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A better understanding of the factors that govern individual cell lifespan and the replicative capacity of

cells (i.e. Hayflick’s limit) is important for addressing disease progression and ageing. Estimates of cell

lifespan in vivo and the replicative capacity of cell lines in culture vary substantially both within and

across species, but the underlying reasons for this variability remain unclear. Here, we address this

issue by presenting a quantitative model of cell lifespan and cell replicative capacity. The model is

based on the relationship between cell mortality and metabolic rate, which is supported with data for

different cell types from ectotherms and endotherms. These data indicate that much of the observed vari-

ation in cell lifespan and cell replicative capacity is explained by differences in cellular metabolic rate, and

thus by the three primary factors that control metabolic rate: organism size, organism temperature and

cell size. Individual cell lifespan increases as a power law with both body mass and cell mass, and

decreases exponentially with increasing temperature. The replicative capacity of cells also increases

with body mass, but is independent of temperature. These results provide a point of departure for

future comparative studies of cell lifespan and replicative capacity in the laboratory and in the field.
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1. INTRODUCTION
The processes governing the birth and death of cells are

fundamental to survival, growth and reproduction in

multi-cellular organisms [1]. These processes have a

major impact on both the progression of disease and the

decline in health and performance with age [2,3]. Thus,

a better understanding of the processes that govern cell

birth and death is important for addressing a multitude

of public health challenges [4,5].

To date, a great deal of research in this area has focused

on examining the lifespan of individual cells in vivo, or the

replicative lifespan of cell lines in culture, but no clear pic-

ture has emerged regarding the factors that control cell

birth or death rates. Substantial heterogeneity has been

observed for both cell lifespan and the replicative lifespan

of cell lines. In vivo, individual cell lifespan varies from

hours to years both across different cell types within a

species [6] and for the same cell type across species [7,8].

Also, it is not at all clear how the processes thought to con-

trol cell death (e.g. apoptosis, accrual of cellular damage)

may act to explain these vast differences in times [9]. In cul-

ture, the replicative capacity of cell lines (i.e. the number of

mitotic events in the lifetime of a dividing cell), known as

Hayflick’s limit [10], is also unpredictable [1]. While

most human cell lines have a finite replicative capacity,

under certain conditions the capacity of lines from other

species appear to be immortal [11].
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However, in recent years, some intriguing observations

on cell lifespan and cell replicative capacity have emerged

that hint at the underlying causes of the heterogeneity in

these measures. Across species, for a given cell type, both

cell lifespan and cell replicative capacity have been shown

to correlate strongly with body size and lifespan in

mammals [12,13]. Within species, both have been

shown to correlate with factors, such as donor age (i.e.

age of subject at time of cell harvest [14]). Given the

well-established relationships between metabolism, life-

span, temperature and body size, this has raised

questions about the possible role of metabolism in

controlling cell death rates [15,16]. In particular, the

free radical theory of ageing [17] is often cited as a poss-

ible explanation for these observations [18–22]. Still, the

processes that underlie these patterns remain unclear, in

part because non-mammals (e.g. ectotherms) do not

appear to conform to otherwise general patterns [23].

Here we develop and test a model that aims to explain

heterogeneity in individual cell lifespan and the replicative

capacity of cells for both ectotherms and endotherms. The

model is based on a hypothesis regarding the relationship

between the rate at which a cell uses energy (i.e. cellular

metabolic rate) and the lifespan of cells or cell lines. We

begin by deriving the relationship between cellular meta-

bolic rate, organismal size, organismal temperature and

individual cell size. We then relate cell lifespan and the

replicative capacity of cells to cellular metabolic rate. The

quantitative model yields a series of first-order predictions

regarding how cell lifespan and cell replicative capacity

should vary with cell size, organism size and organism

temperature both within and across species.
This journal is q 2012 The Royal Society
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We evaluate these predictions by performing broad-

scale comparative analyses of cell lifespan and cell

replicative capacity using data from a diversity of

ectotherms and endotherms. Together, the model and

analyses provide a step towards a more synthetic under-

standing of the factors that govern the birth and death

of cells in multi-cellular organisms.
2. MODEL DEVELOPMENT AND PREDICTIONS
(a) Cellular metabolic rate

We first consider the metabolic rate of a single cell as a

function of three factors: organism body mass, organism

temperature and cell mass. With respect to the first two,

previous work has shown that the mass-specific metabolic

rate of an organism (B/M) can be described as a function

of organism mass (M) and body temperature (T ) as

B

M
¼ b0e�E=kT M�1=4; ð2:1Þ

where b0 is a normalization constant in units of power/mass3/4

[24]. Equation (2.1) describes how the metabolic rate of

a given mass of tissue varies as a power law with body mass

(M21/4) and exponentially (e2E/kT) with temperature.

