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Abstract
Ethnopharmacological relevance—Berberine is an isoquinoline alkaloid isolated from the
root and bark of plants such as goldenseal, Berberis, and Chinese goldthread. Berberine-containing
crude drugs have been used as an antimicrobial remedy against gastrointestinal infections for
thousands of years. It is also widely used in Asian countries for diabetes, hypertension, and
hypercholesterolemia therapy.

Aim of the Study—Potential drug-drug interactions are of concern because of the wide usage of
berberine. A few studies have reported interactions between berberine and cytochromes P450
(CYPs) in vitro, but little is known about whether berberine influences CYPs in vivo, especially
after repeated administration. In this study, eight-week-old male C57BL/6 mice were given
berberine orally (0,10, 30, 100, 300 mg/kg, i.g., daily for 14 days), and the effect of berberine on
over 20 major Cyps and related nuclear receptors in mice livers were examined at both the mRNA
and enzyme activity levels.

Results—In general, liver function of mice treated with various doses of berberine had no
significant change, and repeated oral administration of the 3 lower doses of berberine for 14 days
did not affect the expression of genes examined. However, after the highest dose of berberine (300
mg/kg), Cyp3a11 and Cyp3a25 mRNA decreased 67.6 and 87.4%, respectively, whereas Cyp1a2
mRNA increased 43.2%, and enzyme activities of Cyp3a11 and Cyp2d22 decreased 67.9 and
32.4%, respectively. Cyp2a4, 2b10 and Cyp2c29 were not altered at both mRNA and enzyme
activity levels.
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Conclusions—If studies in mice extrapolate to humans, lower doses of berberine appear to
present a low risk of producing drug-drug interactions as a result of changed Cyp enzyme activity.
However, high doses of berberine may suppress Cyp activities and result in drug-drug interactions.
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Berberine; liver; drug-drug interactions

1. Introduction
Berberine is a widely used plant extract and dietary supplement against viral, bacterial, and
fungal infections as well as parasites (Seddon, 2000). This chemical is a quaternary
ammonium salt that belongs to the protoberberine group of isoquinoline alkaloids, and can
be found in the root and bark of herbs, such as goldenseal, berberis, and chinese goldthread
(Zhang et al., 2010). In recent years, berberine has been used for cardiovascular, nervous,
and endocrine system diseases as well as cancer therapy (Kulkarni and Dhir, 2010;
Vuddanda et al., 2010; Zhang et al., 2011; Zhang et al., 2008). Goldenseal, a main source of
berberine, was the sixth most commonly used herbal supplement for children in America in
2007 (Barnes et al., 2008).

The effects of berberine on drug processing genes, such as the Cytochrome P450 (CYP)
superfamily and transporters, which are important in controlling the elimination of
xenobiotics, have been occasionally reported. The CYP superfamily has an important role in
the metabolism of xenobiotics. Co-administration of drugs that are metabolized by, as well
as those that induce or inhibit CYPs, can cause drug-drug interactions that may result in
severe adverse effects. It has been shown that berberine inhibits CYP2D6 (IC50 = 45 μM)
and CYP3A4 (IC50 ~ 400 μM) activities in human liver microsomes (HLM) (Etheridge et
al., 2007). Goldenseal, which contains berberine, hydrastine, and other alkaloids, also
inhibits enzyme activities of CYPs. More specifically, in human subjects administered
goldenseal extract for 28 days, CYP2D6 and CYP3A4/5 were strongly inhibited (Gurley et
al., 2005; 2008); goldenseal extract (1,070 mg) administered for 14 days interfered with the
metabolism of a probe drug for CYP2D6 (Streetman et al., 2000). However, the role that
berberine played in these in vivo effects produced by goldenseal is not clear.

Specific members of the CYP1A, 2B, 2D, 2E, 3A, and 4A families are regulated by nuclear
receptors. For example, the aryl hydrocarbon receptor (AhR) regulates the expression of
Cyp1a1/2, whereas Cyp3a11 and Mdr1a are target genes of the pregnane X receptor (PXR);
hepatocyte nuclear factor 4α (HNF4α) is thought to be important for Cyp3a25 and Cyp2d22
regulation; constitutive androstane receptor (CAR) plays a critical role in modulating
Cyp2b10; HNF1α may affect Cyp2e1 expression; and Cyp4a14 induction is mediated by
peroxisome proliferator-activated receptor alpha (PPARα) (Down et al., 2007; Waxman,
1999; Zhou et al., 2009).

