTTTAAAGGTAGTAGAACACACACGGC,~
ATGCATGGG6TACACGCTTGGCTTATTGC TAACACGTGTGGTTAMAACCACATGCATGTAGCGTCACGATAASACCCATGGTiCGTAACTTGGTAGCGCACCiTCTAGCTMCMGCTTTCTGTTAGCCTTTCCAAACAMMT
CACTTGTCCTAMGCTGCCCTGCAGGTTCACATTGAGTGCAAGGCCGATGCATmTMTCTTC I; 1 IGCCTCTCCAGAAGTTTTCA4GCTAAAAGGGCCAGCACTAGAT AAGTAGGGGGGGMAAGAAGA
GCATCCAA^GCTACTCCTCGATCTCCTTCAAGCAGCTACATAATTAACTCATGGGTGCATAGAGATATGCCGCCGCGACXCCATCATiTCTATGGGTCCCTCCCCTTGCACTGCATCTCCTTCAATTCCTAGTGTTTGCTTCTCCCTTC
CTTGACCTfTGCTTGGM.CCATTGATTGATAGTTAcTTATTATTGG6GGGAG6^CACGTCAXTCATCM6K6BTCCTC66GCCCTiCTVG6AGCT6CTACCACCCAGCGCCAGA6CCAGAGCGAGAGCAGCCTCCGGTAACCGGC
ATCGTCG6TGGCAGGT6TCTAGACGTTTGCTCTGCTGG TCATGGTGA CGGG6AATGATGGATCKXCAGCAGAGT 6C6TGACCMGAGAGG 6TTACTAGAGGGG CTCTGACACAACAACGCCGCCGGTGGTGGTGGTG
CCGAACTCftGTTGCTC;GCGCCCCTAMTGCTGACCGCkCGCCGGT6;ATGCUA4AGCGGTAACTAT6GCGCCTGCGCkGGTGAGTAGTGCCGTAGTAG6TGACCCCTGAGT6G6AATGCCATACTAGAAArCTGQVGA6C,C
CTCGAG6CCTTCMMTG6TGGAGGgtatatacactgctc'gctcttcttccctatctttattattccctgcgtatatctt'cggcggttta'ctcgtcttttiatctcttaat'ttacacttca'ttgttgtat~aaotagtacaaaacaatgttt't
acacggcigtactgtac tctctatgggoctacagggt tt'gtagtagtac'gtgtgtcttit taactgggggtgcaataact gaaatcggcc ggtgcct tttc tgacgtactaagtt tgtatcacc tacoatctagt gcatccaaacacacc t

