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Abstract
Purpose—Approximately 13% of patients lacking an HLA-identical sibling have a 1-antigen-
mismatched related donor (MMRD). Historically, outcomes using a 1-antigen MMRD were
considered equivalent to a matched unrelated donor (UD). Recent improvements in unrelated
donor (UD) stem cell transplantation (SCT) due to better molecular HLA-matching justifies
investigating if UD should be preferred to MMRD in adult patients with acute leukemia.

Patients and Methods—The outcomes of MMRD (n=89) and HLA-A, B, C, DRB1 allele
matched UD (n=700) SCT reported to the CIBMTR between 1995 and 2005 were compared.
Patients were transplanted for acute myeloid leukemia (AML) or acute lymphoid leukemia (ALL)
in first or second complete remission.
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Results—Donor type was not associated with hematological recovery. Univariate and
multivariate comparisons of MMRD vs. HLA-matched UD transplants showed no statistically
significant differences in overall survival, disease free survival, transplant related mortality,
relapse, and 100-day grade III–IV acute graft-versus-host disease (GVHD). MMRD SCT was
associated with a lower rate of chronic GVHD at 1-year, 35% vs 47% p=0.03, which was
confirmed in multivariate analysis (RR 0.58, 95% CI 0.39-0.85, p<0.01).

Conclusion—HLA-matched UD and MMRD SCT are associated with comparable survival.
Since less chronic GVHD was observed in MMRD, this option when available remains the first
choice in acute leukemia patients without an HLA-identical sibling in need of allogeneic
transplantation.
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INTRODUCTION
Human leukocyte antigen (HLA) identical siblings are considered the best donors, but they
are available for only one third or less of patients with acute leukemia for whom allogeneic
transplantation is recommended. The probability of finding a one HLA-A, B,-DR antigen
mismatched related donor is around 3% between siblings and 10% with other relatives.1

Another option for these patients is to undergo an unrelated donor (UD) search. The overall
probability of identifying an HLA-compatible unrelated volunteer in the international
registries is approximately 10-75% depending on the race and ethnicity of the patient
(http://www.marrow.org).

In recent years, survival after UD allo-SCT has improved mostly due to a better selection of
donor-recipient pairs based on molecular typing of HLA class I and II loci.2-5 Moreover,
recent reports show that allo-SCT outcomes of patients with with matched UD-SCT are
similar to HLA identical sibling donors.6-11

The progress in the UD allo-SCT setting provides the rationale to reexamine whether this
option should be recommended to patients who have a MMRD available. This question
warrants investigation because it is well recognized that HLA-mismatch increases graft
failure and GVHD after transplantation. Since published comparisons between UD and
MMRD transplants were reported before the introduction of HLA-typing at the allele
level12-17, we re-evaluated this question in recent transplants for patients with acute
leukemia included in the Center for International Blood and Marrow Transplant Research
(CIBMTR) database.

PATIENTS, MATERIALS AND METHODS
Data collection

Data used in this study were obtained from the Statistical Center of the CIBMTR. The
CIBMTR is a research affiliation of the International Bone Marrow Transplant Registry
(IBMTR), Autologous Blood and Marrow Transplant Registry (ABMTR) and the National
Marrow Donor Program (NMDP) that comprises a voluntary working group of more than
450 transplantation centers worldwide that contribute detailed data on consecutive
allogeneic and autologous hematopoietic SCT to the Statistical Center at the Medical
College of Wisconsin in Milwaukee and the NMDP Coordinating Center in Minneapolis.
Participating centers are required to report all transplants consecutively; compliance is
monitored by on-site audits. Patients are followed longitudinally, with yearly follow-up.
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Computerized checks for errors, physicians’ review of submitted data and on-site audits of
participating centers ensure data quality. Observational studies conducted by the CIBMTR
are done so with a waiver of informed consent and in compliance with HIPAA regulations
as determined by the Institutional Review Board and the Privacy Officer of the Medical
College of Wisconsin.

Inclusion criteria
The study population included 89 recipients with MMRD and 700 8/8 HLA-A, B, C, and
DRB1 allele matched UD transplants between 1995 and 2005. This study was restricted to
adult patients (18 years or older), with a diagnosis of AML or ALL in first or second
complete remission (CR), who received the first bone marrow or peripheral blood SCT with
either myeloablative (MAC) or reduced intensity conditioning (RIC). T-cell depleted cases
were excluded. Informed consent was obtained in accordance with the Declaration of
Helsinki. All surviving UD recipients included in this analysis were retrospectively
contacted and provided informed consent for participation in the NMDP research program.
Informed consent was waived by the NMDP Institutional Review Board for all deceased
recipients. Approximately 10% of surviving patients would not provide consent for use of
the research data. To adjust for the potential bias introduced by exclusion of non-consenting
surviving patients, a corrective action plan modeling process randomly excluded
appropriately the same percentage of deceased patients using a biased coin randomization
with exclusion probabilities based on characteristics associated with not providing consent
for use of the data in survivors19.

