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The 2 Bombyx actin genes Al and A2 have been isolated from a genomic libra-
ry and very probably code for muscle actins (1). We present here the complete

nucleotide sequence of their coding region determined according to the method
of Sanger (2). They do not contain any intron, contrary to another Bombyx ac-

tin gene(1l). The coding region of these 2 genes presents a 393 homology at the
nucleotide sequence level: there are 109 silent changes among the 124 nucleo-
tides differing between the 2 genes. The deduced amino acid sequences are ve-

ry similar (98% homology): the 8 varying amino acid residues are located in po-
sition 5(Ala),6(Gly),43(val),103(Ile),129(Cys),228(Gln),298(Leu) and 359(Gln).
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tide sequence of the gene Al,and the 4th line to the nucleotide sequence of

to the deduced amino acid sequence of the gene Al, the 3rd line to the nucleo-
the gene A2 but only the changes are indicated.

Figure legend: The first line corresponds to the codon number, the 2nd line
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