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We have sequenced cDNA and genomic clones of O2 (Fig. 1). The mRNA has a leader and

3' untranslated sequences of 289 and 79 bp respectively. The main ORF is interrupted by 5 introns

and codes for a protein containing a leucine zipper motif (1,2). At position -1237 a sequence

considered a consensus for binding helix-turn-helix regulators (3) is present.

TGCACATTTGTTATATAAG TAGC A AGCTGCCTGTTGGCTAATTAATC A -urwnwuwtcsmmmem1c7wnmrscccuumn

CGECACTTCATTAAGAGCCTAACACTTGG ..nururrr]‘cmc A T6CCGTCTGGA ceeT A ACAAG G TCATATGGCTCCTCCAAGTCGCACAA

BCAAGAAGAAC A : N“fTCTTCACCGCTTTTGACATCCGGCGC1GMTCGATATCCTCCMBCGCCMGMCGTAMCCGGTYABCCAMTCTCATTTCGTTATCCYTGCAI
TTCAAACGEAGTCAATTATTG TG TCCAATTAGGCARATCACCACAAC TGATGTGAAGATTATTCTTE CATTCTTTGOGGCAC TAGCGCCATGCAGL TTCAGECGATAC TGCCRACTATE TAAGCACAACC TCAGGAGATC
CTAMATT TG TAAATC TG TTAGCCRAGT TTTGC TG TCCCTTTTTT6660AGCGTCC TAGGARACC TTG TTCRAACTE TTCTAT T TTANTAGTAATGEGGACTACC T TGTGCCETTCG TTCAAAGA TTRTGTTTCTATG

ATCCT

CATATAYATM‘:CA"GTMGCIWYTTCTGTTTATGCTTYCCmCG?TTMTTVGGACABCAGATYACTTG'IACGCATATAT‘"‘T"""“““ GG 'l"""TTTYGTGTYTCTTGCACGTAGTYCGTC

GTCCACATGAACCTCAAAGT i AGTGCAATACAATACATG T TGACGTTGGTAAGGCATGGTGTC TAGCACACAMGCtAGTGCMMCYCGTiATCCMTCCAGTGGYTYWGGTAGTAWCACMGGGC

ATGCAYSGGTACM:GCTTGGCTTA'TGCTAACACGYG7SGTTAMAC‘MMUCACATGCAYGTM;CSTCACG“MMCCCATGGYACGTAMTTGGYAGCGCACCATCYAGCYMCTTTGCTTYCTGTYAGCC"'ICCMACAAMT

CAC"STCCTATTTGCTGCCCTGCAGGTTCACAIIWIWLMIWHIIIIILIIUIIIIHIIMLILILLMII" T6C ACAGC CCAGCAC
GCATCCAAGCGTACTCCTCGATCTCC TTCANGCAGCTAACATAATTAACTC 3

T lbuu. TeCATCTCCT ICMTTCCTAGTGTTTGC“CTCCCTTC

cnwmscnmununwmnwmnmmrm i : CTCGBCCCTTCTEGRAGCTECTACK AGCECC AGAGC ASCCTCCGETAACCGEC

ATCGTCETCGRC 6TTGCTGCTECTERTC TTGAGAGET TC AC) C

TGACCG6CCECCGGTRA ¢ TATEGCGCCTECE6C GT6CC A CCCA AATGCCATACTG
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. t ttat t: 'GGAC vmrfmmwcrwrmccncmmmm
TCACACT a t t a ¢ t ¢ ¢ 2 AGCATC AGTEC AGCT
152 GATGAACGECGAAGATCCAATCAACAATAACCACGC TCARAC TGCAGECC TTG6CG TGAGEC TTGCTAC TABCTCTTCLTC CTTCACC GAAGAC TTCTGG6GTTCAAGATGLCTAC
& A ¢ t t t ¢ t a a oA & C & AGCC u.ll‘f‘.r'l‘ A mn

1602 . . . . . X X . . . . . . . X
GCCGC TCACC TGAAAGAAL TGBGAAGACCY 1444444

1752 . X . . . X . . . . .
ACAGC TAAAAGCCGAGAATTC TTECE TEC TRAGBCBCATTECCECTCTRAACE 60 GACAAC GGACATGGAGA

1902 . . . . . . . . . X X . X : .
CCC TCTCTGAAGCG

TCATCAGTSCCBTC CATCTCO6C6CC CAGC . ; TICT TTCe6T
2202 X X . . X . X X X X . . . eTieeeTees
pssp CAACSSTTTCTTGCOACTECAAGC TCATEANGAGCLTGEATC GG TGRAACTCTGAGCECCAC . CASGCATTEOSC CATGRAGCTCATCCAGACGGCBATRGEATCCATEEC
2502 6CCGACCTCCBCCTCCRBATC TACACCGCCGCCOCAGATTATRAGCTGL TGGGTCCAAA: A ATGTATTAGGCACTGCG6S TTTCGTGATCGC TEGRANCATTTTATTTGCAGGCE TCOC IGAATAAGGCTEET
w2 vcrcmmcccnmrwmcmrwvwwwcwmmnccamscrccmmcmrmsrmmwucm1mncrmcrmcmwcuccmcmcnccnmmrw
LY TAGGGTTATTATTT60ATCACGEGCC TATTTRAAAGCACACCAGT TTTTTAMATCCCATTT TTATC TCCAGTTTC TAMAACTAG TTTATGAAGAAGAAGATAGACAAAGGTETT
52 1mrammrrwmw:cwrncmrrrnumswmrmrmccrcuwmmccscrmmmm7mmwmwmmmmmmnmmmnw
o2 mwcrmmrmrmnccmmmmwrcmmcmwmc,w1ww:munmrcacrcmmamtcummmrcwcnmcmuncccnmr
. 212

TETTGETTACCGC 6 "“'TAG'ITGTTATTAM TGGTTSGAGGTWYGGCCAMGCCTCGGYCYGGACCGGCCCAG'GMGCCCGG
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Figure 1 - Genomic sequence. Introns are denoted by small characters (TATA, ATG and

TAG are underlined).
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