HLA typing
HLA typing in the UD group consisted of high resolution typing of HLA –A, B, C and
DRB1 alleles and verified through the NMDP retrospective typing program as previously
described18. For the purpose of this study and according to recent reports, mismatches
affecting only the HLA DQ locus were considered as full matches.19, 20 In the MMRD
group, HLA typing was verified by reviewing HLA typing reports and restricted to low
resolution typing of HLA-A, B DRB1 loci.

Endpoints
The aim of the study was to compare the clinical outcomes among patients with acute
leukemia who underwent a first SCT from a 1-antigen MMRD or from an HLA-matched
UD, in order to determine which donor type was associated with better outcomes. Analyzed
outcomes were overall survival (OS), disease free survival (DFS), hematological
engraftment, incidence of acute and chronic GVHD, incidence of relapse, and TRM.

The date of engraftment was defined as the first of three consecutive days with an absolute
neutrophil count (ANC) equal or more than 0.5×109/L. Platelet engraftment was defined as
the achievement of a platelet count equal or more than 20×109/L without platelet
transfusions in the previous 7 days. The acute GVHD end-point referred to the development
of grades II-IV and grades III-IV according to the Glucksberg criteria 21. Chronic GVHD
was diagnosed following the older definitions22. Relapse consisted of leukemia recurrence,
whereas TRM was death resulting from any cause other than relapse. DFS was defined as
survival in complete remission after SCT. For OS, death from any cause was considered an
event. All living patients were censored at last follow-up. Disease was classified according
to cytogenetic risk. For AML, MRC23 and SWOG24 classification systems were used; in
cases where there was a discrepancy, the classification system that resulted in the higher risk
status was used. For ALL, the MRC/ECOG criteria were used25. Statistical analysis
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Patient-, disease-, and transplant-related variables were compared between the two groups
using the χ2 statistic for categorical variables and the Kruskal-Wallis test for continuous
variables. Hematopoietic recovery, occurrence of GVHD, TRM and disease relapse were
calculated using cumulative incidence estimates, taking into account the competing risk
structure26, 27. Probabilities of DFS and OS were estimated from the time of transplantation
using Kaplan-Meier curves28. Groups were compared using the 2-sided log-rank-test26, 27.

For the multivariate analysis, Cox proportional hazards regression models were applied. The
proportional hazards assumption was assessed for each covariate by using a time-dependent
covariate approach. Covariates which violate the proportional hazard assumption were
adjusted by stratification. Stepwise forward-backward selection was used to build the
models from the prognostic factors under consideration. A threshold of 0.05 was used for
selection of covariates. SAS software version 9.1 (SAS Institute, Cary, NC) was used in all
the analysis.

RESULTS
Patient, disease, transplant characteristics

Detailed patient characteristics are shown in Table 1. Compared to HLA-matched UD
group, recipients of MMRD transplants differed in the following characteristics that have
been associated with better outcomes: younger age, more favorable cytogenetics in ALL
cases, higher ABO matching between donor and patient, and more frequent use of
methotrexate. Some differences suggested that MMRD would have worse outcomes,
including: more frequent transplants from female donor to male patient, older donor age,
less common low-risk CMV donor-recipient serologic status, and lower percentage of
patients receiving the transplant during the later period 2001-2005 The median follow-up for
survivors in the MMRD was 54 (range 3-135) months and 38 (range 10-149) months in the
HLA-matched UD group.

Engraftment
The data of hematological engraftment are shown in Table 2. The incidences of neutrophil
engraftment at 28 days were 89% (95%CI 81-95%) for MMRD and 93% (95% CI 91-95%)
for HLA-matched UD (p=0.21). Among those who engrafted, the median times to neutrophil
engraftment (0.5×109/L) were 16 days after MMRD and 15 days after HLA-matched UD
transplantation and the median times to platelet engraftment (20×109/L) were 18 and 20
days, respectively.

Graft versus host disease
Probability of grade II-IV acute GVHD at 100 days was 49% (95% CI 38-60%) in the
MMRD group and 47% (95% CI 43-51%) in HLA-matched UD (Table 2). In multivariate
analysis, donor type was not associated with grade II-IV acute GVHD (RR 1.11, 95% CI
0.80-1.55, p=0.53), or with grade III-IV acute GVHD (RR 1.53, 95%CI 0.91-2.57, p=0.11)
(Table 3). The 1-year probability of chronic GVHD after MMRD was 35% (95% CI
25-46%) compared to 47% (95% CI 44-51%), after HLA-matched UD transplantation. The
1-year probability of chronic extensive GVHD after MMRD was 24% (95% CI 15-34%)
compared with 36% (95% CI 33-40%) after HLA-matched UD transplantation (P=0.01).
Multivariate analysis also showed a significantly lower rate of chronic GVHD in MMRD
than HLA-matched UD transplantation (RR 0.58, 95% CI 0.39-0.85, p<0.01) (Figure 1).
Unadjusted cumulative incidence curves of chronic GVHD are shown in Figure 2.
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Relapse
Cumulative incidence of relapse at 1, 2 and 3 years were 15% (95% CI 8-23%), 19% (95%
CI 11-28%) and 20% (95% CI 12-29%) after MMRD and 23% (95% CI 20-26%), 27%
(95% CI 24-31%) and 28% (95CI 25-32%) after HLA-matched UD transplantation (P-
values 0.06, 0.07 and 0.09 at the mentioned time-points, respectively). Table 4 shows the
results of the multivariate analysis for relapse; of note, the type of donor was not significant
(RR 0.81, 95%CI 0.50-1.30, p=0.38), whereas the variables associated with higher relapse
were second CR at transplant (RR 1.78, 95% CI 1.13-2.81, p=0.01), reduced intensity/non-
myeloablative conditioning (RR 1.50, 95% CI 1.12-2.01, p<0.01), and time from diagnosis
to transplantation less than 12 months (RR 0.56, 95% CI 0.35-0.90, p=0.02). Relapse was
the primary cause of death in both groups (Table 1).

