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We have isolated a partial cDNA sequence (Fig 1) coding for the major intrinsic protein (MIP26, M 22-28 Kd) of
rat lens fibre cell-membranes, which displays ~ 79% nucleotide homology with bovine MIP26 (1). Using the
entire bovine MIP26 coding region to scan the EMBL DNA sequence data-bank we noticed ~ 48% nucleotide
homology with a nodulin protein (Nod26, M, 26.5 kd) of soyabean root nodule peribacterial membranes (2).
Protein alignment ('BestFit', Wisconsin Package) indicates maximum similarity (~ 58%) between amino acids
39-244 of MIP26 and 2-205 of Nod26. Hydrophobicity analyses (3) also suggests some topological similarity
between these transmembrane proteins (Fig 2). MIP26 is expressed during terminal differentiation of vertebrate
lens epithelial cells into fibre cells, when there is an enormous increase in cell-surface and membrane
specialization into junctional domains (1). Although MIP26 is believed to be a component of membrane
gap-junction channels (1) it shares no significant sequence homology with the liver, heart or lens ‘family' of
connexin proteins (4). Nod26 is similarly expressed during extensive biosynthesis of the peribacterial membrane
of legume root nodules (2), but its physiological function is unknown. Whether these structural and temporal
similarities signify a functional relationship between MIP26 and Nod26, however, remains to be established.
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415 TTTCAGGGAGGCGCAAGCCAGCCCTTGGATGAAGAAAGAGACTGTGGGGAGGGGGATCAATCGGTACTT

Fig 1. Rat lens fibre MIP26 cDNA szquence.
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