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The dnaK gene of Escherichia coli codes for a major heat shock protein whose primary sequence is highly

homologous to those of 70kDa heat shock proteins from eukaryotes (1). We have cloned the analogous heat

shock protein from Bacillus subtilis, using a probe from B. megaterium, kindly provided by P. Setlow (2).

We have determined the nucleotide sequence shown using the dideoxy sequencing method (3). Underlined are

the start and stop codons.

CCGGCTCTTG ACAGTTTTGA ACGAGCGCTT
AGGGAATGGA AATGGTCCAC CGTCAGCTCG
TGTAGGGCAG GAATTTGATC CTAATCTGCA
AACATTGTTG TTGAGGAAAT GCAAAAAGGC
AAGTGAATCA ATAATTACAT AGCAGGAGGT
ACAAACTCAT GTGTGGCAGT GCTTGAAGGC
CAACGCCATC AGTTGTTGCA TTTAAAAACG
TACAAACCCT AACACAATTA TGTCTATCAA
AAGGATTACA CTCCACAAGA AGTGTCTGCT
TTGGCGAAAC AGTATCAAAA GCAGTTATCA
AAAAGACGCT GGTAAAATTG CAGGTCTTGA
GCATACGGAC TTGATAAAAC AGATGAAGAT
ACGTTTCCAT CCTTGAGCTT GGCGACGGTG
TGGGGACGAT TTTGACCAAG TTATCATCGA
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CAGGTTGAAG
TAGAAGCCTT
CCAAGCTGTT
TATAAGCTGA
TATTCAAGIG
GGCGAGCCTA
GCGAACGTCA
ACGTCATATG
ATCATCCTTC
CAGTTCCTGC
AGTAGAACGT
CAAACGATCC
TATTCGAAGT
TCATCTGGTG

CCGACAATGA
GAAAAAAGAA
ATGCAGGCTG
AGGATCGCGT
AGTAAAGTTA
AAGTTATTGC
AGTAGGGGAA
GGTACTGATT
AACACCTTAA
ATACTTTAAC
ATCATCAACG
TACTATACGA
TCGTTCAACT
TCTGAATTC

ACAGACGAAA
GGCGTCGAAG
AAGACGAAAA
CATTCGCCCT
TCGGAATCGA
TAACGCTGAA
GTGGCTAAAC
ATAAAGTTGA
ACGATACGCT
GATGCTGAGC
AGCCGACTGC
CCTTGGCGGC
GCCGGCGACA
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AGTTTGCTCC
CCATCGAAGC
CTACGGCTCC
TCCATGGTCA
CTTAGGAACA
GGAAACCGCA
GCCAATCTAT
AATTGAAGGA
GAAAGCTATC
GTCAAGCAAC
AGCACCGCTT
GGTACATTCG
ACCGTCTGGG
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jssion: The C-Terminal Sequence has been removed from this

publication and the ENBL submission folloving re-analysis of the data.
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