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We have recently reported the cloning and character*zation of the
tycA gene encoding the tyrocidine synthetase 1 from Bacillus
brevis ATCC 8185 (1, 2). The enzyme initiates the biosynthesis of
the cyclic decapeptide antibiotic tyrocidine by activating and
racemizing the first amino acid phenylalanine. In this paper we
present the complete nucleotide sequence of this gene and its
promoter region as determined on both strands.

1 ctggtggatcgcaaagtacatgccaaactgctggtggattttccttgaaccaaatttcgctggcagccagca
73 tggttcaaaccttttctctaaaaagctgcgtcacgtcaaaaaagagggggtaggaattgtgcctttttatca
145 catgcctttttacgaaagtctgcqgactgatcaggacaatagctgctgatccagataggcagcacacaggaa
217 aacagcctctcgtttttccgtagaagaaaattcctgttttcccagtataaagcattatatggcttgtgaaca
289 tataaaaattttaatgttatgaaaatatttatcgtcaaaatatagccgtacgctttccttttttatagacaa
361 gttgaaaaggaaaaatgttgcagcgccgaaacgagccaatcactggcttcaccaaagggaaaaacacgtgtg
433 ccgcttattgattacgcaagcgggagcaggtttgccaagcaaaacttggatttacgtaaaaaggttgtaaaa
505 aaacttgttgaattttttgcaaaatatccctattttttaatcaacttccaatttttctctgctataatgagt
577 ttcAGCGTCAGTAACCTAGTGCTTTCAGCCTGTCAGCCGATCGGGGAACTTCCTGTGATTGTTTTCATGCAA
649 ATCAGTTTTCCTTCGTTCGCAGCGTAAGCAGGCGTATCCGGCAGCGGAATACCAGCACCCATTTTCCGCTAC
721 AGCATGAGCAAAATATGACTTTAGTATGAAGGGAATTTCCCAGAAACAGGAAATTTTCTTGTTGTTAAAATT
793 ACCCAAATGATGGAAAATGGGAAATTGGAATGGAACGTTGACCTTGCCTGTCTCTTGTTGGCAACCATTTCG
865 TCACACTTCATGATAAGCAGAAGTAATTCCATTATCGGAGGGGACATATOTTAGCAAATCAGGCCAATCTCA
937 TCGACAACAAGCGGGAACTGGAGCAGCATGCGCTAGTTCCATATGCACAGGGCAAGTCGATCCATCAATTGT

1009 TCGAGGAACAAGCAGAGGCTTTTCCAGACCGCGTTGCCATCGTTTTTGAAAACAGGCGGCTTTCGTATCAGG
1081 AGTTGAACAGGAAAGCCAATCAACTGGCAAGAGCCTTGCTCGAAAAAGGGGTGCAAACAGACAGCATCGTCG
1153 GTGTGATGATGGAGAAGTCCATCGAAAATGTCATCGCGATTCTGGCCGTTCTTAAAGCAGGCGGAGCCTATG
1225 TGCCCATCGACATCGAATATCCCCGCGATCGCATCCAATATATTTTGCAGGATAGTCAAACGAAAATCGTGC
1297 TTACCCAAAAAAGCGTCAGCCAGCTCGTGCATGACGTCGGGTACAGCGGAGAGGTAGTTGTACTCGACGAAG
1369 AACAGTTGGACGCTCGCGAGACTGCCAATCTGCACCAGCCCAGCAAGCCTACGGATCTTGCCTATGTCATTT
1441 ACACCTCAGGCACGACAGGCAAGCCAAAAGGCACCATGCTTGAACATAAAGGCATCGCAATTTGCAATCCTT
1513 TTTCCAAAATTCGTTTGGCGTCACCGAGCAAGACAGGATCGGGCTTTTTGCCAGCATGTCGTTCGACGCATC
1585 CGTTTGGGAAATGTTCATGGCTTTGCTGTCTGGCGCCACGTGTACATCCTTCCAAACAGACGATCCATGATT
1657 TCGCTGCATTTGAACACTATTTGAGTGAAAATGAATTGACCATCATCACACTGCCGCCGACTTATTTGACTC
1729 ACCTCACCCCAGAGCGCATCACCTCGCTACGCATCATGATTACGGCAGGATCAGCTTCCTCCGCACCCTTGG
1801 TAAACAAATGGAAAGACAAACTCAGGTACATAAATGCATACGGCCCGACGGAAACGAGCATTTGCGCGACGA
1873 TCTGGGAAGCCCCGTCCAATCAGCTCTCCGTGCAATCGGTTCCGATCGGCAMACCGATTCAAAATACACATA
