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SOURCE/DESCRIPTION:
Recovered from the library of Lawn et al. cloned into TrAN7.
900 bp HindIII/EcoRl insert.

POLYMORPHISM:
BstXI allele 1:2.7kb; allele 2:2.3kb. Others for PstI (4.3 and 3.0);
MboI (550bp and 450bp) and BclI (3.0 and 1.8, 1.2) are in disequilibrium
with BstXI polymorphism. There are no constant bands.
FREQUENCY:
BstXI polymorphism: Allele 1, 0.3; Allele 2, 0.7 based on 34
chromosomes.

NOT POLYMORPHIC FOR:
ApaI, BamHI, BanII, BgII, BglII, EcoRI, EcoRV, HaeII, HincII, Hinfl,
HindIII, KpnI, MspI, NciI, PvuII, RsaI, Sau96A, StyI, TaqI,
XbaI, XmnI
CHROMOSOMAL LOCALISATION:
5q by somatic cell hybrids, provisionally 5ql4-5q32.

MENDELIAN INHERITANCE:

Yes, based on 3 single child families.

PROBE AVAILABILITY:

Freely available.
OTHER COMMENTS: Gel conditions: BstXI and BclI -90V in 0.8% agarose
All 16 hours in TBE MboI -50V in 1.2% agarosePstI -70V in 0.8% agarose
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