Nuclear receptors are also potential targets of berberine. In human hepatic cell lines,
berberine reduces insulin resistance through the glucocorticoid receptor, and induces
expression of AhR-dependent genes, such as CYP1A1, via the AhR receptor (Dvorak and
Vrzal, 2011). In diabetic rat retina, berberine increased PPARα expression (Zhou and Zhou,
2007). Improved glucose and lipid metabolism are also observed in both blood and liver of
diabetic rats, possibly through induction of PPARα/δ as well as decreased PPARγ protein
expression in liver (Zhou et al., 2008). In cancer cells, berberine up-regulated multidrug-
resistance transporter expression (Lin et al., 1999), and the induction of P-glycoprotein is
partially regulated by PXR (Harmsen et al., 2010). Berberine also prevented fructose-
induced insulin resistance in rat islet cells by promoting the expression of HNF4α (Gao et
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al., 2008). However, information about effects of berberine on these nuclear receptors as
well as whether drug processing genes are altered after in vivo exposure is limited.

In the current study, a wide range of berberine doses (10, 30, 100, 300 mg/kg) were given to
8-week old C57BL/6 male mice orally. The effects of berberine on the expression of over 20
drug processing genes, including major Cyps and related nuclear receptors were
systematically profiled. In addition, major Cyp enzyme activities were also characterized.

2. Materials and Methods
2.1. Chemicals and Reagents

Dextrorphan and resorufin were supplied by Cerilliant (Round Rock, TX), and 15α-
hydroxytestosterone and 16β-hydroxytestosterone were obtained from Steraloids (Newport,
RI). Cypex (Dundee, Scotland) provided 7-ethoxyresorufin for this study, and 6β-
hydroxytestosterone-d3 was supplied by Toronto Research Chemicals (North York, Ontario,
Canada). Dextrorphan-d3 was supplied by High Standard Products (North Wales, PA). The
recombinant human CYPs and HLM were obtained from XenoTech (Lenexa, KS, USA).
berberine chloride and all other chemicals used in this study were purchased from Sigma-
Aldrich (St. Louis, MO).

2.2. Animals Treatments
Male C57BL/6 mice (22 ± 2g, 8-weeks old) were obtained from Charles River Laboratories,
Inc. (Wilmington, MA). All mice were maintained under a standard 12-h dark and 12-h light
cycle with water and chow provided ad libitum. Animal studies were approved by the
University of Kansas Medical Center Institutional Animal Care and Use Committee.
berberine (0, 10, 30, 100, 300 mg/kg, once daily, i.g. dissolved in saline) was administered
to mice (n = 6) for 2 weeks. Livers were collected and frozen in liquid nitrogen, and stored
at −80°C before use.

2.3. Histopathology
At the end of the 14 days treatment, liver were removed, weighed, and fixed in 10% neutral
buffered formalin, embedded in paraffin, sectioned at 6 μm, and stained with H&E for
histological analysis. Pathological assessments were done in a blind fashion. Incidence of
hepatic lesions was determined by histologic analysis of the same portion of the liver from
each animal. Representative microphotos were taken for comparison.

2.4. Blood biochemistry
The serum activities of alanine aminotransferase (ALT) were quantified with a BioTech
Synergy 2 multi-detection microplate reader (BioTek Instruments, Inc., Winooski,
Germany). The potential hepatotoxicity of animals treated with the different doses of
berberine was examined.

2.5. Total RNA extraction
Total liver RNA was isolated using RNAzol Bee reagent (Tel-Test Inc., Friendswood, TX)
per the manufacturer’s protocol, and concentrations were quantified with a NanoDrop
Spectrophotometer (NanoDrop Technologies, Wilmington, DE) at 260 nm. Formaldehyde-
agarose gel eletrophoresis was used to evaluate the integrity of these total RNA samples,
which were confirmed by visualization of 18s and 28s rRNA bands. Diethyl pyrocarbanate
(DEPC)-treated double-distilled water was used to dilute each RNA sample to 50 ng/μl for
real-time PCR quantification.
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2.6. Synthesis of cDNA and Real-time PCR quantification
Reverse transcription of RNA to cDNA was performed using the Applied Biosystems High
Capacity Reverse Transcriptase kit (Applied Biosystems, Foster City, CA).. Primers for RT-
PCR (Table 1) were synthesized by Integrated DNA Technologies (Coralville, IA).
Reactions were seeded in 384-well optical reaction plates (Applied Biosystems) and
fluorescence was quantified using Applied Biosystems 7900 Real Time PCR System.

