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Complete nucleotide sequence of the cDNA for thyroid peroxidase in FRTL5 rat thyroid cells
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Thyroid peroxidase (TPO) is the primary enzyme involved in thyroid
hormone synthesis. FRTL5 rat thyroid cells are the only
differentiated thyroid cell line available for study of the
molecular mechanism involved in the regulation of TPO gene
expression by TSH. Unfortunately, human and pig cDNA probes
hybridize poorly to rat TPO mRNA. We therefore cloned the complete
cDNA for TPO by low stringency screening of an FRTL5 cDNA library.
There is 74% homology with human TPO.
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0121 GAGACATCTTCGGGGGGAAGACtATGACATCCCATGTTATCATTTGTAGAAACGAGCCAGCoCTLTCTGGTCACAATCAGTCTACAACACCATG AAAGACCTCAA

V L S P A O L L S F S K L P E S T S C A I SR̂ E I N E T S I o v N K f E O S

0481 CCATCACAGGGGtTGTCAACAACAGAGATCACCCCAGCATGGGGCGYCACACrt TAGCAeAAAGATGCTGCCPTCCPTCTACGAEGATGCTTTFCAGTCAGCPCCAGCGtGGAACC
0601 CTAATTTCCTATACCATGGCTTCCCAGCATCCCCGGCAGGTTGCTCAACCTCTCTACTTTCACTTTCCATGCTGCCGACTCGAATCETACCTACACT CTCATTCTAGTACCCGT

POFSTDYA SGAF i LAPPV T VATL CCL PF4VSN L p p ft CFi DTCLY8 DF LP

0721 GGGGI AGTACAT I'JTCATGACA 'rCCTCTCACACCACAGAGCACCAGCACAGCACCCTTCTGGGCAGCTCTCCACTOCCACTTGACCTCTCAGAACCAAAACCCCTGCTTCCCATAC
U G C Y I D N D A L t P O * T S T A A f W C C V D C O L t C E N O N P C F P I

0841 AGCTTCCCTCAAACTCCTCACGGACCACTGCATCCCTACCTTTCTACCTCCTCAGCCGCCT TG ACTGGGGACCAAGGAGCACTCT TG CCTCGT GCCATCCGAGGCE L P S N SS I T ACL P F Y R S1 A AA L N L AC P A

0961 ACtACGATG'CAATGCTGACt'CttCCTTCCTTGATGCTTtCCACGGGAGCAGCTCCCCAGTGUTCTGAGAACCAGTCtCAAACCTGGAGCAGCTCTGCAGGGCtGCTGCGTGCACAP 0 V S 11 L T S F L 0 A S T VY N P G V I K L 11 N W S 0 D 11 L L A V L T
1561 TCCACCTACGACTtCtGGCCGTCCTACCACGCtACCTTCGCATAGCCGCCtGtGrCTCACUAGAGTAAAGCCtCCTCCUCACACGCCAACCGC tCCAACtTCACTGTGACCAtCAtAAtAC
1201 AGGCCACCGACACCTGG tsCACATGCACACtCTGGCGCGCCGAGcCCAtCCAACCtUCGCCTGCACTCAAAGCG.ATUCAAtrACACATTGG AtGCGCCACACTGCA AG"CACAE V P A LAF V LSNT L U LA E N S L 11T A F K A I N T L P CA 11T A Y E A- C

1 LAG CSATTGCA AELPGAGGAATTACAAGATCCTGPCCCGATGCCTTCAGGCAT TTGAACTATACCPCA CC

K V V G AL N 8 P LR AY IP K I L P 0 A F A CY V FP Y EG Y N V F

1321 CTACTGTTCAGCTCATCGCACGCAA CCTTCACCGCTTTGGCCATCCACAGTATCTCCCCCATCTGTG CAGACACTACACGGCCAGCGATCCACCAGAGCTCCCCAGGCTGCGC
tVVCANVF T A F I F G NPA I LV C L V R R L V CD fP I CT E P T L f

21561 ATGCAC'GACGTCTTCAGG'CCCTGAC'GGCTATCCGGAAGGTGTTGGACCAATCAAGCT'UACAGAGCCTCTG'CACtACCAUGCAAGCGGCAAGTCGGAGAACttCCUTGtATACATAGG
L N D V F FI P W R L I L f G G L f P I V A 6 L L Af P A K LD Ve Ef L N N EE

2281 ACTGACCGAGAGGCtCTrCTCTTGTTTGTCTATGTGGCAttU tCTTGACTGCATCACTGAACTTGCAUtsAGGCCCGACAAtCGtGCTACUCAGGCTCtCttAATGGGAAAGAtCTOTGE L T E V L FV L S C V G T L 0 L AC LE LV t C R 0 NC L P G YP E W I E F C
2C01 ACTCTGTCACGCCTGGACAAGAGCTGACGCTCtAArAAGCCACTGCCAAAfAAGCATGCAACCAAGATACATGsGATCATCACAACATCCCTGUCACACATTAGCTGTGGAtGfCtCLC R L t G A I L N KA I A tR CN V OK I CE L YK N A D EI tV C

1921 tATGGTGAAAAGTCCTACCGGACCCGCAtCCtGCGTCtCUTCTGTTTGCGTATtCATTAACAGATGAAGGCUCTGtAGCGTGGGGACsAGGTTTCGTGAACAGCtC tCATGTTCAL A E K F L P G A R T V P LI AL C I I L K C C K A L R 0 tD R F W W E N AN VK
2161 AATCCTGAGATCTGCATGGCUtACCTCAGACtGTGGGAACCTTCCtCCAtCAAGACGCACAGTTCTTXCCCAGAGAGGTGACAATGGACTTGTCACTGTGAAGAATE: t C E E I P E R L U RE TF P 0t O K C V F P E K VE V O D F VO C E E
2281 sCTGGAGCTGTCTGGTATCTIUCTJTTCCATGATACAATGCAGCCAGGAGCAGGCACATGTCCttCCAATGGATGGGCTCAGACTCtCTTCTTAAGtGTTATC
2401 ATGCAGTCTGCACACCACCTTGCCtACTCCTCVCGCAGTCAAGACACCAAGGAGTCCAGTGTGATTCnttACA=ACCCtAtCACCTCACTGGAA GACCTOC
2521 TAGTTCTGCAGGTACCTCGGATCCTGGGTCTCATTUTTCCTTCA"GTGTGCATCTCAGnA7CtGGCtGtTAA GACATGCTGtATAAG

3261 AGCCACATTCTATCACCAGGTAtCSCATGGAGTAGGATTCAGAAATCAAtGTTT7CACtZCACAAAAGC"CGGTTC&TCGACAt-ACC TtATG)

1441 TNf36FRK81 ES6I9P0KAE
P1GTCCGSTCTCVFSTATAGACCTACTFCTNWGCGrA'cATcAiccAc=AGAGCTAAATVNTTGAALNTCADITELR T

161 SRVL
LHDVFGAACAATGTATCTTCPUR GLCGCTITAGTQACCCTLOP TTTCLA IPA LTVCTAAGWLTCTAANAGC

301681 AAGAGGAGAAGGAGAM= MMUAGTCAWATAACTMQWA"CCTCTCGACGAGAC
311CTCGTAATL"TTERF LATTTVTCCATAAAAAGCdAWATGMACASCCNL TCCTDTCTACCGAACp CTCCTAEUR FCATAn
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