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Abstract
Sampling circulating tumor cells from peripheral blood is ideally accomplished using assays that
detect high numbers of cells and preserve them for downstream characterization. We sought to
evaluate a method using enrichment free fluorescent labeling of CTCs followed by automated
digital microscopy in patients with non-small cell lung cancer. Twenty-eight patients with non-
small cell lung cancer and hematogenously seeded metastasis were analyzed with multiple blood
draws. We detected CTCs in 68% of analyzed samples and found a propensity for increased CTC
detection as the disease progressed in individual patients. CTCs were present at a median
concentration of 1.6 CTCs per milliliter of analyzed blood in the patient population. Higher
numbers of detected CTCs were associated with an unfavorable prognosis.
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INTRODUCTION
Circulating tumor cells (CTC) have been detected in most epithelial malignancies in which
they have been investigated [1–4] detection rates have varied depending on the technology
used for enumeration [5–7], however, there is consistency in the finding that they are
associated with an adverse prognosis [8, 9]. Non-small cell lung cancer (NSCLC) is a
particularly important disease for CTC evaluation for prognostic purposes because of the
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lack of a reliable protein based tumor marker [10, 11]. Characterization of tumor phenotype
[12] and genotype from circulating tumor cells has the potential to offer additional
prognostic information [13].

Prognostic data from CTC enumeration is only one potential for this technology. Tumors
change and evolve during the natural history of the disease within an individual patient.
Cancers that begin as being sensitive to a particular chemotherapy drug will become
resistant to that drug over time. The ability to characterize the changes in a tumor over time
requires a non-invasive method of sampling cancer cells that is sufficiently robust to identify
cells in high quantities. The ideal test would be useful in a large fraction of patients and use
a non-destructive methodology to permit downstream analysis of identified tumor cells.

We sought to identify the prevalence, quantity and reproducibility of CTC determination
using an automated digital microscopy based technique in a population of NSCLC patients
from a community cancer center. The method is one where identified CTCs remain available
for downstream secondary characterization. Herein we describe the patient population,
method of enumeration, and the prognostic significance of the measurement.

METHODS
This is a single institution observational clinical trial conducted at the Billings Clinic Cancer
Center (Billings, Montana). All procedures were approved by the institutional review board
prior to the start of the trial. Patients with histologically proven NSCLC with evidence of
hematogenously seeded distant metastasis were permitted to enroll. Patients with malignant
pleural effusion or thoracic nodal metastasis as the only sites of disease spread were
excluded. Enrolled patients had either new metastatic disease or had progression of
previously treated metastatic disease at the time of enrollment. All research subjects were
able to provide informed consent and had no evidence of prior malignancy in the past 5
years aside from non-melanoma skin cancer.

Peripheral blood was collected in Cytochex BCT collection tubes (Streck Innovations,
Omaha, NE) at study enrollment, at 3 weeks, as well as 3, 6, 9 and 12 months. Samples were
shipped and processed at a central facility within 24 hours of collection. The majority of
samples were collected just prior to administration of chemotherapy using a central venous
access device.

Whole blood specimens were prepared as reported in this issue of Physical Biology. In brief,
samples underwent red blood cell lysis followed by monolayer preparation of all nucleated
cells on custom glass substrates. After paraformaldehyde (PFA) fixation and methanol
permeabilization, cells were incubated with pan anti-Cytokeratin antibodies recognizing
cytokeratins 1, 4, 5, 6, 7, 8, 10, 13, 18 and 19 and a preconjugated anti-CD45 antibody
followed by incubation with an Alexa 555-conjugated secondary antibody and DAPI as a
nuclear stain. All nucleated cells in the specimen were imaged. Cells that were both
Cytokeratin positive and CD45 negative were identified using custom computer algorithms
and then subjected to technical analysis. The full process is shown schematically in Figure 1.

