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The DNA sequence of Escherichia coli aceB encoding malate synthase A has
been determined(l). Shown is the coding region of aceB flanked by the C-
terminal region of an upstream open reading frame and the N-terminal coding
region of the adjacent aceA gene (2). The transcription start site is
shown by an asterisk and the -10 and -35 site of the promoter are marked
and underlined (3). Sequences similar to ribosome binding sites for aceB
and aceA (2) are underlined. Regions of dyad symmetry in or near the
promoter are marked by arrows and numbered. 1 is probably the terminator
for the upstream gene, 2, 3, 4 and 5 are possible regulatory sites. DNA
from the aceB gene hybridizes to a 10 kb RNA transcript.

AspLeuGluIleL*uAl dGluThrGluGl uGlyAspAl *TyrLeuPheAl &SerLy*A~pLysArgII eA1 &PheV&lThrGIyHis ProGluTyrAspAl dGlnThrLeuAl dlinGlu
GATCTGGAAATTCTGGCAGAGACGGAAGAAGGGGATGCATATCTGTTTGCCAGTAAAGATAAGCGCATTGCCTTGTGACGGGCCATCCCGAATATGATGCGCMAACGCTGGOCGCAGGAA
121
Pbe PheArgAspValGluAlaGlyLeuAspProAspVal ProTyrA*nTyr PheProHleAsnAepProGInA*nThrProArgAl *SerTrpArgSarHi GlyA*nL*uLeuPh*Thr
TTTCCGCGATGT(GAMGCCGGACTAGACCCGGATGTACCGTATAACTATTTCCCGCACAMTGATCCGCAMATACACCGCGAGCGAGCTGGCGTAGTCACGGTAATTACTGTTACC

241
AsnTrpLeuAsnTyrTyrValTyrGlnIleThrProTyrAspLeuArgHElsetAsnProThrLeuAsp***
AACTGG;CTCAACTATTACGTCTACCACATCACGCCATACGATCTACGGCACATGAATCCAACGCTGGATTAMtct tctgtgat gtcgatcgt t agcgattc*gcacctt cetcaggc
361 1 2 2 3 -35
04tegs'ItSgEc t t ttt *t ttccganaagt acc tcagcaggtgaata*tattttattcatat tgttatcaac aagtt atc aagta*t tt ttaatt aaaatgga-attt8tttl&t-t8^ s

