
Volume 16 Number 19 1988 Nucleic Acids Research

Nucleotide sequence of the aceB gene encoding malate synthase A in Escherichia coli
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The DNA sequence of Escherichia coli aceB encoding malate synthase A has
been determined(l). Shown is the coding region of aceB flanked by the C-
terminal region of an upstream open reading frame and the N-terminal coding
region of the adjacent aceA gene (2). The transcription start site is
shown by an asterisk and the -10 and -35 site of the promoter are marked
and underlined (3). Sequences similar to ribosome binding sites for ace
and aceA (2) are underlined. Regions of dyad symmetry in or near the
promoter are marked by arrows and numbered. 1 is probably the terminator
for the upstream gene, 2, 3, 4 and 5 are possible regulatory sites. DNA
from the aceB gene hybridizes to a 10 kb RNA transcript.

AspLeuGlull eLouAl aGl uThrGl uGl uGl yAspAl aTyrLeuPheAl &Se rLysAspLyeArgIl eAl aPheVa*lThrGlyHis ProGl uTyrAspAl GClnThrLeuAl &GlnGlu
GATCTGGAAATTCTGGCAGAGACGGAAGAAGGGGATGCATATCTGTTGCCAGTAMAGATAAGCGCATTGCCTTTGTGACGGGCCATCCCGAATATGATGCGCAAACGCTGGOG CAGGAA
121
PhePheArgAspValGluAlaGlyLeuAspProAspVa1 ProTyrAunTyrPheProHlsAsnAspProGlnAsnThrProArgAlaSerTrpArgSerHlsGlyAmnLeuLeuPheThr
TLTLTCCGCGATGTGGAAG CCGGACTAGACCGGATGTACCGTATMACTATTTCC CGCACAATGATCCGCAAAMTACACCGCGAGCCGAGCTGGCGTAGTCACGGTAATTACTGTTACC
241
AanTrpLeuAsnTyrTyrValTyrGlnlleThrProTyrAspLeuArgHisMetAsnProThrLeuAsp*** 1
MCTGGCTCAACTATTACGTCTACCAGATCACGCCATACGATCTACGGCACATGMTCCAACGCTGGATTAttcttctgtgatagtcgatcgt taagcgattcagcaccttacctciggc
361 1 2 2 3 -35
*tt gltgcct tt tt ta*tttccgsaaacgtacc tcagcaggtgaat atat tt tat tcat at tgt tatcaacaagt tatcaagt att t t ta*aFtaaaatsgga--at tg8t tttatYtg
481 3 -10 4 * 4 < 5 MetThrGluGlnAlaThrTh
catttt aatgagtagtcttagttgtgc tgaacgaaaagalcacaacgatccttcgttcacagtggggaagttttcggatccatgacgaggagctgcacgATGACTGMCAGGCMCMC
601
rThrAa pGl uLeuAla*PheTh rArgProTy rG lyGl uGlnGluLysGl nIleLeuThrAl aGl uAla*ValGl uPheLeuThrG luLe uV alThrNHisPheThr ProGl1nArgAsnLyaLe
AMCCGATGAACTGGCTTTCACAAGGCCGTATGG CGAGCAGGAGAAGCAAATTCTTACTGCCGAMGCGCTAGAATTCTGACTGAGCTGGTGACGCATTTACGCCACAACGCAATAAACT
721
uLeuAl aAlasArgIlleGlnGl nGlnvGl nAspIl eAspAsnGlyThrLeuProAspPheIleSerGluThrAl *SerIlleArgAspAl AspTrpLysIleArgGlyIleProAlaAspL*
TCTGGCAGCGCGCATTCAGCAGCAGCAAGATATTGATAACGGAACGTTGCCTGATTTATTCCGAAACAGCTTCCATTCGCGATG CTGATTCGAAAATTCGCGGGATTCCTGCGGACTT
841
uG0luAspArgArgValGluIleThrGlyProValGluArgLysMetValIleAsnAlaLeuAsnAlaAsnValLy.V0l PheMetAl aAspPheGluAspSerLeuAlaProAspTrpAs
AGAAGACCGCCGCCTAG AGATAACTGGCCCGGTAGAGCGCAAGATGGTGATCAMCGCCCTCAACGCCCMTGTGAAAGTCTTTATGGCCGATTTCGAAGATTCACTGG CACCAGACTGGAA
961
nLys*Va*llleAs pGlyGlnIlleAsnLe uArgAs pAla*Va*lAsnGlyThrI leSerTyrThrAonGl1uAl GlyLy I 1 TyrGl nLeuLys*ProAsnProAl*Va*lLeull*CysAr&Va^