Transplant-related mortality
The cumulative incidence of TRM at 1, 2 and 3 years were 34% (95% CI 24-44%), 38%
(95% CI 28-48%) and 39% (95% CI 29-50%) after MMRD and 24% (95% CI 21-27%),
27% (95% CI 24-31%) and 31% (95% CI 27-34%) after HLA-matched UD transplantation
(P-values 0.07, 0.06 and 0.14 for each comparison at the mentioned time points). Table 4
shows the results of the multivariate analysis for TRM. There was no significant difference
in TRM between different donor types (RR 1.14, 95% CI 0.77-1.69, p=0.52). The only two
variables associated with increased TRM were older patient age (31-50 vs 18-30 RR=1.47,
95% CI 1.08-2.01, p=0.02) and transplantation before year 2001 (RR 1.64, 95% CI
1.19-2.27, p<0.01).

Disease-free Survival
Disease-free survival at 1, 2 and 3 years were 51% (95% CI 41-62%), 44% (95% CI
33-55%), 41% (95% CI 30-52%) after MMRD transplantation and 53% (95% CI 50-57%),
46% (95% CI 42-49%), 41% (95% CI 37-45%) after HLA-matched UD (P-values 0.74, 0.74
and 0.93, respectively). No significant difference in disease-free survival was found in
multivariate analysis between the two groups as shown in Table 4. The only factor
associated with decreased DFS was a Karnofsky score below 90% (RR 1.37, 95% CI
1.10-1.69, p<0.01).

Overall Survival
Overall survival curves are shown in Figure 3. Overall survival probability at 1, 2 and 3
years were 57% (95% CI 46-67%), 46% (95% CI 35-56%), 42% (95% CI 31-52%) after
MMRD transplantation 61% (95% CI 57-64%), and 50% (95% CI 46-54%), and 44% (95%
CI 40-48%) after HLA-matched UD (P-values 0.51, 0.49 and 0.65, respectively). As shown
in Table 4, there was no significant association between OS and donor type. Variables
associated with decreased OS were older patient age (31-50 vs. 18-30, RR 1.34, 95%CI
1.06-1.69, p=0.01) and transplant before year 2001 (RR 1.35, 95%CI 1.05-1.72, p=0.02).

Subset analyses
Inclusion of cell dose (total nucleated cells in BM SCT and mononuclear cells in PB SCT)
was limited by missing data but analysis of available data did not change the conclusions
(data not shown). No significant differences were identified between class I mismatches and
class II mismatches within the 1-antigen MMRD group for all endpoints (data not shown).
Finally, no significant differences in outcomes were identified when the comparison
between HLA-matched UD and 1-antigen MMRD were limited to the non-myeloablative/
reduced intensity conditioning subset (data not shown).
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DISCUSSION
As HLA matching is the most important variable in allogeneic SCT13,16,19 and current HLA
typing methods using high resolution molecular techniques have improved the results after
UD-SCT over the last 10 years,2 previously reported comparisons between related and
unrelated transplants may be outdated20. Some patients may have both a MMRD and a high
likelihood of having an 8/8 HLA-matched UD, and for this group of patients, it is of interest
to determine whether an unrelated donor search should be initiated

A key finding from this study was that the main outcomes of TRM, relapse, DFS, and OS
were similar in the HLA-matched UD and MMRD groups, suggesting that the two
alternatives are indeed comparable. Although more patients in the MMRD group received
methotrexate as GVHD prophylaxis (89% vs 77%), GVHD prophylaxis was not statistically
significant in the univariate or multivariate analysis, and thus we consider it unlikely that it
contributed to the differences observed in cGVHD incidence. This finding is in agreement
with previous studies comparing the two alternative donor sources15,16. The only observed
difference consisted of an increased incidence of chronic GVHD after HLA-matched UD, a
complication frequently leading to impaired quality of life32. Taking the latter into account,
and due to the lack of benefit in terms of DFS and OS, it is reasonable to use the MMRD
when available, instead of proceeding to an unrelated donor search. As this study was
performed with patients with acute leukemia in first or second CR, our findings are limited
to these patients, and the extension to patients with more advanced disease or other diseases
need further investigation.

