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Bacterial cells contain a class of small, basic, heat stable "histone-like"
proteins which are thought to condense the chromosome into a tightly folded
nucleoid structure (1). The most abundant of these proteins, HU, is present in
E. coli and Salmonella as a heterotypic dimer whose subunits are encoded by
the hupA and hupB genes (2,3). We report here the nucleotide sequence of the
hupB gene of Salmonella typhimurium and its comparison with the E coli
sequence. The protein predicted by the Salmonella sequence is highly
conserved and differs from the a, coli protein only at amino acid position 8
despite the presence of 20 other conservative changes in the sequence.
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