The temperature term is defined such that E represents the

average activation energy of the respiratory complex, k

is Boltzmann’s constant (1.381 � 10223 J K21, or 8.62 �
1025eV K21) and T is absolute temperature in Kelvin (K).

We then extend equation (2.1) to describe the metabolic

rate for a single cell (Bc) with mass mc as

Bc ¼
B

M
�mc;

or in terms of body size and temperature as

Bc ¼ aie
�E=kT M�1=4m2=3

c : ð2:2Þ

Equation (2.2) is derived from equation (2.1) by

assuming the normalization constant b0 decreases with

increasing cell size as b0 ¼ aim
�1=3
c ; where ai may vary

depending on cell type, i. This assumption is based on

the observation that the mass-specific metabolic rate of

individual cells is limited by diffusion across available sur-

face area such that cellular metabolic rate increases with

cell mass as mc
2/3 [25–29].

(b) Cell lifespan

To address cell lifespan, we begin with equation (2.1),

which has been used previously to predict the lifespan

of species under the simplifying assumption that the life-

time mass-specific energy use of a species is constant

[30]. This assumption, which follows from Pearl’s ‘rate

of living’ hypothesis and the work of others [31,32],

implies that whole organism lifespan (LSo) is inversely

proportional to mass-specific metabolic rate such that

LSo /
M

B
¼ 1

b0M1=4eE=kT
: ð2:3Þ

Data from diverse invertebrate and vertebrate animals,

as well as plants, are consistent with equation (2.3) [30].

These data support the two main predictions from

equation (2.3), namely that on average (i) the lifespan

of species increases by about 2.5-fold for every 108C
decrease in temperature, and (ii) lifespan increases
Proc. R. Soc. B (2012)
about one order of magnitude for every four orders of

magnitude increase in body mass. We can apply equation

(2.3) to address cell lifespan in vivo by assuming that the

rate of living theory applies not only to whole organisms,

but also to individual cells. As such, the lifespan of a cell is

related to body size, metabolic rate, temperature and cell

size as

LSc /
mc

Bc

¼ a�1
i M1=4eE=kT m1=3

c : ð2:4Þ

(c) Cell replicative capacity

To address cell replicative capacity, we use equation (2.2)

and add three additional simplifying assumptions. First,

we assume that cellular metabolic rate in culture is inde-

pendent of species’ body size, but that it shows the cell

size and temperature dependence described by equation

(2.2) (i.e. Bc/ mc
2/3 e2E/kT). Second, we assume that the

cell cycle time of cells in culture (G) is inversely pro-

portional to mass-specific cellular metabolic rate such

that G / 1/(mc
21/3 e2E/kT) [33]. Third, we assume that

the replicative age of a cell line (t), defined as the total

time from birth to senescence of cells in culture, scales

with body mass and temperature as t / M1/4 eE/kT mc
1/3.

In other words, we assume that, unlike the metabolic

rate of cells in culture [34], the replicative age of a cell

line is fixed for a given cell size, based on the body mass

of the species from which it originated. This latter assump-

tion, while perhaps not intuitive, is supported by recent

data from mammalian fibroblasts [13]. However, replica-

tive age is still expected to be temperature-dependent

given the effects of temperature on biochemical kinetics

as described by equation (2.2). Together, these assump-

tions imply that the replicative capacity of a cell line (N)

can be described by the following formula:

N ¼ t

G

/
M1=4eE=kT m

1=3
c

1=ðm�1=3
c e�E=kT Þ

/M1=4;

ð2:5Þ

where t is replicative age and G is cell cycle time.

