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The nucleotide sequence for the cDNA of bovine interleukin-1 beta
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The bovine interleukin-1 beta cDNA was obtained from a bovine alveolar marcophage cDNA
library using a human IL-1 beta probe (1) and low stringency hybridization. The cDNA encodes
a precursor protein of 266 amino acids. This protein exhibits 76% similarity with human
IL-1 beta and 69% similarity with murine IL-1 beta (2). The presumed cleavage position
between signal and mature sequences is marked by an arrow. The mature protein encoded by

this cDNA has been expressed in E. coli and is biologically active.
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