2.7. Microsomal CYPs Enzyme Activities
The metabolic rate of testosterone 6β-hydroxylation was used as the marker for Cyp3a11/13
activity (Attar et al., 2005), testosterone 15α-hydroxylation metabolic rate for Cyp2a4
(Lavery et al., 1999), testosterone 16β-hydroxylation metabolic rate for Cyp2b10 and
Cyp2c29 (Claus et al., 2011; Usmani et al., 2003), 7-ethoxyresorufin O-dealkylation
metabolic rate for Cyp1a1/2 (Bullock et al., 1995), and dextromethorphan O-demethylation
metabolic rate for Cyp2d22 (Bisaga et al., 2008). Each enzymatic assay was duplicated, and
carried out at 37°C for 10 min in a 200 μl reaction mixture containing 50 mM PBS, 1 mM
EDTA, and 3 mM MgCl2 (pH 7.4), and a NADPH generating system (1 mM NADP, 5 mM
glucose 6-phosphate, 1 u/ml of glucose 6-phosphate dehydrogenase). Protein concentrations
were 0.04, 0.015, and 0.01 mg/incubation, and substrate concentrations were 250, 10, and 80
μM for the testosterone hydroxylation, 7-ethoxyresorufin O-dealkylation, and
dextromethorphan O-demethlyation assays, respectively. Substrate reactions were stopped
by adding 150 μl acetonitrile and 25 μl internal standards (6β-hydroxytesosterone-d3 or
dextrorphan-d3) for the testosterone hydroxylation and dextromethorphan O-demethlyation
assays. Substrate reactions were stopped by adding 175 μM acetonitrile for the 7-
ethoxyresorufin O-dealkylation assay.

All analyses of P450-enzyme activities were performed with validated high-performance
liquid chromatography-tandem mass spectrometry (HPLC-MS/MS) methods (Paris et al.,
2009; Parkinson et al., 2006). The mass spectrometry equipment was an ABI Sciex (Applied
Biosystems/MDS Sciex, Foster City, CA), API 2000 for the dextromethorphan O-
demethlyation assay, and API 3000 for the testosterone hydroxylation assay. Shimadzu
HPLC pumps and autosampler systems (Shimadzu, Kyoto, Japan) were used. The HPLC
columns used were as follows: Waters Atlantis dC18 (5 μM 100 × 2.1 mm) (Waters,
Milford, MA) preceded by a Phenomenex Security Guard Luna C8 (4 × 2.0 mm)
(Phenomenex, Torrance, CA) for the dextromethorphan O-demethlyation assay, and
Phenomenex hyperclone 150 (5 μM 150 × 2.0 mm) (Phenomenex) preceded by a
Phenomenex Security Guard Luna C8 (4 × 2.0 mm) (Phenomenex) for the testosterone
hydroxylation assay. Formic acid-based mobile phase for the dextromethorphan O-
demethlyation assay and ammonium acetate-based mobile phase for the testosterone
hydroxylation assay was used for all sample analyses, with flow rates of 600 μl per min for
the dextromethorphan O-demethlyation assay and 450 μl or 500 μl for testosterone
hydroxylation assay. The column was maintained at ambient temperature for the
dextromethorphan O-demethlyation assay and at 50°C for the testosterone hydroxylation
assay. Metabolites were quantified by back calculation of a weighted (1/x), linear, least-
squares regression.

The formation of 7-ethoxyresorufin O-dealkylation metabolite was determined
fluorimetrically (λex ~590 nm, λem ~645 nm) with a BioTech Synergy HT multi-detection
microplate reader (BioTek Instruments, Inc., Winooski, Germany) with KC4 Signature
software (version 3.4 Rev 21, BioTek Instruments, Inc. Winooski, Germany).
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2.8. Data Analysis
Serum ALT activities, relative mRNA expression, and liver microsomal enzyme activities
were analyzed by SPSS 11.0 using one way ANOVA followed by a Duncan’s post hoc test
(log transformed when the data did not pass the homogeneity of variance test).