(d) Model predictions

Equations (2.3)–(2.5) provide four testable predictions

regarding cell lifespan in vivo and cell replicative capacity

in culture based on their proposed relationships to cellular

metabolic rate. First, equation (2.3) predicts that the

natural logarithm of temperature-corrected cell lifespan

should scale linearly with the natural logarithm of body

mass raised to the one-fourth power. Second, equation

(2.3) predicts that the natural logarithm of body mass-

corrected cell lifespan should be a linear function of

inverse absolute temperature with a slope of 0.65.

Third, equation (2.4) predicts that, after normalizing

for differences in body mass and temperature, the natural

logarithm of cell lifespan should increase linearly with the

natural logarithm of cell mass raised to the one-third

power. Finally, equation (2.5) predicts that the natural

logarithm of cell replicative capacity should scale linearly

with the natural logarithm of body mass raised to the

one-quarter power.
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Figure 1. The body mass and temperature dependence of red blood cell lifespan in vivo. (a) The natural logarithm of
temperature-corrected red blood cell lifespan versus the natural logarithm of body mass. (b) The natural logarithm of mass-

corrected red blood cell lifespan versus inverse absolute temperature. Plots were body mass- and temperature-corrected based
on equation (2.3). Circles, mammals; triangles, birds; plus symbols, reptiles; cross symbols, amphibians; squares, fishes.
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3. MATERIAL AND METHODS
We evaluated the body mass and temperature dependence of

cell lifespan in vivo (predictions 1 and 2) using published

data on average red blood cell lifespan, as this is the most com-

monly measured cell type. In most studies, average lifespan

was reported as the time at which 50 per cent of labelled

cells had expired, or the mean of all measures. In cases

where only maximum lifespan was reported, we converted

maximum lifespan to average lifespan by multiplying by

ln(2), assuming exponential mortality. This dataset consisted

of 49 species ranging in size from 7.0 � 1023 kg (Taricha

granulosa) to 486 kg (Equus caballus), and in temperature

from 128C (Oncorhynchus mykiss) to 43.58C (Passer domesticus;

electronic supplementary material, appendix S1). The dataset

included 21 mammal, seven bird, three reptile, five fish and

three amphibian species. Adult body sizes for this and all sub-

sequent analyses were taken from the study or, when not

reported, from an independent source. Temperatures were

estimated based on the average environmental temperature

cited in the study for ectotherms, and on published estimates

of body temperature for endotherms.

We evaluated model predictions on the cell size depen-

dence of cell lifespan (prediction 3) by combining the red

blood cell data for which we had cell sizes with additional

data for different cell types with greater variation in size

and lifespan. While in vivo estimates of cell lifespan for

other cell types were limited, we collected all available data

(to the best of our knowledge) in which modern labelling

methods were used. This dataset was composed of several

different cell types, which varied in size by over three

orders of magnitude. Cell mass was calculated from estimates

of cell volume by assuming the density of water. Cell

volumes, when not reported, were estimated based on the

linear dimension(s) reported assuming that cells are spherical

or spheroid in shape.

Finally, we tested the predictions regarding cell replicative

capacity by compiling all available estimates, to the best of

our knowledge, from both ectotherms and endotherms.

The dataset of 18 species, which consisted of endotherms

and ectotherms, was largely composed of muscle cells that

were harvested from adults. All model predictions were eval-

uated by performing ordinary least-squares regression in R.
Proc. R. Soc. B (2012)
4. RESULTS AND DISCUSSION
The predicted relationships between red blood cell life-

span, body mass and temperature were largely supported

by the data. The natural logarithm of temperature-

corrected cell lifespan was linearly related to the natural

logarithm of body mass with a slope of 0.17 (figure 1a;

95% CI: 0.13–0.22; n ¼ 49; r2 ¼ 0.58; p , 0.0001),

though the slope was significantly different from the pre-

dicted slope of one-quarter. Consistent with prediction 2,

the natural logarithm of mass-corrected cell lifespan was

negatively related to inverse absolute temperature, with a

slope of 0.71 (figure 1b; 95% CI: 0.57–0.86; n ¼ 49;

r2 ¼ 0.67; p , 0.0001), which was not significantly differ-

ent than the predicted value of 0.65. This indicates that,

all else being equal, cell lifespan decreases about 2.5-fold

for every 108C increase in body temperature.