HLA is inherited following Mendelian genetics with two mechanisms explaining the
availability of a 1-antigen MMRD. The first is crossing-over in HLA genes, more frequent
in class I because HLA-A loci are far from those encoding HLA-B and HLA-C. The second
alternative is the presence of HLA alleles or at least one haplotype in the patient with high
frequency in the overall population.29 In this circumstance, the chance of finding a related
donor sharing one HLA-haplotype, with the other HLA-haplotype being identical except for
one gene in the extended family (cousins, uncles, aunts, etc), is increased but the additional
delay of extended family typing needs to be balanced against the low probability of finding a
suitable related donor. One study estimated that more than 30 individuals need to be typed to
identify a 1 antigen MMRD1. There are available tools to calculate the probability of finding
a related or unrelated donor depending on the HLA typing and consulting with an HLA
expert may be helpful.29,30,31 Given all these considerations and the fact that a 1-Ag MMRD
was associated with similar clinical outcomes except for less chronic GVHD, one suggested
approach would be to use a 1-Ag MM sibling if available but otherwise start an UD search.
As only 13% will have a MMRD after extended family typing, with the aim of shortening
the time to transplant, a suitable, a suitable strategy could be to perform a preliminary
unrelated search while the familiar study is being performed.

The significantly lower incidence of chronic GVHD in the MMRD group observed in this
study was unexpected as it is well known that HLA mismatch predisposes to acute GVHD
and less strongly to chronic GVHD19. Additionally, other characteristics also favoring this
complication were more frequent in the MMRD, such as female to male transplant,
advanced age of the donor and/or patient, and positive CMV serologic status. In previous
studies, the incidence of chronic GVHD in MMRD was similar to HLA identical sibling
transplantation15. Therefore, the explanation of the higher incidence of chronic GVHD in
the HLA-matched UD group may be partially explained by undetected disparities between
donor and recipient other than HLA genes. Of note, most of these gene disparities may
involve minor histocompatibility antigens (mHAs) that are increasingly being associated
with the development of GVHD in the setting of HLA identical sibling SCT33-35. Since
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these antigens are frequently encoded in chromosomes different than number 6, it is likely
that UD will differ in these mHAs more frequently than related donors especially if they are
siblings. Nevertheless in a recent study from CIBMTR, mismatching in known mHAs was
not associated with a higher incidence of GVHD in patients who underwent an Allo-SCT
from a matched UD36. Although this study is the largest evaluating the role of mHAs in the
unrelated setting, the small subgroup size may have limited the power to detect differences.
Moreover, a recent publication has emphasized the importance of haplotype matching in the
setting of UD SCT, to avoid severe GVHD37. Since most of the MMRD transplants reported
here were from 1-Ag-MM siblings (and thus the HLA difference may be due to crossing
over), it is likely that the degree of extended haplotype matching is likely higher than in the
UD group.

This study has some limitations. The first is the small number of patients in the MMRD
group that probably reflects the preference of initiating an unrelated donor search instead of
an extended family search because it is time-consuming, expensive and has a low
probability of success1. Nevertheless, this report contains one of the largest numbers of
single antigen MMRD patients analyzed in a single report. Another drawback of the findings
reported here is that, as in other retrospective registry studies, there were some differences
between MMRD and UD SCT groups in aspects important for transplantation outcome, such
as age (younger in MMRD) and year of transplantation (earlier in MMRD) However, this
last limitation was is in part corrected by performing the multivariate analysis including
these covariates and showing practically identical RR of TRM and OS in the two transplant
groups. Of course, the only approach to definitively answer the question would be a
randomized prospective comparison of the two transplant alternatives, what is highly
unlikely.

A third limitation of the study was that HLA matching assessment of related donors was
based on low resolution typing and limited to HLA-A, -B and DRB1. This is, however, the
current practice in most institutions for related donor selection. Since information on HLA-C
and HLA-DQ was not available it is not possible to rule out additional mismatches in the
related donor group. This is unlikely in most cases affecting HLA-A (n=39, 44%), because
linkage disequilibrium means that matching at HLA-B (n=25, 28%) and –DR (n=25, 28%)
is generally associated with matching at HLA-C and -DQ. Nevertheless, it seems reasonable
to recommend the study of at least HLA-C in patients with a mismatch in HLA-B. Although
the numbers were small, the outcomes of class I mismatch vs. class II mismatch within 1-Ag
MMRD transplants were similar regarding all endpoints studied which is in agreement with
a previous Japanese study including 112 MMRD15. On the other hand, due to missing data
we were unable to analyze if the possible impact of KIR-ligand mismatches or non-inherited
maternal or paternal antigens, aspects that have been recently considered in donor selection.

In conclusion, the data from the study reported here supports that both MMRD and HLA-
matched UD are acceptable for transplantation in patients who need an allogeneic procedure
and lack an HLA-identical sibling. The lower incidence of chronic GVHD after MMRD
transplantation and the easy and rapid access to relatives as well as the lower cost makes the
MMRD modality the first option to be considered if available.
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Figure 1.
Relative risks of MMRD SCT versus HLA-matched UD SCT (RR=1.0) from multivariate
analysis. Whiskers are 95% confidence intervals.
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Figure 2.
Unadjusted cumulative incidence of chronic graft vs. host disease by donor type.
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Figure 3.
Unadjusted probability of overall survival by donor type.