481 3 -10 4 * 5 4 5 MetThrGluGlnAlaThrTh
c&tttt&&&tg&8g!!L t Tgaacg aglagcaca*gatcct tcgttcacagtggggaagt tt tcggatcc atgacg±Aagac tgcaegATGACTGAACAGCAAMCAAC
601
rThrAspCluLeuAla*PbeThrArgProTyrGlyGl uGlnGluLysGlnIl eLeuThrAlaGluAl*ValGl uPheLeuThrGl uLeuV*lThrHlsPheThr ProGlnLArgAenLyaLe
AACCGATGAACTGGCTTTCACAAGCCGCTATGGCGAGCAGGAGAAGCAMATTCTTACTGCCGAAGCGGTAGAATTCTGACTGAGCTGGTGACGCATTiiTACGCCACAACCCAATAAACT
721
uLeuAl Al ArglIleGlnGl nGlnClnAspI leAspAenGlyThrLeuProAspPhelleSerGluThrAla*SerIlleArgAspAl A^spTrpLysIleArgGlyll*ProAlaApLe
TCTGGCAGCGCGCATTCAGCAGCAGCAAGATATTCATAACGGAACGTTGCCTGATTTTATTTCGGAACAGCTTCCATTCGCGATGCTGATTGGAAATTCGOGGGATTCCTGCGGACTT
841
uGluAspArgArgVolGlulleThrGlyProValGl uArgLyaMetV aIlleA*nAl aLeuAnnAl aAenV alLysVal PheMetAlaA*pPheGluAspSerLeuAl *ProAspTrpAs
AGAAGACCGCCGCGTAGAGATAACTGGCCCGGTAGAGCGCAAGATGGTGATCAACGCGCTCACGCCAMTGTGMAAATCTTTATGGCCGATTTCGAAGATTCACTGGCACCAGACT(GAA
961
nLy*V alIlleAspGlyGlnIlleAsnLeuArgAs pAl aV alAonGlyThrIl eSerTyrThrAonGluAlaGlyLyslleTyrGlnLeuLysProAsnProAl *ValLeulleCysArgVa
CMAACTGATCGACG;GGCAAMTTAACCTGCGTGATGCGGTTAACGGCACCATCAGTTACACCAATGAAGCAGCAAAMMTACCAGCTCAAGCCCAMTCCAGOGGTTTTGATTTGTCGC;GT
1081
lArgGlyLeuHlsLeuProGl uLyeHisValThrTrpArgGlyGluAl alleProGlySerLeuPheAepPheAl aLeuTyrPhePheH lsAonTyrGIlnAlLouLauAl aLy GlySe
ACGCGGTCTGCACTTGCCGGAAAACATGTCACCTGCCGTGGTGAGGCAMTCCCCGGCAGCCTGTTGATTrTTCGCTCTATTTCTTCCACAACTATCAGGCACTGTTGGCAACGGCAG
1201
rClyProTyrPheTyrLeuProLysThrGl nSerTrpGl nGluAlasA1aTrpTrpSerGluVal PheSerTyrAl dl uAspArgPheAsnLeuProArgGlyThrIleLyJU *ThrLe
TGGTCCCTATTTCTATCTGCGAAAACCCAGTCCTGCCAGGAACCCCCCTGGTCGAGCGAAGTCTTCAGCTATGCAGAAGATCGCTTTATCTGCCCGCCCGCACCATCAAGGOCAOCTT
1321
uLeull GluThrLeuProAl*ValPheClnMetAspClulleLeuHleAl LeuArgAspHilsIeValGlyLouAsnCyaGlyArgTrpAspTyrIlePheSerTyrIl LysThrLe
GCTGATTGAAACGCTGCCCGCCGTGTTCCAGATGGATGAAATCCTTCACGCGCTGCCCTGACCATATTGTTGCTCTGAMCTCCGGTCGTTGGGATTACATCTTCAGCTATATCMAAACGTT
1441
uLyeAenTyrProA*pArgVolLeuProAspArgGInAl aValThrMetAspLys ProPheLeuAsnAl aTyrSerArgLeuLeuIl eLysThrCyaHlsLyeArgGlyAl *PhWaeAl
GAAAACTATCCCGATCGCGTCCTGCCAGACAGACACGCAGTGACGATGGATMAACCATTCCTGAATGCTTACTCACGCCTGTTGATTAAACCTGCCATAAACGCGGTGCTTTTGCCAT
1561
tGlyGlyMetAl Al aPheIl eProSerLysAspGluGluH l AsnAsnGl nValLeuAsnLyeV alLysAl aAspLyeSerLeuGl uAl AsnAanGlyH1 sAspGlyThrTrpIleAl
GGGCGGCATGGCGGCGTTATTCCGAGCAAAGATGAAGAGCACAATMCCAGGTCCTCAACAAAGTAAAAGCGGATAMMTCGCTGGAACCCAATAACGGTCACGATGGCACATCGATCGC
1681
sHlsProGlyLeuAlaAspThrAl MetAl *Val PheAsnAspIleLeuGlySerArgLysAonGInLeuCIuV&lMetArgGluGInAspAla*ProIleThrA aAspGlnL*uLeuAl
TCACCCACCCCTTGCGGACACGGCAATGCGCGTATTCAACGACATTCTCGGCTCCCGTAAAAMTCAGCTTGAACTGATGCGCGACACGACGCGCCGATTACTGCCGATCACTGCTWGC
1801
&ProCyokopGlyGluArgThrGl uGluGlyMetArgAl aknIleArgValAl sVaIGInTyrl eGluAlaTrpIleSerGlyAonGlyCyoVal ProIleTyrGlyL uM{etGluAs
ACCTTGTGATGGTGMACGCACCGAAGAAGGTATGCGGCCAAMCATTCGCCTGTGCTGTGCAGTACATCGMCGCGTGGATCTCTGGCAACGGCTGTCTGCCCCATTATGGCCTCATGGMAAG
1921
pAl Al aThrAlaGluIlleSerArgThrSerlIleTrpGlnTrpIl eHlsH lsGlnLys*ThrLeuSerAonGlyLysProValThrLyeAlaLeuPh*ArgGlnMetLeuGlyGluGluMe
TGCGGCGACGCCCTGAAMTTCCCGTACCTCCATCTGGCAGTGGATCCATCATCMAAAAAAOTTGAGCAATGGCAAACCGGTGACCMAAACCTTCTTCCGCCAGATGCTCGCGACAGAGAT
2041
tLyeVal Il eAl aSerGluLeuGlyGl uGl uArgPheSerCl nGlyArgPheA pAspklAl-1aArgLeuMetGluGlnIl eThrThrSerAspCluLeuIlleAspPheLeuThrL uPr
GAAAGTCATTGCCAGCGAMCTGGGCGAAGAACGTCTCCCAGGGGCGTTTGACGATGCCGCACGCrTGATGGACACAATCACCACTTCCGATGAOTTAMTTGATTCCTCACCCTGCC
2161
oGlyTyrArgLeuLeuAla*** MetLyuThrArgThrGlnGlnIleGluGluLeuGInLysGluTrpThrGInProArgTrpGluGlyLle
AGGCTACCGCCTGTTAGCGTAAcca*cc cataactatatcatctgcacATGAAAACCCGTACACAACAAATTGAACAATTACAGAAAGAGTGGACTCAACCGCGTSGGGAAGCATT
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