The predicted relationship of cell lifespan with cell

mass was also supported by the data. Consistent with

prediction 3, the natural logarithm of body mass- and

temperature-corrected cell lifespan was linearly related

to cell mass, with a slope of 0.34 (figure 2; 95% CI:

0.26–0.42; n ¼ 52; r2 ¼ 0.58; p , 0.0001), which was

statistically indistinguishable from the predicted value of

one-third. The lifespan of the human neutrophil was an

outlier, perhaps due to the greater free radical production

in this cell type [35], though it had little effect on the

observed slope. Note, too, that no relationship with cell

size was observed among red blood cells alone—perhaps

due in part to the relatively limited range of red blood

cell sizes.

Finally, the predicted relationship between cell replica-

tive capacity and organism mass was supported by the

data. Consistent with prediction 4, the natural logarithm

of cell replicative capacity was linearly related to the natu-

ral logarithm of body mass with a slope of 0.18 (figure 3;

95% CI: 0.10–0.26; n ¼ 19; r2 ¼ 0.52; p , 0.001),

a value that was statistically indistinguishable from the

predicted value of 0.25.

Overall, the results presented in figures 1–3 point to a

primary role of cell metabolic rate in controlling cell life-

span and replicative capacity. This control is almost

certainly indirect, through the effects of metabolic rate
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on rates of apoptosis and/or free radical production and

telomere length. Previous work has shown that organisms

with higher metabolic rates incur higher rates of cell

damage [36–40].

While a primary role for metabolic rate has long been

proposed to control cell lifespan, less appreciated is what

this implies about the relationship between cell lifespan

and the factors that govern cellular metabolic rate, par-

ticularly body temperature and cell size. Our results

indicate that, all else being equal, cell lifespan decreases

about 2.5-fold for every 108C increase in body tempera-

ture. This temperature dependence appears to explain

the considerable differences in red blood cell lifespan

between ectotherms and endotherms. Our results also

indicate that there is a nonlinear dependence of cell life-

span on cell size, as shown in figure 2. This appears to

explain why certain cells in humans, such as hepatocytes
Proc. R. Soc. B (2012)
and neurons, live much longer than other cell types that are

smaller, such as lymphocytes. These results also suggest

that the lifetime energy budget of a cell is roughly constant,

much as for whole organisms. In other words, Pearl’s rate

of living hypothesis may apply to individual cells in vivo.

This does not, however, appear to be the case for cells in

culture. Instead, the model and data suggest that cell repli-

cative capacity and metabolic rate are independent of one

another in culture—cell replicative capacity maintains

body size dependence, whereas cell metabolic rate does

not.

Still, while the proposed model and results are generally

in agreement, further research is clearly needed on this

topic. It remains unclear how generally applicable this

model is to the large variety of cell types that are present

in vertebrates given available data. For example, multi-

nucleated cells, such as those found in muscles, may

deviate from model predictions. Moreover, our analysis

was largely based on red blood cells, which are

non-dividing cells, and enucleated in the case of mammals.

Nevertheless, the theory and data presented here pro-

vide a point of departure for more comparative analyses

on cell lifespan and cell replicative capacity. Our hope is

that the deliberately simplified models presented here

could be fruitfully combined with comparative work on

the relevant cellular-level mechanisms to develop a truly

general theory of the lifespan of cells and cell lines.
We thank R. G. Milian, a reference librarian at the University
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7 Vácha, J. & Znojil, V. 1981 The allometric dependence of
the life span of erythrocytes on body weight in mammals.
Comp. Biochem. Physiol. A Physiol. 69, 357–362. (doi:10.
1016/0300-9629(81)92990-X)

8 Dingli, D., Traulsen, A. & Pacheco, J. M. 2008 Dynamics
of haemopoiesis across mammals. Proc. R. Soc. B 275,
2389–2392. (doi:10.1098/rspb.2008.0506)

9 Pellettieri, J. & Sanchez Alvarado, A. 2007 Cell turnover
and adult tissue homeostasis: from humans to planarians.

Annu. Rev. Genet. 41, 83–105. (doi:10.1146/annurev.
genet.41.110306.130244)