3. Results
3.1. Liver function of mice treated with various doses of berberine

To evaluate liver function of mice treated with different doses of berberine, serum activities
of ALT and histopathology of liver sections after berberine treatment were examined. Figure
There was no significant alteration in serum ALT activities of mice treated with various
doses of berberine. Representative histopathology microphotos are shown in Figure Figure
1. Liver sections from mice treated with various doses of berberine (Figure Figure 1B-1E)
did not show morphological alterations as compared to control (Figure Figure 1A).

3.2. Regulation of AhR, Cyp1a1, 1a2, and 1b1 mRNA by various doses of berberine in
livers of mice

Effects of berberine on the expression of AhR, Cyp1a1, 1a2, and 1b1 mRNAs are shown in
Figure 2. There is no significant effect of the 3 lower doses of berberine on the expression of
these genes. The gene expression of the Cyp1 family tended to increase 30–100% after 300
mg/kg berberine treatment for 14 days, but only the up-regulation of Cyp1a2 was
statistically significant, which was 43.2% higher in 300 mg/kg berberine-treated group
compared with controls. The mRNA expression of AhR also had a tendency to increase in
the highest dose group. However, the change was not statistically significant.

3.3. Regulation of HNF4α, Cyp2d22, and Cyp3a25 by various doses of berberine in livers of
mice

HNF4α, Cyp2d22, and Cyp3a25 mRNA expression in livers of mice treated with berberine
are shown in Figure 3. Similar to the other group of genes, lower doses of berberine did not
have a significant effect on these genes, but Cyp3a25 mRNA decreased 87.4% with the 300
mg/kg dose of berberine, and the mRNA of HNF4α and Cyp2d22 were not significantly
changed.

3.4. Regulation of PXR, Cyp3a11, and Mdr1a by various doses of berberine in livers of
mice

The mRNA expressions of PXR, Cyp3a11, and Mdr1a in liver of mice treated with
berberine are shown in Figure 4. The highest dose of berberine (300 mg/kg) decreased
Cyp3a11 mRNA by 67.6% but PXR and Mdr1a were not affected.

3.5. Influence of berberine on Cyp activities in livers of mice
After oral treatment with berberine (100 and 300 mg/kg) for 2 weeks, CYP enzyme
activities in livers of mice were quantified by the metabolic rate of a probe drug for each
major Cyp. The highest dose of berberine (300 mg/kg, daily, i.g.) inhibited
dextromethorphan O-demethylation (Cyp2d22) by 32.4% (Figure 5A) and testosterone 6β-
hydroxylation (Cyp3a11) by 67.9% (Figure 5B). There were no significant change in 7-
ethoxyresorufin O-dealkylation (Cyp1a1/2) (Figure 5C), testosterone 15α-hydroxylation
(Cyp2a4) (Figure 5D), and testosterone 16β-hydroxylation (Cyp2b10 and Cyp2c29) (Figure
5E) in livers of berberine-treated mice.
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The expressions of CAR, HNF1α, PPARα, Cyp2a4, 2b10, 2c37, 2e1, 2f2, 2j5, and Cyp4a14
in liver of mice are illustrated in Table 2, and there was no significant change in the
expression of these genes after repeated administration of berberine for 14 days.

4. Discussion
Exposure of berberine in laboratory animals and humans is highly variable. In previous
reports, oral doses of berberine to mice usually range from 5 to 400 mg/kg/day, and
developmental toxicity evaluation of berberine in mice showed that the no observed adverse
effect level is over 450 mg/kg/day (Jahnke et al., 2006). In the current study, no obvious
liver damage was triggered with doses up to 300 mg/kg, which implies berberine is well-
tolerated in mice. Dosages of berberine used in humans are also vary in different situations,
for instance, berberine dosages of 300 to 1200 mg are often used to treat diarrhea; berberine
200 mg/day (t.i.d, orally for 6 days) has been recommended to treat giardiasis in children
under 10 years of age; in heart disease patients, berberine is used intravenously at the rate of
0.02–0.2 mg/min/kg to improve cardiac function; and in hypercholesterolemic patients, 500
mg berberine is given orally twice daily for 3 months (Jahnke et al., 2006). Therefore, a
wide range of doses in the current study might be necessary.

