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Whole-Exome Sequencing Identifies Mutations in GPR179
Leading to Autosomal-Recessive Complete Congenital
Stationary Night Blindness
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Isabelle Drumare, Susanne Kohl, Tien D. Luu, Odile Lecompte, Eberhart Zrenner, Marie-Elise Lancelot,
Aline Antonio, Aurore Germain, Christelle Michiels, Claire Audier, Mélanie Letexier, Jean-Paul Saraiva,
Bart P. Leroy, Francis L. Munier, Saddek Mohand-Said, Birgit Lorenz, Christoph Friedburg,

Markus Preising, Ulrich Kellner, Agnes B. Renner, Veselina Moskova-Doumanova, Wolfgang Berger,
Bernd Wissinger, Christian P. Hamel, Daniel F. Schorderet, Elfride De Baere, Dror Sharon, Eyal Banin,
Samuel G. Jacobson, Dominique Bonneau, Xavier Zanlonghi, Guylene Le Meur, Ingele Casteels,
Robert Koenekoop, Vernon W. Long, Francoise Meire, Katrina Prescott, Thomy de Ravel, Ian Simmons,
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José-Alain Sahel, Shomi S. Bhattacharya, and Christina Zeitz*

(The American Journal of Human Genetics 90, 321-330; February 10, 2012)

In the original version of this report, which describes GPR179 mutations in patients with complete congenital stationary
night blindness, we applied an antibody against human GPR179 to mouse retinal sections and concluded that GPR179
was localized to horizontal cells and Miiller cell endfeet (Figure 4). We have since discovered that this use of the antibody
does not result in specific labeling. Our recent results support the conclusion of the parallel study of Peachey et al.,!
which concluded that GPR179 is expressed in retinal bipolar cells.
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GPSM2 Mutations Cause the Brain Malformations
and Hearing Loss in Chudley-McCullough Syndrome
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This paper incorrectly described two mutations in GPSM2: (1) c.1471delG should have been c.1473delG; and (2)
c.741delC should have been c.742delC. The authors regret these errors.
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