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The complete nucleotide sequence of the double-stranded RNA segment 6
(S6) of bluetongue virus serotype 17 (BTV-17), which encodes the nonstructural
NS1 protein (1), has been determined from two overlapping cDNA clones. The S6
RNA was deduced to be 1769 base pairs in length, coding for a 552 amino acid
protein (64,541 daltons). The sequence was 99% identical at both the RNA and
protein levels to that of BTV-10 S6 (or M6) segment (2), confirming the highly
conserved nature of this genome segment, as revealed previously by northern
analysis (3). The deduced amino acid sequence and the coding frame were also
consistent with what had been observed from our gene fusion and expression
studies using this genome segment (1).

GTTMAAMGTTCTCTAGTTGGCAAOCACCMACATGGAGOGCT'l'TTTGAGAMATACMTATCAGTGGGGATTACGCAAATGCCACGAGAAC1"1'1' 86
ERFLRKY I G D Y N T F 21
TTTGGCTATTTCACCACAGTGGACTTGCAGTCACTTAAAAAGGMTTGTCTAT‘ITMTGGAATGTGTGTIAAGCAGCATTTTGAGAGAGCGATGAT 192
L AI SPQWT CSU HLIE KTRNTCLTFN V X Q B F ER I 53
CGCGGCAACTGATGCGGAGGAGCCGGCGAAAGCATACAMT'l‘GG‘I'TGAATTGGCAMGGAAGCAATGTATGATCGGGAAACAGTCTGGCTTCMTG 288
E P A KA Y KLVETLATKE Y D E T L QC 85
TTTCAAAAGCTTTTCCCMCCGTACGAGGAGGATGTCGMGGGMGATGMGCGATGCGGAGCGCMTTGCTCGAGGATTACCGCAAAAGTGGGAT 384
F S QP YEEDVESGI KMEKTZ RTCG Q L L E Y R K 117
GATGMTGAAGCCGTGAAACAATCTGCGCTGGTTMTTCAGAMGMTTAGATTGGATGATTCACTTTCOGCMTGCCTTACATCTACGTGOCAAT 480
N E K Q S ALVNSERTIRLTUDIDS STLSAMEPTYTIZY P 149
CAATGATGGTCMATTGTTMTCOGACATTTAIATCAAGATATOGCCMATTGCATATTATTTTTACMCOCAGATGCAGCTGATGATTGGATTGA 576
NDGQIVNZPTTFTISRY®ROQIAYYTFTYNZPDAADT DT WTITOD 181
TCCAAATCTCTTIGGCATTCGTGGACAGCACAA‘!’CAGATTMACGTGAGG TGAGAGACAMTTAACACATGOCCTIACACTGGATACAGAGGTAG 672
P N L G R GQ HNQIKTR RTEV R Q T Y TG Y R G R 213

F
AGTGTTTCMGTMTGTTCTTGCCGATTCAGCTGATCMTTTTTTGAGMTGGATGATTTTGOGAAGCATTTTAACASGTACGOCTCGATGGCGAT 768
FQVMFLPIOQLTINTFILRMDUDTFAZKIBEHTFNRTYASMATI 245
ACAACAATATCTGAGAGTTGGTTATGCIGAAGAGATCAGATATGTACAACAGCTCTTCGGAAGGGTCCCMCAGGTGMTTTCCATTACACCAGAT 864
Q Y R VGYAEETIRYVQQLTFGRVPTGETFTPTLTHAOQM 277
GATGCTGATGAGACGCGA NCCMCAWCGATCGCAGTATNTGGAGGCGWGNWATCAGGT&T&GMCTGGCAAAGCTGGCIATT 960

M M RRDULPTRIDIRSTIVEAR R R S GDENWAOQSWLL 309
ACCTATGATCATCATTCGTGAGGGGTTGGATCATCAGGATC(XSTGGGMIGGIT‘1'ATTGATTACATSGATAGGAAACATACATGTCMCTTTGCTA 1056
M I I IREG D HQDURWE F I DY MD K HTCQ cC Y 341
CTTGAAACACTCMAACAGATOCCAGOCTGTAGTGTGATTGATGTACGTGCATCTGAATTAAGTGGGTGCTOGCCGTTCAAGATGGTGMGATCGA 1152
L K HS K Q CSVIDVRASELTG G CSZPTFI KMMYVZE KTIE 373
AGAGCATGTAMAAATGATTCAGTGTTTMMOGAMTTAGT’ICGOGATGAGCMAICGGCAGGATTGGAGATCATTATTATACAACMATTGTTA 1248
EEVGNDS VF K K L VRDEQIGRTIGTDH T T NC Y 405
CACTGGAGCGGM;GCATTGATTACAACCGCGATTCACATTCATOGCTGGATIA@GGGTCTWCATCTGGMCGATGAAGGATGGCAGGAGGGTAT 1344
T G A E L I TTATIHTIUHBRWIRGS SG!II N DEGWQEGII 437
1'TTCATGCTTGGACGCGTGCTGCTGAGATGGGMTTGACMAGGCGCAACGCAGCGCTTTGCTCAGGCTATTCTGTTITGTATGTTACGGATATGC 1440
FMLGRVILILRUWETL A QR S L LRLTF F VCY G Y A 469

ACCACGCGCAGACGGAAOGAIACCGGACTGGAATMTCTTGGAAACTTTTTGGA!'ATCA'ITTTGMGGGGOCAGMCTTAGTGMGATGAGGATGA 1536
PRADGTTIZPDWNU NLGNTFLUDTITILTEKSGTPTETLSTSTETDTETDE 501
AAGAGCTTATGCI‘ACMTGTTTGMATGGTICGATGCATTATMCTCTATGCTATGCAGAMAGGTTCACTTOGCTGGGTTCGCTGmTGCGTG 1632

A YATMTFEMVRERCITITLTCYA AETZ KTV VTEHTF G F P A C 533
TGAAGGCGGGGAAGTAATTAATCTTGCTGCGCGCATGTCTCAGATGTGGATGGAGTATTAG'ITACTGATTTTTGGTTTTTTATTCTTCTTTTCATT 1728
E GG E VI NLAARMSG QMUWMEY 552
TCTATTTTCTCTTAGCACTCTACTAGAACTTTTCAACTTAC 1769
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