tctaagtgatgagggtaggtaatccatgatctagcta'tagagatgtg'gtgttctcgt'tgagctatatgccatgttt'ggctataceaaactgccaaaca'aggatgccac'atcacaagtc'actgtgctta'gcttgttct'gtatatatgta't
atagcgctagctagtgtca'cgagatttgtgatgttggatttagcttactaggttttacaccacgagtcatgtaaaacctagtaaactaaatccaacatcacaaaacctagctaagctaaatacaaactagcaatccattcttagcttact
agttttttittcaaaaaaa'actagcatagccactgcatct ttacaaacttttattt gttgaatt ttaaaacttgaaat tttggcatatatacccatccacagGCGGACTCCAGTGTTGTGACCTCAGATCAACGTTCTCAAGGCTCAAAC
AATCACACT66AGgtactataatctactaiatatatatgigccattattacattgtttac'agacgt gctittgtatatagatatatatcc tgactctcga'tctggctcact tagGTAGCAGCATCAGGAATMTCCAGTGCA6MAAGCT
GATGAA6CGMXAAATCCAATCAATCAACCACGCTCiMATGCAG6CCTTGGCGT6G6CTTGCTAICTAGCTCTTCCTC6AAGATCCTTCACCATCMAC6MGACATGGAC6G~A6MTAGAGATTCTGGGGTTCAA6TGCCTiC
tCGGAAAGTGAGGUAA6Agtaaccgc'tt gatc gatit gcagct taitgtacggggitttttaactcctgggcttaticgatctgtca'cttgattttaattagAU6GMTCCAATA@GMTCAGCCAGAGCTC6^6ATACAGGMA,
GCCGCTCOCCTGAAAGAACTGGAAGACCAGgtact gat'gcgtagcatca'caaactaaaccatcgatcgtcgttccattt gcctactaaaacccaaaaaaagggtttttaagctggtgccctcgat tt tgtggt gtagtcgt gtt ttt tt
tgggttcagtt ttgcc gtgc ttgaccat tatattacag6TKCACAGCTMAAGCCGAGMTTCTTG6CTGCTGAG6C6kATTGCCGCiCTGAACCA6KTACAGCGCTAACGTC6&ACA66GTTGCTGwArGGAcAT6GGAr
CCCTAA6AkTAAGgtac9taacc gcggcgttctcctta'ttttat gctigaacgcgtcgacgagcgagctt9c9cgcggtaatgg9gga9tatatgt9ctggttgcatgcactcttgcagGTGAAGATGGGGAGCTCTCTGAAGCG
GGTGATAG6ATGAGCTCiTCAGTGCCGTCGTCCATG6CCATCTCGGCCGCCACCCCCAGCTCCGACG6TCCAGT6CCiCGCCGCC6TiTcGAArCA6TCGTCV6CTACTTCTCCCACAGCCG6CAcGAC6^CATGCTTCGGTC6G
CAACGGTTTCTTGCGACTCAAGCTCATCAGAGCCT6CATCCATGT6TCGGTGAC6T6MCTGAGC6CXCTACCGAGTAMCAGCA6TCCTTGCATTCGGGGCAGGAGCCAVTCATCCA6ACGGCGAT666TCCAT6CC
GCCGACCTCCGCCTCCGGATCTACACC6C(CCGCAGAiAGATGAAGCTTGGG66TCCAAMTGGGGCCACATGGACAT6CTGTATTAG6CACTGCGGGTiTCGTGTATc6CTGGGAAATCAmTTTTGCArG6GCGTCGCiTAAGGcT66T
TGTCTCGATCTCCCTTGACATGAAATCCAMTAACTCACMATTMCCATGAGTGTTCCGTTTGGTCCCi6TT-TCGAAGGTATTGTTMTCATAATAGT'GTTGTTCTGTACTTCAC TCCATCTACGTGC6AGACCTTCGTATTTTCATCAA
ATTATATTTMAAAMATC'ATATCAAGTkMMGCTAGGGTTATTATTTGGATCACGGGCCTATTTGAMA CACACATTTTTTAAA TCCCATTT TATCTCCAGTTiCTAMAACTA6TTTATGAA MbTA6ACA6TG6T

TGG6ACTcTTMTTAMAMAACCAGiTTTCTAGTTTmTATA6GcTACTA6G.ATALACC TCTATMTTTAMA~GCGGTGACATAGATGTAAMTTCCATG6cmAMGGrCMTGATGTMATTMAACAAGAAAGTT66T
mArCTA6A6U6ATTAGTMTTG6TTTTTTAMGAACTGATAATCAATTTC TATAAATTGGG6TAAAMCGGGTATATTTAGAATCACTCTAGTTTCTACAAATCAMC TTMAMCTGGG TG'TTTGCW TTCCC TTTAiT
K,TAAGTG6ATTGTTGGT'TACCGC TAGTGTAAATGCCTCATTAGTTGTTATTMC TGGTTGGAGGTAGAGATGGCCAAAGGC TCGGTCTGGACCGGCCCAGTGAAGCCCGG

-1399
-1249
- 1099

-949

-799
-649

-499
-349

-199

-49

101

251

401

551

701

851

1291

151

1301

1451

1601

1751

1901

2051

2201

2351

2501

2651

2801

2951

3101

Figure 1 - Genomic sequence. Introns are denoted by small characters (TATA, ATG and
TAG are underlined).
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