Valcárcel et al. Page 13

Biol Blood Marrow Transplant. Author manuscript; available in PMC 2012 May 18.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

Valcárcel et al. Page 14

Ta
bl

e 
1

Pa
tie

nt
, d

is
ea

se
, a

nd
 tr

an
sp

la
nt

 c
ha

ra
ct

er
is

tic
s

M
M

R
D

H
L

A
-m

at
ch

ed
 U

D

C
ha

ra
ct

er
is

ti
cs

N
 E

va
l

N
 (

%
)

N
 E

va
l

N
 (

%
)

P
-v

al
ue

N
um

be
r 

of
 p

at
ie

nt
s

89
70

0

A
ge

, m
ed

ia
n 

(r
an

ge
),

 y
ea

rs
89

35
 (

18
-6

4)
70

0
43

 (
18

-7
4)

<
0.

01

Se
x

89
70

0
0.

50

 
M

al
e

50
 (

56
)

36
7 

(5
2)

 
Fe

m
al

e
39

 (
44

)
33

3 
(4

8)

D
on

or
/R

ec
ip

ie
nt

 r
ac

e 
m

at
ch

--
-

70
0

N
/A

 
M

is
m

at
ch

ed
42

 (
 6

)

 
M

at
ch

ed
61

6 
(8

8)

 
U

nk
no

w
n

42
 (

 6
)

K
ar

no
fs

ky
 s

co
re

 p
ri

or
 to

 tr
an

sp
la

nt
89

70
0

0.
29

 
<

90
24

 (
27

)
15

8 
(2

3)

 
≥9

0
60

 (
67

)
46

9 
(6

7)

 
U

nk
no

w
n

5 
( 

6)
73

 (
10

)

D
is

ea
se

89
70

0
0.

66

 
A

M
L

59
 (

66
)

48
0 

(6
9)

 
A

L
L

30
 (

34
)

22
0 

(3
1)

D
is

ea
se

 s
ta

tu
s

89
70

0
0.

26

 
C

R
1

61
 (

69
)

43
7 

(6
2)

 
C

R
2

28
 (

31
)

26
3 

(3
8)

C
yt

og
en

et
ic

s 
- 

A
M

L
59

48
0

0.
63

 
L

ow
5 

( 
8)

46
 (

10
)

 
In

te
rm

ed
ia

te
 / 

hi
gh

40
 (

68
)

34
5 

(7
2)

 
U

nk
no

w
n

14
 (

24
)

89
 (

19
)

C
yt

og
en

et
ic

s 
- 

A
L

L
30

22
0

<
0.

01

 
L

ow
13

 (
43

)
40

 (
18

)

 
In

te
rm

ed
ia

te
 / 

hi
gh

8 
(2

7)
10

2 
(4

6)

 
U

nk
no

w
n

9 
(3

0)
78

 (
36

)

G
ra

ft
 ty

pe
89

70
0

0.
35

Biol Blood Marrow Transplant. Author manuscript; available in PMC 2012 May 18.



N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

Valcárcel et al. Page 15

M
M

R
D

H
L

A
-m

at
ch

ed
 U

D

C
ha

ra
ct

er
is

ti
cs

N
 E

va
l

N
 (

%
)

N
 E

va
l

N
 (

%
)

P
-v

al
ue

 
B

on
e 

M
ar

ro
w

35
 (

39
)

31
2 

(4
5)

 
Pe

ri
ph

er
al

 B
lo

od
54

 (
61

)
38

8 
(5

5)

C
on

di
tio

ni
ng

 r
eg

im
en

89
70

0
0.

24

 
A

bl
at

iv
e

73
 (

82
)

53
5 

(7
6)

 
R

IC
 / 

N
on

-m
ye

lo
ab

la
tiv

e
16

 (
18

)
16

5 
(2

4)

U
se

 o
f 

A
T

G
 in

 c
on

di
tio

ni
ng

87
70

0
0.

16

 
N

o
72

 (
83

)
61

6 
(8

8)

 
Y

es
15

 (
17

)
84

 (
12

)

G
V

H
D

 p
ro

ph
yl

ax
is

89
70

0
0.

01

 
C

SA
/F

K
50

6±
ot

he
rs

 (
no

 M
T

X
)

10
 (

11
)

15
8 

(2
3)

 
C

SA
/F

K
50

6 
+

M
T

X
79

 (
89

)
54

2 
(7

7)

T
im

e 
fr

om
 d

ia
gn

os
is

 to
tr

an
sp

la
nt

at
io

n,
 m

on
th

s,
 m

ed
ia

n
(r

an
ge

)
89

7 
(2

-1
83

)
69

9
7 

(1
-1

71
)

0.
12

D
on

or
 r

el
at

io
ns

hi
p

89
70

0
N

/A

 
Si

bl
in

g
54

 (
61

)
--

-

 
Pa

re
nt

15
 (

17
)

--
-

 
C

hi
ld

13
 (

15
)

--
-

 
O

th
er

 r
el

at
iv

e
7 

( 
8)

--
-

 
U

nr
el

at
ed

--
-

70
0 

(1
00

)