10 Hayflick, L. & Moorehead, P. S. 1961 The serial cultiva-
tion of human diploid cell strains. Exp. Cell Res. 25,
585–621. (doi:10.1016/0014-4827(61)90192-6)

http://dx.doi.org/10.1016/S0047-6374(97)00067-5
http://dx.doi.org/10.1016/S0047-6374(97)00067-5
http://dx.doi.org/10.1002/(SICI)1521-1878(199812)20:12%3C985::AID-BIES4%3E3.3.CO;2-1
http://dx.doi.org/10.1002/(SICI)1521-1878(199812)20:12%3C985::AID-BIES4%3E3.3.CO;2-1
http://dx.doi.org/10.1002/(SICI)1521-1878(199812)20:12%3C985::AID-BIES4%3E3.3.CO;2-1
http://dx.doi.org/10.1002/(SICI)1521-1878(199812)20:12%3C985::AID-BIES4%3E3.3.CO;2-1
http://dx.doi.org/10.1002/(SICI)1521-1878(199812)20:12%3C985::AID-BIES4%3E3.3.CO;2-1
http://dx.doi.org/10.1002/(SICI)1521-1878(199812)20:12%3C985::AID-BIES4%3E3.3.CO;2-1
http://dx.doi.org/10.1002/(SICI)1521-1878(199812)20:12%3C985::AID-BIES4%3E3.3.CO;2-1
http://dx.doi.org/10.1016/j.arr.2010.10.002
http://dx.doi.org/10.1016/j.arr.2010.10.002
http://dx.doi.org/10.2174/157339407780126629
http://dx.doi.org/10.1016/j.cell.2007.07.003
http://dx.doi.org/10.1016/j.cell.2005.04.028
http://dx.doi.org/10.1016/j.cell.2005.04.028
http://dx.doi.org/10.1016/0300-9629(81)92990-X
http://dx.doi.org/10.1016/0300-9629(81)92990-X
http://dx.doi.org/10.1098/rspb.2008.0506
http://dx.doi.org/10.1146/annurev.genet.41.110306.130244
http://dx.doi.org/10.1146/annurev.genet.41.110306.130244
http://dx.doi.org/10.1016/0014-4827(61)90192-6


3980 J. F. Gillooly et al. Lifespan of cells and cell lines
11 Parrinello, S., Samper, E., Krtolica, A., Goldstein, J.,
Melov, S. & Campisi, J. 2003 Oxygen sensitivity
severely limits the replicative lifespan of murine fibro-

blasts. Nat. Cell Biol. 5, 741–747. (doi:10.1038/
ncb1024)

12 Rohme, D. 1981 Evidence for a relationship between
longevity of mammalian species and life spans of
normal fibroblasts in vitro and erythrocytes in vivo. Proc.
Natl Acad. Sci. USA 78, 5009–5013. (doi:10.1073/
pnas.78.8.5009)

13 Lorenzini, A., Tresini, M., Austad, S. N. & Cristofalo,
V. J. 2005 Cellular replicative capacity correlates primar-

ily with species body mass not longevity. Mech.
Ageing Dev. 126, 1130–1133. (doi:10.1016/j.mad.2005.
05.004)

14 Allsopp, R. C., Vaziri, H., Patterson, C., Goldstein, S.,
Younglai, E. V., Futcher, A. B., Greidert, C. W. &

Harley, C. B. 1992 Telomere length predicts replicative
capacity of human fibroblasts. Proc. Natl Acad. Sci. USA
89, 10 114–10 118. (doi:10.1073/pnas.89.21.10114)

15 Finkel, T. & Holbrook, N. J. 2000 Oxidants,
oxidative stress and the biology of ageing. Nature 408,

238–247. (doi:10.1038/35041687)
16 Plas, D. R. & Thompson, C. B. 2002 Cell metabolism

in the regulation of programmed cell death. Trends
Endocrinol. Metab. 13, 75–78. (doi:10.1016/S1043-
2760(01)00528-8)

17 Harman, D. 1981 The aging process. Proc. Natl
Acad. Sci. USA 78, 7124–7128. (doi:10.1073/pnas.78.
11.7124)

18 Perez-Campo, R., Lopez-Torres, M., Cadenas, S., Rojas,

C. & Barja, G. 1998 The rate of free radical production
as a determinant of the rate of aging: evidence from the
comparative approach. J. Comp. Physiol. B 168,
149–158. (doi:10.1007/s003600050131)