Very little is known about what doses of berberine might alter the expression of drug
processing genes in vivo. The present study systematically examined the effects of various
doses of berberine on major Cyps and related nuclear receptors at the mRNA and enzyme
activity level. The data reveal that lower doses of repeated berberine administration have
little effect on these drug processing genes. However, after the high dose of berberine (300
mg/kg; i.g.; once daily) for 2 weeks, Cyp3a11 and 3a25 mRNA expression in liver of
C57BL/6 mice decreased 67.6 and 87.4%, respectively, whereas Cyp1a2 mRNA expression
had a 43.2% increase. The enzyme activities of Cyp3a11/13 and Cyp2d22 also decreased
67.9 and 32.4%, respectively, after the high dose of berberine.

After treatment of mice for two weeks with a high dose of berberine, there was a slight but
statistically significant increase in Cyp1a2 mRNA expression (Figure 2), however, the
enzyme activity of Cyp1a2 was not altered (Figure 5C). Studies performed in hepatic cell
lines indicate that berberine has an effect on the AhR-Cyp1 signaling pathway. It was
reported that berberine was an inhibitor (IC50=2.5 mM) of CYP1A1 catalytic activity in
HepG2 cells as well as with recombinant CYP1A1 protein (Vrzal et al., 2005). In contrast,
others demonstrated that berberine reduced insulin resistance through the glucocorticoid and
Ah receptor, and induced the expression of AhR-dependent genes, such as CYP1A1
(Dvorak and Vrzal, 2011). The effective concentrations in these in vitro studies varied from
1 to 50 μM, and it is not clear whether the concentrations of berberine used in these studies
might be too high to predict what would happen in vivo. AhR activation and the significant
induction of Cyp1a enzyme activity can increase the biotransformation of various
procarcinogens and promutagens to carcinogens and mutagens that covalently bind to
important functional macromolecules such as DNA, which can result in carcinogenic
transformation of cells (Zhou et al., 2010). However, data in the present study showed that
only mice treated with a high dose of berberine had a marginal induction of Cyp1a2 mRNA,
moreover, this is not accompanied by an increase in Cyp1a2 enzyme activity, which
indicates that berberine has a low potential to produce AhR-Cyp1a-mediated drug-drug
interactions.

The effect of berberine on the activation of PXR and its target genes are controversial.
Cyclosporin A bioavailability increased in renal transplant patients after berberine
administration, which might be due to a decrease in or inhibition of CYP3A4 in liver and/or
intestine (Xin et al., 2006). However, in cancer cell lines berberine up-regulated PXR-target
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genes (Lin et al., 1999). The present study indicates that the high dose of berberine markedly
decreases Cyp3a11 mRNA expression by 67.6% (Figure 4). The enzyme activity of
Cyp3a11 was also inhibited 67.9% by 300 mg/kg of berberine (Figure 5B). Moreover, data
from our previous study imply that Cyp3a11 plays an important role in berberine
biotransformation in mice (Guo et al., 2011), and therefore the decrease in Cyp3a11 enzyme
activity might also result in pharmacokinetic changes of other CYP3a substrates.

Dextromethorphan O-demethylation activity, which is catalyzed by Cyp2d22, decreased
about 30% in mice treated with 300 mg/kg berberine (Figure 5A); however, the mRNA
expression of Cyp2d22 did not change (Figure 3). Our previous data (Guo et al., 2011)
indicate that Cyp2d22 is a major enzyme that catalyzes the metabolism of berberine in livers
of mice and human, and thus berberine might decrease the metabolism of other Cyp2d22
substrates.

Cyp3a11 and 2d22 in mice are homologs of human CYP3A4 and 2D6 (Inoue et al., 2011;
Singh et al., 2009), respectively. These two major drug metabolizing enzymes catalyze the
biotransformation of nearly 70% of drugs. Moreover, a hypo-active CYP2D6 exists in up to
10% of Caucasians and 1% of Asians (Ozdemir et al., 2007). In the present study, enzyme
activities of both Cyp3a11 and 2d22 were decreased after a high dose of berberine (300 mg/
kg) was administrated. Therefore, drug-drug interactions are of concern when high-dose
berberine as well as substrate, inducer, or inhibitor of CYP2D6 and CYP3A4 are
administered.