H
L

A
 D

if
fe

re
nc

e
88

70
0

 
H

L
A

-A
39

 (
44

)
--

-

 
H

L
A

-B
25

 (
28

)
--

-

 
H

L
A

-D
R

B
1

25
 (

28
)

--
-

A
B

O
 m

at
ch

89
70

0
<

0.
01

 
M

at
ch

ed
51

 (
57

)
30

0 
(4

3)

 
M

in
or

 m
is

m
at

ch
13

 (
15

)
18

3 
(2

6)

 
M

aj
or

 m
is

m
at

ch
 /b

i-
di

re
ct

io
na

l
19

 (
21

)
21

7 
(3

1)

 
U

nk
no

w
n

6 
( 

7)
0

D
on

or
/R

ec
ip

ie
nt

 s
ex

 m
at

ch
89

70
0

0.
02

 
M

al
e/

M
al

e
26

 (
29

)
26

6 
(3

8)

Biol Blood Marrow Transplant. Author manuscript; available in PMC 2012 May 18.



N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

Valcárcel et al. Page 16

M
M

R
D

H
L

A
-m

at
ch

ed
 U

D

C
ha

ra
ct

er
is

ti
cs

N
 E

va
l

N
 (

%
)

N
 E

va
l

N
 (

%
)

P
-v

al
ue

 
M

al
e/

Fe
m

al
e

22
 (

25
)

19
8 

(2
8)

 
Fe

m
al

e/
M

al
e

24
 (

27
)

10
1 

(1
4)

 
Fe

m
al

e/
Fe

m
al

e
17

 (
19

)
13

5 
(1

9)

C
M

V
 m

at
ch

89
70

0
<

0.
01

 
D

−
/R

−
20

 (
22

)
21

7 
(3

1)

 
D

−
/R

+
14

 (
16

)
23

0 
(3

3)

 
D

+
/R

−
14

 (
16

)
96

 (
14

)

 
D

+
/R

+
41

 (
46

)
14

1 
(2

0)

 
U

nk
no

w
n

0
16

 (
 2

)

D
on

or
 a

ge
, y

ea
r,

 m
ed

ia
n 

(r
an

ge
)

88
38

 (
9-

71
)

70
0

34
 (

18
-6

0)
0.

05

Y
ea

r 
of

 tr
an

sp
la

nt
89

70
0

<
0.

01

 
19

95
-2

00
0

55
 (

62
)

16
9 

(2
4)

 
20

01
-2

00
5

34
 (

38
)

53
1 

(7
6)

M
ed

ia
n 

fo
llo

w
-u

p 
of

 s
ur

vi
vo

rs
(r

an
ge

),
 m

on
th

s
37

54
 (

3-
13

5)
29

9
38

 (
10

-1
49

)

N
um

be
r 

of
 d

ea
th

52
40

1
N

/A

 
Pr

im
ar

y 
di

se
as

e
12

 (
23

)
14

5 
(3

6)

 
N

ew
 m

al
ig

na
nc

y
0

3 
( 

1)

 
G

V
H

D
9 

(1
7)

48
 (

12
)

 
IP

N
7 

(1
3)

18
 (

 4
)

 
In

fe
ct

io
n

9 
(1

7)
78

 (
19

)

 
O

rg
an

 f
ai

lu
re

8 
(1

5)
84

 (
21

)

 
G

ra
ft

 F
ai

lu
re

1 
( 

2)
1 

(<
1)

 
H

em
or

rh
ag

e
1 

( 
2)

14
 (

 3
)

 
A

cc
id

en
ta

l d
ea

th
0

2 
(<

1)

 
U

nk
no

w
n

5 
(1

0)
8 

( 
2)

N
=

nu
m

be
r;

 H
L

A
=

H
um

an
 le

uk
oc

yt
e 

an
tig

en
; A

g=
A

nt
ig

en
; A

M
L

=
A

cu
te

 m
ye

lo
id

 le
uk

em
ia

; A
L

L
=

A
cu

te
 ly

m
ph

ob
la

st
ic

 le
uk

em
ia

; C
R

=
C

om
pl

et
e 

re
m

is
si

on
; R

IC
=

R
ed

uc
ed

 in
te

ns
ity

 c
on

di
tio

ni
ng

;
G

V
H

D
=

G
ra

ft
 v

er
su

s 
ho

st
 d

is
ea

se
; C

SA
=

C
yc

lo
sp

or
in

e;
 F

K
50

6=
T

ac
ro

lim
us

; M
T

X
=

M
et

ho
tr

ex
at

e;
 C

M
V

=
C

yt
om

eg
al

ov
ir

us
; D

/R
=

D
on

or
/R

ec
ip

ie
nt

; I
PN

=
Id

io
pa

tic
 p

ne
um

on
ia

.

Biol Blood Marrow Transplant. Author manuscript; available in PMC 2012 May 18.



N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

Valcárcel et al. Page 17

Ta
bl

e 
2

U
ni

va
ri

at
e 

an
al

ys
is

.