19 Bokov, A., Chaudhuri, A. & Richardson, A. 2004 The role

of oxidative damage and stress in aging. Mech. Ageing Dev.
125, 811–826. (doi:10.1016/j.mad.2004.07.009)

20 Balaban, R., Nemoto, S. & Finkel, T. 2005 Mitochon-
dria, oxidants, and aging. Cell 120, 483–495. (doi:10.
1016/j.cell.2005.02.001)

21 Lu, T. & Finkel, T. 2008 Free radicals and senescence.
Exp. Cell Res. 314, 1918–1922. (doi:10.1016/j.yexcr.
2008.01.011)

22 Robb, E. L., Page, M. M. & Stuart, J. A. 2009 Mitochon-
dria, cellular stress resistance, somatic cell depletion and

lifespan. Curr. Aging Sci. 2, 12–27. (doi:10.2174/
1874609810902010012)

23 Claver, J. A. & Quaglia, A. I. E. 2009 Comparative
morphology, development, and function of blood cells

in nonmammalian vertebrates. J. Exot. Pet Med. 18,
87–97. (doi:10.1053/j.jepm.2009.04.006)

24 Gillooly, J. F., Brown, J. H., West, G. B., Savage, V. M. &
Charnov, E. L. 2001 Effects of size and temperature on
metabolic rate. Science 293, 2248–2251. (doi:10.1126/

science.1061967)
25 Holland, R. A. B. & Forster, R. E. 1966 The effect of size

of red cells on the kinetics of their oxygen uptake. J. Gen.
Physiol. 49, 727–742. (doi:10.1085/jgp.49.4.727)
Proc. R. Soc. B (2012)
26 Jones, D. A. 1979 The importance of surface area/volume
ratio to the rate of oxygen uptake by red cells. J. Gen.
Physiol. 74, 643–646. (doi:10.1085/jgp.74.5.643)

27 Yamaguchi, K., Jurgens, K. D., Bartels, H. & Piiper, J. 1987
Oxygen transfer properties anddimensions of red blood cells
in high-altitude camelids, dromedary camel and goat.
J. Comp. Physiol. B 157, 1–9. (doi:10.1007/BF00702722)

28 Hook, C., Yamaguchi, K., Scheid, P. & Piiper, J. 1988

Oxygen transfer of red blood cells: experimental data
and model analysis. Respir. Physiol. 72, 65–82. (doi:10.
1016/0034-5687(88)90080-1)

29 Chakraborty, S., Balakotaiah, V. & Bidani, A. 2004 Dif-

fusing capacity reexamined: relative roles of diffusion
and chemical reaction in red cell uptake of O2, CO,
CO2, and NO. J. Appl. Physiol. 97, 2284–2302.
(doi:10.1152/japplphysiol.00469.2004)

30 McCoy, M. W. & Gillooly, J. F. 2008 Predicting natural

mortality rates in plants and animals. Ecol. Lett. 11,
710–716. (doi:10.1111/j.1461-0248.2008.01190.x)

31 Rubner, M. 1908 Das Problem det Lebensdaur und seiner
beziehunger zum Wachstum und Ernarnhung. Munich,
Germany: Oldenberg.

32 Pearl, R. 1928 The rate of living. London, UK: University
of London Press.

33 Savage, V. M., Allen, A. P., Brown, J. H., Gillooly, J. F.,
Herman, A. B., Woodruff, W. H. & West, G. B. 2007
Scaling of number, size, and metabolic rate of cells with

body size in mammals. Proc. Natl Acad. Sci. USA 104,
4718–4723. (doi:10.1073/pnas.0611235104)

34 Brown, M. F., Gratton, T. P. & Stuart, J. A. 2007 Meta-
bolic rate does not scale with body mass in cultured

mammalian cells. Am. J. Physiol. Regul. Physiol. 292,
R2115–R2121. (doi:10.1152/ajpregu.00568.2006)

35 Britigan, B., Cohen, M. & Rosen, G. 1987 Detection of
the production of oxygen-centered free radicals by
human neutrophils using spin trapping techniques: a

critical perspective. J. Leukoc. Biol. 41, 349–362.
36 Sohal, R. S., Svensson, I., Sohal, B. H. & Brunk, U. T.

