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The nucleotide sequence of the nrdA gene of Escherichia coi, coding for tho largo subunit of ribonuc-
leotide reductaso, was originally published by Carlson et al. (1). However, the published nucleotide
sequence of the nrdA gene is afflicted with scattered errors leading to stretches of frame-shifts,
which have severe consequences for the deduced protein sequence. The difference in amino acid comp-
osition between the corrected and the previously deduced sequence is 20%. We havo determined the
nucleotide sequence of the nrdA gene in 3 different random point mutants (2), and 5 different oligo-
nucleotide-directed mutants (Aberg, A., in preparation), in addition to the wild-type gene (Fig. 1). The
corrected length of the gene is 2286 bp.1 The deduced polypeptide is 761 amino acid residues, i.e.
17 residues shorter than earlier stated, because the corrected sequence has an in-frame UGA stop-
codon 52 nucleotides upstream the previously published (1) UAG stop-codon. In addition the deduced
amino acid composition (Fig. 1) corresponds within 5% to that obtained previously with the intact pro-
tein (3). The deduced composition of the former sequence (1) differed by 19% from the analytical data.
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ElgrureLL Corrected nucleotide sequence and derived polypeptide sequence for the R coi nrdA gene.

1 Parts of the correction presented her4tsN been available st request from J. A. Fuchs, Dept. of Biochemistry, University
of Minnesota, S:t Paul, Minnesota 55108, USA.
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