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The complete nucleotide sequence of the double-stranded RNA segment 6
(S6) of bluetongue virus serotype 17 (BTV-17), which encodes the nonstructural
NS1 protein (1), has been determined from two overlapping cDNA clones. The S6
RNA was deduced to be 1769 base pairs in length, coding for a 552 amino acid
protein (64,541 daltons). The sequence was 99% identical at both the RNA and
protein levels to that of BTV-10 S6 (or M6) segment (2), confirming the highly
conserved nature of this genome segment, as revealed previously by northern
analysis (3). The deduced amino acid sequence and the coding frame were also
consistent with what had been observed from our gene fusion and expression
studies using this genome segment (1).
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M L M R R D L P T R D R S I V E A R V R R S G D E N W Q S W L L

ACCTATGATCATCATTCGTGAGGGGTTGGATCATCAGGATC:GTGGGAATGGTTTATTGATTACAT6GATAGGAAACATACAT3TCAACTTTGCTA
P M I I I R E G L D H Q D R W E W F I D Y M D R K H T C Q L C Y

CTTGAAACACTCAAAACAGATCCCAGCCTGTAGTGTGATTGATGTACGTGCATCTGAATTAACTGGGTGCTCGCCGTTCAGATGGTGAAGATCGA
L K H S K Q I P A C S V I D V R A S E L T G C S P F K M V K I E

AGAGCATGTAGGAAATGATTCAGTGTTTAAAACGAAATATTACTGCGATGAGCAATCGGCAGGATTGGAGATCATTATATACAACAAATTGTTA
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