Specimens were evaluated by direct review of captured microscopic images and classified as
a CTC or not based on cell morphology and immunophenotype. 47 of the 66 specimens
were available for additional analysis of other cells related to CTCs but lacking essential
features of a CTC based on either immunophenotype or morphology. These cells included
ones in various stages of apoptosis morphologically (CTC-Ap), cells that morphologically
resembled CTCs but were dim for cytokeratin (CTC-CK low) along with cells that were
cytokeratin positive, but too small to be considered a classical CTC by morphologic criteria
(CTC-small). Data on these types of related cellular events such as apoptotic CTCs, CTC-
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CK low cells and CTC-small are reported using descriptive statistics and correlated with
total CTC number using Pearson’s coefficient.

CTC counts are reported per milliliter of blood specimen (CTCs/ml). The value is calculated
by counting the total number of leukocytes on the glass slide used to isolate and detect CTCs
and comparing it to the measured leukocytes per milliliter in the patient’s blood specimen.
The ratio of counted leukocytes over the leukocytes per milliliter in the blood specimen
determined the quantity of CTCs in terms of CTCs/ml. For this reason, fractional values of
CTCs/ml are possible. Mean CTC counts for all measured timepoints were obtained for all
patients who were also stratified into low and high CTC groups. These groups were
analyzed for survival using the method of Kaplan and Meier. In patients who died while on
study, the days from CTC count until patient death were recorded and specimens were
grouped into high (>9 CTCs/ml), medium (2–9 CTCs/ml) and low (<2 CTCs/mL) and
compared using Student’s t-test.

RESULTS
66 blood samples from 28 patients from Billings, Montana were evaluated. 31 samples were
received and successfully processed within the first 30 days following patient enrollment.
There were 16 samples from the 3 month timepoint and 18 samples collected 6 months or
more after study initiation. The clinical features of the patient population are summarized in
table 1. The median age of the population was 64 years (range 31–82). 15 men and 13
women were enrolled with 21 patients having adenocarcinomas, 5 patients having squamous
carcinoma and 2 patients having non-small cell lung cancer that could not be further
characterized. The most common metastatic site was a separate lung lobe (64%), followed
by bone (43%), brain (32%) and lymphatics (32%). Lymphatics were considered a
metastatic site only if they were outside the thoracic cavity such as cervical lymph nodes or
abdominal nodes. All patients received anticancer cytotoxic chemotherapy or EGFR kinase
inhibitor.

Circulating tumor cells were detected in 45 out of 66 blood specimens (68%). The CTC
counts according to histologic type are shown in figure 2. There was no difference in the
prevalence or mean value of circulating tumor cells in specimens from patients with
squamous lung cancers compared with those patients with adenocarcinoma (Figure 2A).
There was a trend toward increasing prevalence of circulating tumor cells detected in
peripheral blood during the time course of the study, with 17 of 31 specimens (56%) having
CTCs in the first month of enrollment (including time 0 and 3 week blood draws), 10 of 16
specimens (63%) having CTCs at the 3 month timepoint, while 17 of 18 (94%) of specimens
had CTCs at 6 months and beyond. As the disease progressed the likelihood of a finding of
no detectable circulating tumor cells was reduced (Figure 2C).

The mean CTC count for the population was 13.4 CTCs/ml (median 1.6 CTCs/ml; range 0–
182.6 CTCs/ml), with subsequent blood draws after enrollment having higher median CTC
counts. We found a median 0.7CTCs/ml for samples acquired at the baseline and 3 week
timepoints during days 1–30 of study participation, increasing to 1.2CTCs/ml for specimens
collected at the 90 day timepoint, and a median of 2.6 CTCs/ml for samples taken at the 180
day timepoint and beyond. There was no difference in the statistical mean of the CTC count
for any of these timepoints (Figure 2B). Examples of serial CTC counts from 2 patients are
shown in Figure 2D. One patient, respresented by the solid line, has an undetectable CTC
count at timepoints 0 and 21, at 90 days had 2.2 CTCs/mL and at 180 days had 26.6 CTCs/
mL. This patient died of lung cancer 45 days after the last CTC count was measured. The
second patient, represented by the dotted line had CTC counts of 0/mL, 2/mL, 1.1/mL, 2.3/
mL, 1.9/mL and 0.5/mL at each successive timepoint on the study and remained alive at the
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last followup receiving maintenance chemotherapy 375 days after the last measured CTC
count on the study.