CMAAATGATCGAOGGGCAATTAACCTGCGTGATGCGGTTAACGGCACCATCAGTTACACCAATGAAGCAGGCAAAMTTACCAGCTCAAGCCCAMTCC AGCGGTTTTGATTTGTCGGGT
1081
lArgGlyLeuHlsLeuProGluLysH isValThrTr pArgGlyGl uAl *Il eProGlySerLeuPheAepPheAl *LeuTy rPhe PheH lsAenTyrGlnAl LeuLeuAla*LyaGlySe
ACGCCGGTCTGCACTTGCCGGAAAACATGTCACCTGGCGTGGTGAGGCAATCCCCGGCAGCCTGTTGATTTTG CGCTCTATTTCTTCCACAACTATCAGGCACTGTTGGCAAAGGGCAG
1201
rGl yProTyrPheTy rLeuProLyeThrG lnSerT rpGlnGluAlaAla*TrpTrpSerG luV *lPheSerTyrA,laGl uAs pArgPheAanLouProArgGlyThrIl eLyeAl *ThrLe
TGGTCCCTATTTCTATCTGCCGAAAACCCAGTCCTGGCAGGAAGCGGCCTGGTGGAGCGAAGTCTTCAGCTATGCAGAAGATCGCTTTAATCTGCCGCGCGGCACCATCAAGGCGACGTT
1321
uLeuIleGluThrLeuProAl *ValPheGln,MetAspGluIlleLeuHisAlaLeuArgAapHioIleValGlyLeuAanCyaGlyArgTrpAspTyrIlePheSerTyrIleLyeThrLe
GCTGATTGAAACGCTGCCCGCCGTGTTCCAGATGGATGAAATCCTTCACCCGCTGCCTGACCATATTGTTGGTCTGAACTG CGGTCGTTGGGATTACATCTTCAGCTATATCMMCAGTT
1441
uLysAsnTyr ProAs pArgVa*lLeuProAs pAr gG lnAla*Va*lTh rMet As pLy& Pro PheLeuAsnAla*TyrSe rArgLeuLeuIl1eLys*ThrCy *H sLysArgG lyAl *PheA.l Me
GAAAMCTATCCCGATCGCGTCCTGCCAGACAGACAGGCAGTGACGATGGATAAACCATTCCTGAATGCTTACTCACGCCTGTTCATTAAACCTG CCATAAACGCGGTGCTTTTGCGAT
1561
tGlyGlyMetAlaAl*aPheIl eProSerLysAspGluGluHlsAsnAsnGlnValLeuAsnLysValLysAlaAspLybSerLeuGluAlaAsnAsnGlyHhsAspGlyThrTrpIleA.
GGGCGGCATGGCGGCGTTATTCCGAGCAAAGATGAAGAGCACAATAACCAGGTGCTCAACAAAGTAAAAG CGGATAAATCGCTGGAMGCCAATAACGGTCACGATGGCACATGGATCGC
1681*H1 *ProGlyLeuAlaApThrAl aMe tAl *V*lPheAsnAs pIleLeuGlySerArgLysAsnGlnLe uGl1uVazlMetArgG 1uGl nAspAla*ProlleThrAl *AspGlnLeuLeuAl
TCACCCAGG;CCTTGCGGACACGGCAATGGCGGTATTCAACGACATTCTCGGCTCCCGTAAAAATCAGCTTGAAGTGATGCGCGAACAAGACGCG CCGATTACTGCCGATCAGCTGCTGGC
1801
aProCysAspGlyGluArgThrGluGl uGlyMetArgAl aAsnIleArgValAla*ValGlnTyrIlleGluAla*TrpIlleSerGlyAsnGlyCyoVal ProIl eTyrGlyLeuMetGluAs
ACCTTrGTGATGGTGAACGCACCGAAGAAGGTATGCG CGCCAACATTCGCGTGGCTGTGCAGTACATCGAAGCGTGGATCTCTGGCAACGGCTGTGTGCCGAMATGGCCTGATGGAAGA
1921
pAlaAlaThrAlaGluIleSerArgThrSerIleTrpGlnTrpIleHisHisGlnLysThrLeuSerA.nGlyLysProVdlThrLySAl LeuPheArgGl,,MetLeuClyGluGluMe
TGCGGOCGACGGCTGAAATTCCCGTACCTCGATCTGGCAGTGGATCCATCATCAAAAACGTTGAGCAATGGCAAACCGGTGACCAAAGCCTTGTTCCGCCAGATGCTGGGCGCAGAGAT
2041
tLy*Val Il eAla*SerGl uLeuGlyGl uGl uArgPheSe rGl nGl yArgPheAs pAs pAl aAl aArgLeuMe tG luGl nI leThrThr SerAspGl uLeuIl eAspPheLe uThrLouPr
GAAAGTCATTGCCAGCGAACTGGGCGAAGAACGTTCTCCCAGGGGCGTTGACGATGCCGCACGCTTGATGGAMCACAATCACCACTTCCGATGAGTTAATTGATTTCCTGACCCTGCCC
2161
oG1yTyrArgLeuLeuA1&*** MetLysThrArgThrGlnGlnIleGluGluLeuGlnLysGluTrpThrGlnProArgTrpGluGlyIleAGGCTACCGCCTGTTAGCGTAaccAa cca cataactatgagcatctgcacATGAAACCCGTACACACAMTTG GAArrACAGMAGAGTGGACTCAACCGCGTTGGGAGGCATT
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