M
M

R
D

H
L

A
-m

at
ch

ed
 U

D

O
ut

co
m

e 
ev

en
t

N
P

ro
b 

(9
5%

 C
I)

N
P

ro
b 

(9
5%

 C
I)

P
-v

al
ue

A
N

C
>

0.
5×

10
9 /

L
89

70
0

 
@

28
 d

ay
s

89
 (

81
-9

5)
%

93
 (

91
-9

5)
%

0.
21

 
@

10
0 

da
ys

93
 (

87
-9

7)
%

95
 (

94
-9

7)
%

0.
43

Pl
at

el
et

>
20

×
10

9 /
L

89
70

0

 
@

60
 d

ay
s

71
 (

61
-8

0)
%

81
 (

78
-8

4)
%

0.
05

 
@

10
0 

da
ys

75
 (

65
-8

3)
%

85
 (

82
-8

7)
%

0.
04

A
cu

te
 G

V
H

D
 I

I-
IV

86
69

5

 
@

 1
00

 d
ay

s
49

 (
38

-6
0)

%
47

 (
43

-5
1)

%
0.

71

A
cu

te
 G

V
H

D
 I

II
-I

V
86

69
8

 
@

 1
00

 d
ay

s
22

 (
14

-3
2)

%
15

 (
13

-1
8)

%
0.

15

C
hr

on
ic

 G
V

H
D

85
69

0

 
@

 1
 y

ea
r

35
 (

25
-4

6)
%

47
 (

44
-5

1)
%

0.
03

T
R

M
86

69
8

 
@

 1
 y

ea
r

34
 (

24
-4

4)
%

24
 (

21
-2

7)
%

0.
07

 
@

 2
 y

ea
r

38
 (

28
-4

8)
%

27
 (

24
-3

1)
%

0.
06

 
@

 3
 y

ea
r

39
 (

29
-5

0)
%

31
 (

27
-3

4)
%

0.
14

R
el

ap
se

86
69

8

 
@

 1
 y

ea
r

15
 (

8-
23

)%
23

 (
20

-2
6)

%
0.

06

 
@

 2
 y

ea
r

19
 (

11
-2

8)
%

27
 (

24
-3

1)
%

0.
07

 
@

 3
 y

ea
r

20
 (

12
-2

9)
%

28
 (

25
-3

2)
%

0.
09

D
is

ea
se

 f
re

e 
su

rv
iv

al
86

69
8

 
@

 1
 y

ea
r

51
 (

41
-6

2)
%

53
 (

50
-5

7)
%

0.
74

 
@

 2
 y

ea
r

44
 (

33
-5

5)
%

46
 (

42
-4

9)
%

0.
74

 
@

 3
 y

ea
r

41
 (

30
-5

2)
%

41
 (

37
-4

5)
%

0.
93

O
ve

ra
ll 

su
rv

iv
al

89
70

0

 
@

 1
 y

ea
r

57
 (

46
-6

7)
%

61
 (

57
-6

4)
%

0.
51

 
@

 2
 y

ea
r

46
 (

35
-5

6)
%

50
 (

46
-5

4)
%

0.
49

Biol Blood Marrow Transplant. Author manuscript; available in PMC 2012 May 18.



N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

Valcárcel et al. Page 18

M
M

R
D

H
L

A
-m

at
ch

ed
 U

D

O
ut

co
m

e 
ev

en
t

N
P

ro
b 

(9
5%

 C
I)

N
P

ro
b 

(9
5%

 C
I)

P
-v

al
ue

 
@

 3
 y

ea
r

42
 (

31
-5

2)
%

44
 (

40
-4

8)
%

0.
65

H
L

A
=

H
um

an
 le

uk
oc

yt
e 

an
tig

en
; A

N
C

=
A

bs
ol

ut
e 

ne
ut

ro
ph

il 
co

un
t; 

G
V

H
D

=
G

ra
ft

 v
er

su
s 

ho
st

 d
is

ea
se

; T
R

M
=

T
ra

ns
pl

an
t r

el
at

ed
 m

or
ta

lit
y.

Biol Blood Marrow Transplant. Author manuscript; available in PMC 2012 May 18.



N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

Valcárcel et al. Page 19

Ta
bl

e 
3

M
ul

tiv
ar

ia
te

 a
na

ly
si

s 
fo

r 
ac

ut
e 

G
V

H
D

 a
nd

 c
hr

on
ic

 G
V

H
D

.

M
ai

n 
E

ff
ec

t
A

cu
te

 G
V

H
D

 I
I-

IV
a .

A
cu

te
 G

V
H

D
 I

II
-I

V
b .

C
hr

on
ic

 G
V

H
D

c .

R
R

(9
5%

C
I)

P
-v

al
ue

R
R

(9
5%

C
I)

P
-v

al
ue

R
R

(9
5%

C
I)

P
-v

al
ue

H
L

A
-m

at
ch

ed
 U

D
1.

00
1.

00
1.

00

M
M

R
D

1.
11

(0
.8

0-
1.

55
)

0.
53

1.
53

(0
.9

1-
2.

57
)

0.
11

0.
58

(0
.3

9-
0.

85
)

<
0.