Other Cellular Events
Cellular events including CTC-Ap, CTC-low CK, and CTC-small were analyzed in 47
specimens, examples of these cell types are found in figure 3B. For this subset of specimens
there was a mean of 15 CTCs/ml (median 0.8 CTCs/ml; range 0–182.6) detected. There
were an additional mean (SD) of 4.3 (±5.0) CTC-small cells/ml, 2.9 (±4.9) CTC-CK low
and 0.9 (±1.9) CTC-Ap (Figure 3A). The CTC count did not correlate with the count of any
of these other cell types. The detection of these cellular events was not related to clinical
features of the patients, survival, or treatment variables.

CTCs and Survival
For the study population overall, including those patients who did not die while on study, the
total CTC count was averaged over all draws and patients were grouped into those whose
mean CTC/ml was more than 5 and less than or equal to 5. Patients with 5 or more CTCs/ml
had a median survival of 244 days. The median survival was not reached in the patients with
fewer than 5 CTCs at a median follow-up of 304 days. The hazard ratio for death was 4.0 in
the patients with a high average CTC count relative to those patients with a lower count
(Figure 4A), indicating a four-fold risk of dying at any given timepoint for those patients
with higher CTC counts. These differences were statistically significant (p = 0.0084).

Patients who died had their CTC counts analyzed in order to determine if there was a
relationship between the CTC counts and the time until death occurred. At a median follow-
up of 10 months, 13 of 28 enrolled patients had died. There were a total of 28 specimens
collected from those 13 patients. In the subgroup of patients who died while on study,
increased CTCs/ml was correlated with shortened survival time (Figure 4B). Time to death
averaged 35 ±59 days for patients whose blood contained >5 CTCs/ml; by comparison, time
to death was 211± 207 days when specimens had 5 or fewer CTCs/ml. There was a
statistically significant difference in time to death for samples with more than 5 CTCs/ml
compared with those samples with 5 or less CTCs/ml (p=0.0035).

DISCUSSION
Circulating tumor cells have been detected in the majority of epithelial tumors where they
have been studied. The majority of clinical trials have used CellSearch technology which, at
time of this publication, remains the only FDA approved technology that is commercially
used in the United States for detection and enumeration of CTCs. As this manuscript used a
non-CellSearch technology, some differences in findings are apparent and warrant
discussion. Among other differences, CellSearch isolates cells that contain Epithelial Cell
Adhesion molecule (Ep-CAM) on their surface, whereas the assay used here is a method that
does not contain an enrichment step.

Using CellSearch, Krebs and colleagues [4] have reported results in a non-small cell lung
cancer population similar to one studied here, along with results for stage III patients. Both
CellSearch and the enrichment free process used in this clinical trial found CTCs in NSCLC
patients. Both assays show similar hazard ratios for risk stratification of patients and identify
high and low risk patient populations. There are, however, significant differences in the
prevalence numbers of CTCs detected in the two assays. The CellSearch assay defines a
positive test as one where there is greater > 2 CTCs/7.5 ml (0.27 CTCs/ml) of blood, and
finds a positive test in 32% of stage IV patients; while the current assay defines any
detectable CTC count as being of relevance and identifies a positive test 68% of the time.
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This difference between the two technologies is, in part, related to the ability to view high
definition images with the current technology, permitting a cytomorphologic evaluation of
the cells in question. Thus a single cell, cytokeratin positive, with a high nuclear cytoplasmic
ratio and large overall size is reliably identified as a CTC, and considered unique from the
other similar cellular events that can be seen in patient samples.