1989 Superoxide anion radical production in different
animal species. Mech. Ageing Dev. 49, 129–135.
(doi:10.1016/0047-6374(89)90096-1)

37 Ku, H. H., Brunk, U. T. & Sohal, R. S. 1993 Relation-
ship between mitochondrial superoxide and hydrogen
peroxide production and longevity of mammalian
species. Free Radic. Biol. Med. 15, 621–627. (doi:10.
1016/0891-5849(93)90165-Q)

38 Kapahi, P., Boulton, M. E. & Kirkwood, T. B. L. 1999
Positive correlation between mammalian life span and
cellular resistance to stress. Free Radic. Biol. Med. 26,
495–500. (doi:10.1016/S0891-5849(98)00323-2)

39 Wright, A. F., Jacobson, S. G., Cideciyan, A.V., Roman,
A. J., Shu, X., Vlachantoni, D., McInnes, R. R. &
Riemersma, R. A. 2004 Lifespan and mitochondrial
control of neurodegeneration. Nat. Genet. 36, 1153–
1158. (doi:10.1038/ng1448)

40 Atanasov, A. T. 2005 The linear allometric relationship
between total metabolic energy per life span and body
mass of poikilothermic animals. Biosystems 82,
137–142. (doi:10.1016/j.biosystems.2005.06.006)

http://dx.doi.org/10.1038/ncb1024
http://dx.doi.org/10.1038/ncb1024
http://dx.doi.org/10.1073/pnas.78.8.5009
http://dx.doi.org/10.1073/pnas.78.8.5009
http://dx.doi.org/10.1016/j.mad.2005.05.004
http://dx.doi.org/10.1016/j.mad.2005.05.004
http://dx.doi.org/10.1073/pnas.89.21.10114
http://dx.doi.org/10.1038/35041687
http://dx.doi.org/10.1016/S1043-2760(01)00528-8
http://dx.doi.org/10.1016/S1043-2760(01)00528-8
http://dx.doi.org/10.1073/pnas.78.11.7124
http://dx.doi.org/10.1073/pnas.78.11.7124
http://dx.doi.org/10.1007/s003600050131
http://dx.doi.org/10.1016/j.mad.2004.07.009
http://dx.doi.org/10.1016/j.cell.2005.02.001
http://dx.doi.org/10.1016/j.cell.2005.02.001
http://dx.doi.org/10.1016/j.yexcr.2008.01.011
http://dx.doi.org/10.1016/j.yexcr.2008.01.011
http://dx.doi.org/10.2174/1874609810902010012
http://dx.doi.org/10.2174/1874609810902010012
http://dx.doi.org/10.1053/j.jepm.2009.04.006
http://dx.doi.org/10.1126/science.1061967
http://dx.doi.org/10.1126/science.1061967
http://dx.doi.org/10.1085/jgp.49.4.727
http://dx.doi.org/10.1085/jgp.74.5.643
http://dx.doi.org/10.1007/BF00702722
http://dx.doi.org/10.1016/0034-5687(88)90080-1
http://dx.doi.org/10.1016/0034-5687(88)90080-1
http://dx.doi.org/10.1152/japplphysiol.00469.2004
http://dx.doi.org/10.1111/j.1461-0248.2008.01190.x
http://dx.doi.org/10.1073/pnas.0611235104
http://dx.doi.org/10.1152/ajpregu.00568.2006
http://dx.doi.org/10.1016/0047-6374(89)90096-1
http://dx.doi.org/10.1016/0891-5849(93)90165-Q
http://dx.doi.org/10.1016/0891-5849(93)90165-Q
http://dx.doi.org/10.1016/S0891-5849(98)00323-2
http://dx.doi.org/10.1038/ng1448
http://dx.doi.org/10.1016/j.biosystems.2005.06.006

	Explaining differences in the lifespan and replicative capacity of cells: a general model and comparative analysis of vertebrates
	Introduction
	Model development and predictions
	Cellular metabolic rate
	Cell lifespan
	Cell replicative capacity
	Model predictions

	Material and methods
	Results and discussion
	We thank R. G. Milian, a reference librarian at the University of Florida, for assistance with the collection of cell size data.
	References


