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The entire mitochondrial genome of Rana catesbeiana was cloned into a
plasmid vector pBR322 at the unique Bam HI site (1) and the nucleotide
sequences of the small (12S) and large (16S) rRNA genes were determined
(Fig.1l). The sequence of the 12 S rRNA gene showed 68% and 75% homologies, and
that of the 16 S rRNA showed 69% and 74% homologies, to their counterparts of
the human and Xenopus laevis mitochondrial genomes, respectively. Analysis of
the contiguous genes revealed that the 5'- and 3'- ends of the 12 S rRNA gene
were flanked by the tRNA genes for phenylalanine and valine, while those of
the 16 S rRNA gene were flanked by the tRNA genes for valine and leucine
(UUR), respectively (not shown).

Fig.1l

CAAAGGTTTG GTCCTAGCCT TATTATCAAC TGTTTCTCAA CTTACACATG CAAGTATCAG CACACCCGTG AGAACGCCCT TTAAATCTTA CCCAGATAAA
GGAGCTGGTA TCAGGCACAA ACCCTCCGCC CACAACACCT AGTCTCACCA CACCCTCAAG GGTAATCAGC AGTGATTAAT TTTGCGTATG AGCGTCAGCT
TGACTCAGTT AGAGAAAAGA GGGCCGGCTA ACCCGGTGCC AGCCGCCGCG GCTACACCGT GGGGCTCGAG TTGATAGTCA TCGGCGTTAA GCGTGATTAA
AGTTATTACA AATTAAGGTT AAATTAATAC TTAGTAGTTT TATGCTTGTT ATTAAGAAAT OCACAAACGA AAGTTACCCT AATTATTATG CTTGAATACA
CGACAGCTAG GAAAACAAAC TGGGATTAGA TACCCCACTA TGOCTAGCCG TAAACAATTA ATTTACACCA ATAAGOGCCA GGGAATTACG AGCAATGCTT
AAAACCCAAA GGATTTGACG GTGTCOCACC CCACTAGAGG AGCCTGTTCT ATAATOGATG ATCCCCGATA TACCCGACCA TTTCTCGCTT ATCAGTCTGT
ATACCTCCGT CGAAAGCTTA CCATGTGAAC GCTTGCAGTA GGCTTAATGA CCTAACACGT CAATACGTCA GGTCAAGGTG CAGCTTAAGA AATGGGAAGT
M'NGGCTAC AATTTCTAAT CTAGAACAAA CGAAAGACTA TATGAAATTA TAATCATGAA GGTGGATTTA GTAGTAAAAA GAAAATAGAG TGTTCTTTTT

TGGGACGCGT ACACACCGCC CGTCACCCTC TTCGATAGTA TCTCACCCCG TTCCTAACCC ACTATTACAT TTTAGAAGAG GCAAGTCGTA
ACATGGI‘MG TGTACTGGAA AGTGCACTTG GTTTATA

GCCCAAAATC TAGCCTACAC ACATTCGCAT GACCCCCTTA CCCCTAGCCT CTAAACAAAT CATTTTAACA TTATAGTACA GGCGATCGAA AAATTTCTAA
GCGCTTCAGA CAAAGTACCG CAAGGGAAAG ATGAAATAGA AATGAAATAA TCTTAAAGCC CTAATCAGCA GAGATAACCT CTCGTACCTT TTGCATCATG
GTCTAGCCAG TCTACTCAAG CAAAATAAAA CTTTTTAGTT TGCCCTCOCG AAACTAAGTG AGCTACTTCA GAACAGTCCT ATGGGACCAA CCCATCTCTG
TTGCAAAAGA GTGGGAAGAT TCTTAAGTAG AGGTGATAAG CCTACCGAAC TTAGAGATAG CTGGTTGTTC AGGAAAAGAG TCTTAGCTCT ACCTTAAGCT
CTCTCTATTA AACTAAGAAA TCCCAAAGCT TAAGAGCTAT TCAAATAAGG CACAGCTTAT TTGAAACAGG AAACAACCTC TAACACOGGG TGAATTATAG
TAATCTCAAT AAAGTGGGCC TAAAAGCAGC CACCTTTCAA AAAGCGTTAA AGCTTAACTA TAAATTACTA ATAATACCTA AAATATTAAT TAACCCTTCA
TTCCTACTGA ACTATTTTAT ATCCCTATAA AAGCAATTAT GCTAGAACTA GTAACAAGAA ATTGATTTTC TCCTAAATGT AAGTATAAAC CAAAATGGAC
CATCTGTTGG TGATTAACGC AAATGCAAAA TCTATAGCAA CATAACTAGA AAACCCTATA ACTACAAACG TTAACCTTAC ACTAGAACAT TCCAGGAAAG
ATTAAAAGAG AAAGAAGGAA CTCGGCAAAT TTTAGCCTCG CCTGTTTACC AAAAACATCG OCTCTTGATA AAACATAAGA GGTCCAGCCT GCCCAGTGAC
AAAGTTCAAC GGCCGCGGTA CCCTAACCGT GOGAAGGTAG CATAATCACT TGTCCTTTAA ATAGGGACTT GTATCAACGG CACCACGAGG GCTATACTGT
CTCCTTTCTC CAATCAGTGA AACTGATCTC CCCGTGAAGA AGCGGGGATT ATAATATAAG ACGAGAAGAC CCCATGGAGC TTTAAACTCA TCATACACCT
CTATGCCCTA TATCAACTTA CACAAGAAAC CTGTATGCTA GTTTTAGGTT GGGGGGACCA CGGAGTATAA TTAAACCTCC ATAACAAATG GGCTAACACC
CTTATCTACG AGATACACCT CTAAGAATTA CTAAACTAAT GTTTAATGAC CCAATAATTT GATCAATGAA CCAAGTTACC CTGGGGATAA CAGCGCAATC
TACTTCAAGA GCCCCTATCG ACAAGTAGGT TTACGACCTC GATGTTGGAT CAGGGTATCC TAGTGGTGCA GCCGCTACTA ATGGTTCGTT TGTTCAACGA
TTAAAACCCT ACGTGATCTG AGTTCAGACC GGAGTAATCC AGGTCGGTTT CTATCTATAA AGTGCTTCCC CTAGTACGAA AGGACOGGGG CAACATGGCC
AATGTTTTTA AACAAGCCAT ATTCTCTCAC TAATGAAATA ATCTTAATTG GACAAGACCT ATTATATAGT TCTAAATCAG AACAT
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and 16S (B) genes. The sequence of the L-strand (5' to 3') is shown.
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