While enumeration of CTCs using this technology or others has some value in providing
patients and their physicians with prognostic information, the clinical acceptance of CTC
technologies in clinical practice has been limited. This is in part because CTC assay clinical
trials, like this one, have shown the test to be prognostic but have failed to identify a
predictive role for the assay. Results of the SWOG S0500 clinical trial are expected to
determine whether clinical decision making should change on the basis of Cellsearch assay
results. In the absence of a clinical trial showing predictive value for CTC enumeration,
clinicians are unlikely to champion a relatively expensive assay that does not provide
superior prognostic information over current protein based serum markers [14]. Were CTC
assays able to provide content information, that is, information related to gene expression,
mutation, or changes in cancer cells resulting from drug administration, these assays would
then have a great deal of value. The unmet potential for CTC assays may be to provide
clinicians and researchers with a platform by which tumor cells may be repeatedly and
safely re-sampled to monitor changes in tumor genetics and cancer evolution.

The assay described herein has the potential to provide reliable identification of tumor cells
in a high fraction of NSCLC patients. What is required next are the secondary assays that
can inform clinicians as to the mutation status, gene, and protein expression status of these
cells in order to permit enlightened decision making on the use of therapeutics. This study
should provide the support and rationale for these larger undertakings.
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Figure 1.
The fluid biopsy assay begins with patient blood tubes and the removal of red blood cells
(RBCs) via lysis and then plating the remaining cells onto a slide. After antibody incubation,
the full active surface of each slide is imaged in 3 fluorescence channels. Image analysis is
used to extract features and associated intensity and cytomorphological values for each cell
and the data is reduced for evaluation by a technical analyst.
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Figure 2.
(A) CTC counts from samples from adenocarcinoma and squamous carcinoma patients do
not differ according to histologic subtype of lung cancer. (B) CTC counts for the whole
patient population at early, middle and late timepoints with bar representing the median
CTC count at the 3 time points. (C) during the natural history of stage IV NSCLC at early,
middle, and late timepoints the frequency with which patients had a non-zero value for the
CTC count appeared to increase. (D) Examples of serial blood draws on two patient types.
The solid line represents a patient who had undetectable CTCs early in the course of the
disease, then progressed and died 45 days after the last sample showed an increase in the
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CTC count. The dotted line represents a patient who maintained low CTC counts and
remained alive at last follow-up 345 days after the 1 year timepoint of the study.
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Figure 3.
In addition to cells that are morphologically consistent with CTCs, other related cells are
also detected by the assay system and are observed in lung cancer patients. (A) CTC (B)
CTC-small (C) CTC-CK low (D) CTC-Ap (E) counts of the different related cells in
NSCLC population of patients
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Figure 4.
(A) Overall survival for the entire study population based on averaging all CTC counts for
each individual patients and grouping them into patients with 5 or more (solid line) and
fewer than 5 CTCs/ml (dotted line). Hazard ratio for death was 4.0 (95% CI 1.242 to 13.14)
comparing the group with high versus low CTC group. (B) For the subgroup of patient who
died while enrolled in the study, the time in days from measurement of CTCs until death for
28 blood specimens obtained from 13 patients was recorded. The detection of 5 or more
CTCs/mL was associated with a shorter period of time before death occurred, as compared
with those samples where 5 or fewer CTCs/mL were observed.

Nieva et al. Page 16

Phys Biol. Author manuscript; available in PMC 2013 February 03.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

Nieva et al. Page 17

Table 1

Clinicopathological variables

Characteristic n=28

Median Age 64 (range 31–82)

Gender

   Male 15 (54%)

   Female 13 (36%)

Histology

   Adenocarcinoma 21 (75%)

   Squamous   5 (18%)

   Undifferentiated   2 (7%)

Metastatic sites

   Adrenal   2 (7%)

   Bone 12 (43%)

   Brain   8 (32%)

   Liver   7 (25%)

   Lung 18 (64%)

   Lymphatic   9 (32%)

   Soft Tissue   2 (7%)

Phys Biol. Author manuscript; available in PMC 2013 February 03.