berberine is reported to have potential benefits to hyperlipidemic patients and moderate lipid
metabolism though activation of PPARs (Zhang et al., 2011), which are important
transcription factors for lipid metabolism in liver. However, the reports are not consistent. In
3T3-L1 adipocytes, berberine was a PPARα and γ dual inhibitor, and suppressed
differentiation of adipocytes (Huang et al., 2006). In white adipose tissue of diabetic rats, as
well as RNA-interference targeted cyclin dependent kinase 9 treated 3T3-L1 cells, berberine
increased the expression of PPARs, which is associated with its hypoglycemic and
hypolipidemic effects (Zhou and Zhou, 2010). In type 2 diabetic hamsters, berberine
increased the mRNA levels of liver X receptor α and PPARα, and decreased mRNA levels
of Sterol Regulatory Element Binding Proteins (Liu et al., 2010). However, data from the
current study indicated that berberine did not alter PPARα mRNA or its target gene
Cyp4a14 in C57BL/6 mice. The difference in models and dosages used in these studies may
explain the discrepancy of the results.

In summary, the present study indicates that repeated administration of lower doses of
berberine (10, 30, and 100 mg/kg/day) for 14 days does not affect the mRNA expression of
major Cyps and related nuclear receptors. Moreover, enzyme activities correlated well with
mRNA expression. Thus, berberine at these doses would not likely result in drug-drug
interactions mediated by major Cyps if the data are extrapolatable from mice to humans.
However, a high dose of berberine (300 mg/kg) inhibited the mRNA expression of Cyp3a11
and Cyp3a25 mRNA expression as well as Cyp3a11 and Cyp2d22 enzyme activity. In
contrast, mRNA expressions of CAR, HNF1α, PPARα, Cyp2a4, 2b10, 2c37, 2e1, 2f2, 2j5,
and Cyp4a14, as well as enzyme activities of Cyp2a4, 1a1/2, 2b10 and Cyp2c29 were not
changed even after a high dose of berberine. Therefore, the present dose-response study in
mice suggests that potential drug-drug interactions are unlikely at low doses of berberine,
but need to be considered when high doses of berberine or berberine-containing products are
used.

Guo et al. Page 7

J Ethnopharmacol. Author manuscript; available in PMC 2012 October 31.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



Acknowledgments
The authors thank all members of Dr. Klaassen’s laboratory for technical support, tissue collection, and reviewing
the manuscript. This work was supported by the following grants: National Institute of Health (ES-009649,
ES-019487, DK-081461, and RR021940); National Scientific Foundation of China (No.30801421); Hunan
Provincial Innovation Foundation for Postgraduate (No. 2009bsxt020); Huge Project to Boost Chinese Drug
Development (No.2009ZX09501-032); 863 Projects (No.2009AA022710, 2009AA022703, 2009AA022704)

Abbreviation List

AhR Aryl hydrocarbon receptor

CAR constitutive androstane receptor

CYP Cytochrome P450

Gapdh glyceraldehyde-3-phosphate dehydrogenase

HLM Human liver microsomes

HNF Hepatocyte nuclear factor

HPLC-MS high-performance liquid chromatography-tandem mass spectrometry

MDR1a Multi-drug-resistance 1a

MLM mouse liver microsomes

PPARα Peroxisome proliferator-activated receptor alpha

PXR pregnane X receptor

RT-PCR reverse transcription-quantitative polymerase chain reaction
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Figure 1. Histopathological examination of liver sections from mice treated with berberine
Liver sections of C57BL/6 male mice treated with various doses of berberine showed largely
normal appearance. For each dose group, 6 sections were made and the microphotos show
representative foci of control (A), 10 mg/kg (B), 30 mg/kg (C), 100 mg/kg (D), and 300 mg/
kg (E) groups. Tissues were fixed in formalin and stained with H&E. Magnitude (400×).
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Figure 2. Regulation of AhR, Cyp1a1, 1a2, and 1b1 by various doses of berberine in livers of
mice
The gene expression of the Cyp1 family tend to increase 30–100% after 300 mg/kg
berberine treatment for 14 days, but only the up-regulation of Cyp1a2 was statistically
significant, which was 43.2% higher in 300 mg/kg berberine-treated group compared with
control. There was no significant change in AhR mRNA expression.
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Figure 3. Regulation of HNF4α, Cyp2d22, and 3a25 by various doses of berberine in livers of
mice
Lower doses of berberine did not have a significant effect on these genes, but Cyp3a25
mRNA decreased 87.4% with the 300 mg/kg dose of berberine, and the mRNA of HNF4α
and Cyp2d22 were not significantly changed.
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Figure 4. Regulation of PXR, Cyp3a11, and Mdr1a by various doses of berberine in livers of
mice
The highest dose of berberine (300 mg/kg) decreased Cyp3a11 mRNA by 67.6% but PXR
and Mdr1a were not affected.
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Figure 5. Influence of berberine on major Cyp enzyme activities in livers of mice
The major Cyp enzyme activities in mice were quantified after 2-weeks of daily berberine
treatment. (A) Dextromethorphan O-demethylation was used as a marker for Cyp2d. The
highest dose of berberine inhibited dextromethorphan O-demethylation 32.4%. (B)
Testosterone 6β-hydroxylation was used as a marker for Cyp3a11/13 activity. The highest
dose of berberine decreased testosterone 6β-hydroxylation by 67.9%. (C) The metabolism of
7-ethoxyresorufin O-dealkylation was the marker for Cyp1a1/2 activity. (D) Testosterone
15α-hydroxylation was used as the marker for Cyp2a4. (E) Testosterone 16β-hydroxylation
was used as the marker for Cyp2b10 and Cyp2c29 activities.
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Table 1

