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Sequence of the rabbit (3-casein cDNA: comparison with other casein cDNA sequences
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A cDNA clone corresponding to rabbit ,-casein was isolated from a rabbit
mammary gland cDNA library (1). Its sequence (1114 nucleotides), established
by the method of F. Sanger, encodes a 228 amino acid protein (Mr = 26'041).
The sequence of the 15 first amino acids corresponds to the signal sequence
established by protein sequencing (2). This signal is highly conserved among
species (82 to 88 % similarity between rakbit, rat and bovine) (3-4) and shows
similarity with the asl-casein signal peptide (1,4). In the coding region the
homology between species for the 0-casein is higher than for the asl - casein
(64-70 % versus 55-60 % respectively at the nucleotide level, 45-54 % versus
34-37 % at the protein level). The higher degree of similarity for the 0-casein
coding region when compared to that of asl-casein might be related to the role
played by 0-casein at the surface of milk micelles (4).
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At position 15 of the mature protein, the sequence SerValSerSerSerGluGlu
is a potential major phosphorylation site for casein kinase. No potential minor
sites can be deduced from the sequence. Thus rabbit 0-casein contains only half
the number of the potential phosphorylation sites seen in asl-casein (1) and
represents the least phosphorylated of all caseins (1,3). These results were
previously suggested by a direct analyses of rabbit milk (5).

As for asl-casein, the 3'P untranslated region of the rabbit 0-casein cDrt
is conserved among species (81 % homology). Among the leader sequence of the
0-casein cDNA, a stretch of 13 nucleotides from position 4 to 16 is conserved
in the rabbit, the rat and the bovine asl- and 0-casein cDNA. This sequence
may be important in the control of transcription or mRNA stabilisation.
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