01

H
L

A
=

H
um

an
 le

uk
oc

yt
e 

an
tig

en
; R

R
=

R
el

at
iv

e 
ri

sk
; C

I=
C

on
fi

de
nc

e 
in

te
rv

al
; G

V
H

D
=

G
ra

ft
 v

s.
 h

os
t d

is
ea

se
.

a A
cu

te
 G

V
H

D
 I

I-
IV

 m
od

el
 w

as
 s

tr
at

if
ie

d 
on

 c
on

di
tio

ni
ng

 r
eg

im
en

. I
t w

as
 a

dj
us

te
d 

fo
r 

C
yt

om
eg

al
ov

ir
us

 m
at

ch
 (

p=
0.

02
);

 a
nd

 g
ra

ft
 ty

pe
 (

p<
0.

01
).

b A
cu

te
 G

V
H

D
 I

II
-I

V
 w

as
 a

dj
us

te
d 

fo
r 

C
M

V
 m

at
ch

 (
p<

0.
01

);
 K

ar
no

fs
ky

 s
co

re
 (

p<
0.

01
);

 A
B

O
 m

at
ch

 (
0.

04
);

 a
nd

 ti
m

e 
fr

om
 d

ia
gn

os
is

 to
 tr

an
sp

la
nt

at
io

n 
(p

=
0.

03
).

c C
hr

on
ic

 G
V

H
D

 w
as

 a
dj

us
te

d 
fo

r 
A

T
G

 u
se

 in
 c

on
di

tio
ni

ng
 (

p<
0.

01
);

 G
ra

ft
 ty

pe
 (

p<
0.

01
);

 a
nd

 p
at

ie
nt

 g
en

de
r 

(0
.0

4)
.

Biol Blood Marrow Transplant. Author manuscript; available in PMC 2012 May 18.



N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

Valcárcel et al. Page 20

Ta
bl

e 
4

M
ul

tiv
ar

ia
te

 a
na

ly
si

s 
fo

r 
re

la
ps

e,
 T

R
M

, D
FS

 a
nd

 O
S.

M
ai

n 
E

ff
ec

t
R

el
ap

se
a .

T
R

M
b .

D
F

Sc
.

O
Sd

.

R
R

(9
5%

C
I)

P
-v

al
ue

R
R

(9
5%

C
I)

P
-v

al
ue

R
R

(9
5%

C
I)

P
-v

al
ue

R
R

(9
5%

C
I)

P
-v

al
ue

H
L

A
-m

at
ch

ed
 U

D
1.

00
1.

00
1.

00
1.

00

M
M

R
D

0.
81

(0
.5

0-
1.

30
)

0.
38

1.
14

(0
.7

7-
1.

69
)

0.
52

1.
06

(0
.8

0-
1.

41
)

0.
69

0.
99

(0
.7

3-
1.

34
)

0.
94

H
L

A
=

H
um

an
 le

uk
oc

yt
e 

an
tig

en
; R

R
=

R
el

at
iv

e 
ri

sk
; C

I=
C

on
fi

de
nc

e 
in

te
rv

al
; T

R
M

=
T

re
at

m
en

t r
el

at
ed

 m
or

ta
lit

y;
 D

FS
=

D
is

ea
se

 f
re

e 
su

rv
iv

al
; O

S=
O

ve
ra

ll 
su

rv
iv

al
.

a R
el

ap
se

 m
od

el
 w

as
 a

dj
us

te
d 

fo
r 

ka
rn

of
sk

y 
sc

or
e 

at
 tr

an
sp

la
nt

 (
p=

0.
03

);
 c

on
di

tio
ni

ng
 r

eg
im

en
 (

p<
0.

01
);

 d
is

ea
se

 s
ta

tu
s 

(p
=

0.
01

);
 a

nd
 ti

m
e 

fr
om

 d
ia

gn
os

is
 to

 tr
an

sp
la

nt
at

io
n 

(p
=

0.
02

).

b T
R

M
 m

od
el

 w
as

 s
tr

at
if

ie
d 

by
 g

ra
ft

 ty
pe

 a
nd

 d
on

or
/r

ec
ip

ie
nt

 g
en

de
r 

m
at

ch
. I

t w
as

 a
dj

us
te

d 
fo

r 
pa

tie
nt

 a
ge

 (
p=

0.
05

);
 a

nd
 y

ea
r 

of
 tr

an
sp

la
nt

 (
p<

0.
01

).

c D
FS

 m
od

el
 w

as
 a

dj
us

te
d 

fo
r 

ka
rn

of
sk

y 
sc

or
e 

at
 tr

an
sp

la
nt

 (
p<

0.
01

).

d O
S 

m
od

el
 w

as
 s

tr
at

if
ie

d 
by

 g
ra

ft
 ty

pe
. I

t w
as

 a
dj

us
te

d 
fo

r 
pa

tie
nt

 a
ge

 a
t t

ra
ns

pl
an

t (
p<

0.
01

);
 a

nd
 y

ea
r 

of
 tr

an
sp

la
nt

 (
p=

0.
02

).

Biol Blood Marrow Transplant. Author manuscript; available in PMC 2012 May 18.