1945 TTTATATCGTCAATGAAGACTTGCAGCTACTGCCGACTGCGGACGAAGGCGAATTGTGCATCGGCGGAGTCG
2017 GCTTGGCAAGAGGCTATTGGAATCGGCCCGACTTGACCGCAGAAAAATTCGTAGACAATCCGTTCGTACCAG
2089 GCGAAAAAATGTACCGCACAGGTGACTTGGCCAAATGGCTGACGGATGGAACGATCGAGTTTCTCGGCAGAA
2161 TCGACCATCAGGTGAAAATCAGAGGTCATCGCATCGAGCTTGGCGAAATCGAGTCTGTTTTGTTGGCACATG
2233 AACACATCACAGAGGCCGTGGTCATTGCCAGAGAGGATCAACACGCGGGACAGTATTTGTGCGCCTATTATA
2305 TTTCGCAACAAGAAGCAACTCCTGCGCAGCTCAGAGACTACGCCGCCCAGAAGCTTCCGGCTTACATGCTGC
2377 CATCTTATTTCGTCAAGCTGGACAAAATGCCGCTTACGCCAAATGACAAGATCGACCGCAAAGCGTTGCCCG
2449 AGCCTGATCTTACGGCAAACCAAAGCCAGGCTGCCTACCATCCTCCGAGAACCGAGACAGAATCGATTCTCG
2521 TCTCCATCTGGCAAAACGTTTTGGGAATTGAAAAGATCGGGATTCGCGATAATTTTTACTCGCTCGGCGGAG
2593 ATTCGATCCAAGCGATCCAGGTCGTGGCTCGTCTGCATTCCTATCAATTGAAGCTAGAGACGAAAGACTTGC
2665 TGAATTACCCGACGATCGAGCAGGTTGCTCTTTTTGTCAAGAGCACGACGAGAAAAAGCGATCAGGGCATCA
2737 TCGCTGGAAACGTACCGCTTACACCCATTCAGAAGTGGTTTTTCGGGAAAAACTTTACGAATACAGGCCATT
2809 GGAACCAATCGTCTGTGCTCTATCGCCCGGAAGGCTTTGATCCTAAAGTCATCCAAAGTGTCATGGACAAAA
2881 TCATCGAACACCACGACGCCGTCCGCATGGTCTATCAGCACGAAAACGGAAATGTCGTTCAGCACAACCGCG
2953 GCTTGGGTGGACAATTATACGATTTCTTCTCTTATAATCTGACCGCGCAACCAGACGTCCAGCAGGCGATCG
3025 AAGCAGAGACGCAACGTCTGCACAGCAGCATGAATTTGCAGGAAGGACCTCTGGTGAAGGTTGCCTTATTTC
3097 AGACGTTACATGGCGATCATTTCTTTCTCGCAATTCATCATTTGGTCGTGGATGGCATTTCCTGGCGCATTT
3169 TGTTTAAGATTTGGCAACCGGATACGCGCAGGCACTTGCAGGGCAAGCGATCAGTCTGCCCGAAAAAACGGA
3241 TTCTTTTCAAAGCTGGTCACAATGGTTGCAAGAATAATGCGAACGAGGCGGATTTGCTGAGCGAGATTCCGT
3313 ACTGGGAGAGTCTCGAATCGCAAGCAAAAATGTGTCCCTGCCGAAAGACTATGAAGTGACCGACTGCAAAC
3385 AAAAGAGCGTGCGAAACATGCGGATACGGCTGCACCCGGAAGAGACCGAGCAGTTGTTGAAGCACGCCAATC
3457 AGGCCTATCAAACGGAAATCAACGATCTGTTGTTGGCGGCGCTCGGCTTGGCTTTTGCGGAGTGGAGCAAGC
3529 TTGCGAAATCGTCATTCATTTGGAGGGGCACGGGCGCGAGGACATCATCGAACAGGCAAACGGTGGCCAGAA
3601 CGGTCGGATGGTTTACGTCGCAATATCCGGTATTGCTCGACTTGAAGCAAACCGCTCCCTTGTCCGACTATA
3673 TCAAGCTCACCAAAGAGAATATGCGGAAGATTCCTCGTAAAGGGATCGGTTACGACATCTTGAAGCATGTGA
3745 CACTTCCAGAAAATCGCGGTTCCTTATCCTTCCGCGTGCAGCCGGAAGTGACGTTCAACTACTTGGGACAGT
3817 TTGATGCGGACATGAGAACGGAACTGTTTACCCGCTCACCCTACAGCGGCGGCAACACGTTAGGCGCAGATG
3889 GCAAAAACAATCTGAGTCCTGAGTCAGAGGTGTACACCGCTTTGAATATAACCGGATTGATTGAAGGCGGAG
3961 AGCTCGTCCTCACATTCTCTTACAGCTCGGAGCAGTATCGGGAAGAGTCCATCCAGCAATTGAGCCAAAGTT
4033 ATCAkAAGCATCTGCTTGCCATCATCGCGCATTGCACCGAGAAAAAAGAAGTAGAGCGAACGCCCAGCGATT
4105 TCAGCGTCAAAGGTCTCCAAATGGAAGAAATGGACGATATCTTCGAATTGCTTGCAAATACACTGCGCTAAA
4177 CAGATGTTGGCCACCATTTTCAGGGGCAACTGCGTGCTTTCATTCCCATTTTTATACATTTATAACAAATAA
4249 AGATATATCCGAGGTGCCGTAATGAGTGTATTTAGCAAAGAACAAGTTCAGGATATGTATGCGTIGAC
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