RT-PCR primers for related genes

Gene Name Accession Number Forward Primer Reverse Primer

Cyp1a1 NM_009992 tgcccttcattggtcacatg cacgtccccatactgctgact

Cyp1a2 NM_009993 gacatggcctaacgtgcag ggtcagaaagccgtggttg

Cyp1b1 NM_009994 cctttccttggccactgatc ctggaaaacgtcgccatagc

Cyp2a4 J03549 ggaagacgaacggtgctttc cccgaagacgattgagctaatg

Cyp2b9 M21855 tctctgtggcaagccctgtt ggtgtgctggaggtatttttcc

Cyp2b10 AF128849 aaggagaagtccaaccagca ctctgcaacatgggggtact

Cyp2c37 NM_010001 tcctgggctgtgctccttgc tgcaaatctgcaaccaagggctg

Cyp2d9 NM_010006 aaggctggctgacaaggccc tcggggtgcttggacagggt

Cyp2d22 NM_019823 cagtggttgtactaaatgggct gctaggactataccttgagagcg

Cyp2e1 NM_021282 tccctaagtatcctccgtga gtaatcgaagcgtttgttga

Cyp2f2 NM_00781 gtcactcgggacacaccttt ttgaactcctgaggcgtctt

Cyp2j5 NM_010007 cagacatggaaggagcaaagg gaatgcgctcctccaagct

Cyp3a11 NM_007818 acaaacaagcagggatggac ggtagaggagcaccaagctg

Cyp3a25 Y11995 tggaggcctgaactgctaaag taaccagcagcacccaggtt

Cyp4a14 Y11638 ggtgaggctgattgagtcttgag ctccagattgatccaggatgga

AhR NM_013464 accagaactgtgagggttgg ctcccatcgtatagggagca

CAR NM_009803 ctcaaggaaagcagggtcag agttcctcggcccatattct

HNF4a NM_008261 cggagcccctgcaaagt ccagtctcacagcccattcc

HNF1 M57966 cccaatatctgcgtggtaagtg cagttacaccaacgaccgtcagt

PXR AF031814 cccatcaacgtagaggagga tctgaaaaaccccttgcatc

PPARa X89577 ccatacaggagagcagggattt ttacctacgctcagccctcttc

Mdr1a M14757 ccaggctcgccagtgatg cccgaggtttgctacattctg

Gapdh M32599 agtatgactccactcacggcaaat gtctcgctcctggaagatggt
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Table 2

Effect of berberine on the mRNA expression of nuclear receptors and related genes with no significant
changes

Genes mRNA expression normalized to Gapdh (treatment/control)

berberine (10mg/kg) berberine (30mg/kg) berberine (100mg/kg) berberine (300mg/kg)

Cyp2a4 81% 64% 106% 60%

CAR 120% 175% 157% 152%

Cyp2b10 58% 59% 71% 55%

Cyp2c37 107% 99% 141% 128%

HNF1α 88% 89% 79% 104%

Cyp2e1 94% 96% 96% 124%

Cyp2f2 97% 95% 88% 123%

Cyp2j5 68% 92% 66% 156%

PPARα 46% 63% 65% 133%

Cyp4a14 97% 53% 92% 74%
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