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RFLP for TaqI at the human tyrosinase locus
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SOURCE/DESCRIPTION: A 1.4-kb EcoRI-PstI fragment from the mouse
tyrosinase cDNA plasmid pTyrs-33 containing virtually the
complete coding sequence.

POLYMORPHISM: Taql identifies a two-allele polymorphism with
fragments of either 2.8 kb or 2.4 kb that contain most of the
tyrosinase coding region. Three weak (1.4 kb, 0.9 kb, and 0.6 kb)
and two very weak (5.0 and 3.2 kb) constant bands are also seen.

FREQUENCY: Estimated from 21 unrelated Caucasians.
2.8-kb fragment 0.52
2.4-kb fragment 0.48

NOT POLYMORPHIC FOR: EcoRI,HindIII, MspI, PstI, and PvuII.

CHROMOSOMAL LOCALIZATION: The human tyrosinase gene has been
regionally mapped to 11q14->21, and a weakly cross-hybridizing
"tyrosinase-related sequence" mapped to llpll.2->cen (2).

MENDELIAN INHERITANCE: Codominant segregation has been shown in
two families.

PROBE AVAILABILITY: pTyrs33 was supplied by Dr. T. Takeuchi (1).

OTHER COMMENTS: The RFLP was observed under normal hybridization
and wash conditions.
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