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The only product that has been shown to be synthesized fT?B a
chloroplast derived sequence in mitochondria is the tRNA in
wheaprgnd maize (1), This plastid region including the upstream
tRNA gene and the spacer between the two genes is also
present in the mitochondrial genome of the dicot QOenothera.
Comparison of the respective plastid (pt) and witochondrial
(at) sequencespﬁgows a four nucleotide deletion in the mito-
chondrial tRNA coding region destroying proper folding of
the deduced tRNA structure *g the anticodon stem-loop struc-
ture. The mitochondrial tRNA''P sequence however could encodT 3
functional tRNA identical in sequence with the plastid tRNA T
in QOenothera. The spacer between the two genes has been con-
served in size but not in its primary sequence between the
plastid and the monocot and dicot mitochondrial sequences. ;Pg
strong similarity between the plastid and mitochondrial tRNA
regions suggests some evolutionary constraints on this sequence
in the mitochondrial genome.

tRNA Pro -
pt CAATTTGG. GCGTTTGTTTTGGGTACAAAA' AAATCCTGTCATCCCTACCTA
LR L] RRAASR ARRAALRAARARARARANARNAARN AAAAARARAAS AANRE ARARARREARN RARRAR SARAARNAS L]
at CAA--TGG. GGGATGTAGCGCAGCTTGGTAGCGTGTTTGTTTTGG-~~~AAAATTTCACGGGTTCCAATCCTTTCATCCCTACCTA
pt TTACTTCTCCTCTGAGCAGTAACGATTG -~ ——~~~. AAATTGATTCAAAT--==CATG--~--CGAATCGTTTTTTAGTCTAGGTATATA
ARAAARREAAA AR ARSA AR L] A K8 RBRAANRAS ans RARRR an
mt AACCTTCTCCTCTGGGCCGTAATGACGGTTCCATTGAGATCGATTCAAATAGGACATAAAAAAGAATC -~ == === =======-==—== TA
pt TA. CATACAA ATTACAAAACAAAAGACTCGTCCTTACATACAGCCTTAGCTATTGGG
LR L) L AR ARRRAAR (2111 ] kAN e ARAARE AR - - LT - -
mt TAATTGTT TATATG CAAGA----CTGGG~-~TA--~---~ AAAAGAATCCAACGCTAACCAGTCCTATCTACTGTGA
tRNA Trp -~
Pt ATTAGAAN:CGCTCTTAGTTCAGTTCGGTAGAACGCGGGTCTCCAAAACCCGATGTCGTAGGTTCAAATCCTACAGAGCG TT
Ak AR ARAANRAE RN AR A ARRAAARRARAARARAARARRRAARARARARRARRARNARAARARRRARARARRRARRRnlane
mt GTT-G GCTCTTAGTTCAGTTCGGTAGAACGCGGGTCTCCAAAACCCGATGTCGTAGGTTCAAATCCTACAGAGCG! TT
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