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Isolation of mouse N-myc genomic clones and nucleotide sequence of the
putative coding regions and the 3' non-coding region has been reported
(1,2). The organization of the gene was suggested from homologies to human
N-myc sequences (3,4); it presumably consists of three exons, the first of
which is not protein-coding., However, no sequence data has been available
for transcripts. 1In addition, the region between the transcriptional
initiation site and the second exon has not been completely sequenced. We
isolated cDNA clones from mouse cell line PSA5-E (5), and compared the
nucleotide sequences with that of a genomic clone which we determined by a
chain termination method (6): i) Exon I was found to contain a segment of
33 bp (A) missing from the previously reported sequence (1), thereby
placing the transcriptional initiation sites (B) approx. 30 bp downstream
of a TATA box (C). ii) The nucleotide sequence of the first intron was
determined, and the boundaries of the first intron (D and E) were defined
at the sites different from those previously suggested (1,2). iii)
Boundaries of the second intron and the polyA addition site were confirmed.
For the nucleotide sequence 3' of that shown in the Figure, see Ref. 2.

=120 UGOCTCTTGOCTCTGOCTTTCTCOCTCOOGCTCGTCTGOGCCAMBCOOOCTTCTCTCOOGGOCOOOCGGGTGTGTCAGATTTTTTCAG&MTCOOOOGAGCTTCMAGGGCA
EXON1

+1 GCCAG CATCTGTC TGGGTGGATGCGGGGGGCTCCTGGG! AGGCGTAAGCGCGCACACACTGCAGCCGCCGGAGGA
121 m""‘”’af X JCCAGCCCC AMMJGGAW |@TWAAGCGGTMTTGOGMGCTTCGAGOGOCCGG
241 GGAACGGCGGAGCTTGCGGCTAGGCAAGCCCCTGGACGCGGCTCCGACCCTGCACCCAAATATGCCGGGCT TTTCTGGGGGAGGGEGTAAGGGGGCAACACACCGCGTCTGCT TCCGAAA
361 CAAAACCATCTGGGTTTTTTGTTTTTTTTTTTTTCCTGAAAAGCCTATTC TGGC SCGCCCTAATCCCTTTT
481 AATAGCTTTAGCGAAAAGAAATTCGCCCGGCTCCACAAGATTTGTCTGAGTGTGAGGTGAC TCCCCACCCCAAGCTGGGGT TCTCCAAAAGGTGCCGCGGGGAAAG
601 AAGGAAAAGGGGT TAGGCGAAGCTAGGTGCCTGAGTGATAATGTAGGTCACGGC T JGATTCT( CCTGCACCATTCCTAGGGATGGGGTTCACC

721 TTTCCCCCCGCCTGTTGAAGAGGTTGAGG TCTCTGAAGGAAGGGGAATGGAAAGGG TATAGGTATAGGCAGCGATGAGTACCAAGGGTATCTGCCAAGAT TGAGGCTCTAGGTCTAGGTG

841 GAGAGGGTTGTATGTAATTGCCTGTTGTTGG A TTAATAATTAATAAAGTTTCCTGAACCCCGT TACGT TTGCGCTCCCGTGATCGCATTTCTGCAAAAGGGG

961 AATGAAAGGTACTTCAATCCCATGCCTGGT AGGACTTCCTTTAAGCAACTAGTGCAAGTGGGGTAGTCGCGCTAGTAAGAGC TGAGATCTGCAGCT TGAACAG

1081 CCCCC CCCCAGGCAGTGCCTT ATGAA AGTTTCCAAAGTTGCAGAGAGCCACACCACCCCCTGCATCTGCAAGCCCCCTCCCACTCCCAGTCTTAGACAGCTTGTAC

1201 ACAAAAGGAGGGAGTAGGGGAGACGCTCAACTTTCTCCCACCT TCCAGAGCTGTGGGGAGCT TGCAGAAGAGAT TGGGGGCTCCCACTGCCTGTCCCCACCAACCCACCCCTTTGGCTCA

EXON2
1321 TTCTCTC'I’TGGTTTGOCTATTGGTTGTMFGMTTWMTCTGCTGCTCTCWWTOCOOCATATT‘ AAA SGGAGATATTAAA SGAAC

1441 CCAIGCCCAGCTGCACCECGTCOACCAIGCCEGEGATGATCTGCAAGAACCCAGACC TCGAGT TTGACTCACTGCAGCCCTGCTTCTACCCGGACGAAGATGACT TCTACT TCGECGGTC
Met
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