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Abstract
Protein inclusion is a prominent feature of neurodegenerative diseases including frontotemporal
lobar degeneration (FTLD) that is characterized by the presence of ubiquitinated TDP-43
inclusion. Presence of protein inclusions indicates an interruption to protein degradation
machinery or the overload of misfolded proteins. In response to the increase in misfolded proteins,
cells usually initiate a mechanism called unfolded protein response (UPR) to reduce misfolded
proteins in the lumen of endoplasmic reticules. Here we examined the effects of mutant TDP-43
on the UPR in transgenic rats that express mutant human TDP-43 restrictedly in the neurons of the
forebrain. Overexpression of mutant TDP-43 in rats caused prominent aggregation of ubiquitin
and remarkable fragmentation of Golgi complexes prior to neuronal loss. While ubiquitin
aggregates and Golgi fragments were accumulating, neurons expressing mutant TDP-43 failed to
upregulate chaperones residing in the endoplasmic reticules and failed to initiate the UPR. Prior to
ubiquitin aggregation and Golgi fragmentation, neurons were depleted of X-box binding protein 1
(XBP1), a key player of UPR machinery. While it remains to determine how mutation of TDP-43
leads to the failure of the UPR, our data demonstrate that failure of the UPR is implicated in
TDP-43 pathogenesis.
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Introduction
Frontotemporal lobar degeneration (FTLD) is a common cause of pre-senile dementia. A
subset of FTLD is defined by presence of ubiquitin-positive inclusions in affected cells
(Neumann et al., 2006). While mutation of Tar DNA binding protein 43 (TDP-43) is
causative of familial FTLD and amyotrophic lateral sclerosis (ALS) (Kabashi et al., 2008,
Rutherford et al., 2008, Sreedharan et al., 2008), wildtype TDP-43 protein is hyper-
phosphorylated, ubiquitinated, and aggregated in the cytoplasm and nuclei of affected cells
in sporadic FTLD and ALS (Neumann et al., 2006). The intermediates of protein aggregates
are considered cytotoxic (Bucciantini et al., 2002, Walsh et al., 2002), but long fibrils of
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protein aggregates might be bystanders (Walsh et al., 2002). In FTLD, it is not known how
ubiquitin inclusions are developed in response to disease factors such as mutant TDP-43.

Presence of ubiquitin inclusions is indicative of the overload of ubiquitin-proteasome
degradation system and also is suggestive of the accumulation of inappropriately folded
proteins inside the cells (Ito and Suzuki, 2009). In response to the increase in unfolded or
misfolded proteins, cells initiate a mechanism called unfolded protein response (UPR) to
reduce misfolded proteins in the lumen of endoplasmic reticules (ER) (Ito and Suzuki, 2009,
Lowe, 2011). Three classes of transducer proteins are known to mediate UPR pathway and
these transducers include inositol-requiring protein 1 (IRE1), activating transcription factor
6 (ATF6), and PKR-related ER kinase (Tudor et al.) (Tudor et al., Lowe, 2011). The
transducer proteins recognize misfolded protein as a common input, but their output signals
are different. While IRE1 activates the splicing of X-box binding protein 1 (XBP1) mRNA,
activated ATF6 promotes the transcription of XBP1 mRNA (Yoshida et al., 2001).
Unspliced XBP1 mRNA (XBP1u) undergoes an unusual process of splicing that is promoted
by IRE1 on the surface of ER and only the protein products of spliced XBP1 (XBP1s)
mRNA gain transcriptional activities (Yoshida et al., 2001). XBP1s upregulates the
expression of ER chaperone proteins to reduce misfolded or unfolded proteins in the ER
lumen and thus to protect cells against the toxicity of misfolded proteins (Casas-Tinto et al.,
2011). When cell-protective UPR is compromised, cells may suffer from the accumulation
of misfolded or unfolded proteins, of which some proteins may be ubiquitinated and
designated for degradation (Casas-Tinto et al., 2011). It is not known how UPR machinery
responds to mutation or alteration in TDP-43.

TDP-43 is a ribonucleoprotein able to bind DNA and RNA molecules (Polymenidou et al.,
2011, Sephton et al., 2011, Tollervey et al., 2011). TDP-43 regulates thousands of genes by
affecting RNA splicing and stability (Buratti et al., 2001, Polymenidou et al., 2011, Sephton
et al., 2011, Tollervey et al., 2011). TDP-43 tunes its own expression through affecting its
RNA stability (Ayala et al., 2011, Cohen et al., 2011, Igaz et al., 2011). Mutation of TDP-43
may lead to alteration in UPR machinery in affected neurons. Here we examined the effects
of mutant TDP-43 on UPR machinery in transgenic rats expressing mutant TDP-43.
Overexpression of mutant TDP-43 in neurons caused progressive loss of neurons and
memory that was preceded by abundant formation of ubiquitin aggregates and by
remarkable fragmentation of Golgi apparatuses. While ubiquitinated proteins were
accumulating, the three UPR transducers including PERK, ATF6, and IRE1 were not
upregulated in the neurons. In neurons expressing mutant TDP-43, both spliced and
unspliced XBP1 proteins were depleted and ER chaperone proteins were not upregulated
throughout the disease courses in transgenic rats. Overexpression of mutant TDP-43 in rats
led to UPR repression and XBP1 depletion.

Material and Methods
Ethics statement

Animal utility followed NIH guidelines and was approved by the Institutional Animal Care
and Use Committees (IACUC) at Thomas Jefferson University.

Animal experiments
Creation of TRE-TDP-43M337V and Camk2α-tTA transgenic rats was reported (Zhou et al.,
2010, Huang et al., 2012a, Huang et al., 2012b). TRE-TDP-43M337V and Camk2α-tTA
transgenic rats were bred to double hemizygote and transgenic offspring was identified by
PCR analysis of rat’s tail DNA as described previously (Huang et al., 2012a, Huang et al.,
2012b). All transgenic rats were maintained on Sprague-Dawley genomic background. Rat’s
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spatial learning and memory were examined with a Barnes Maze (Med Associates) as
described previously (Huang et al., 2011). Mutant TDP-43 transgenic rats were trained to
locate escaping hole on a Barnes maze three times per day, for three consecutive days. After
three training sections, rats were examined of spatial memory once per week for determining
the progression of disease phenotypes. Disease onset was defined as the unrecoverable
increase in time spent to locate escaping hole in a Barnes maze and disease end-stage was
defined as the inability to locate escaping hole in a Barnes maze within 60 seconds.

TDP-43 transgene is driven by tetracycline-regulated promoter (TRE) and is subjected to the
regulation by Doxycycline (Dox). To suppress TDP-43 transgene from expression during
embryonic and postnatal development, Doxycycline (Dox, Sigma) was dissolved in drinking
water (50 µg/ml) and given to breeding rats and their offspring. To induce disease phenotype
in adult rats, Dox was withdrawn from TRE-TDP-43M337V and Camk2α-tTA double
transgenic rats at the age of 35 days such that the mutant rats developed disease phenotype
(loss of spatial memory) by age of 60 days.

Histology and immunostaining
As described previously (Huang et al., 2011, Huang et al., 2012b), rats were deeply
anesthetized and transcardially perfused with 4% paraformaldehyde (Gibbs et al.) dissolved
in phosphate buffer. After perfusion, rat’s tissues were dissected and were dehydrated as
described previously (Huang et al., 2011, Huang et al., 2012b). Tissue sections of 12 µm
were immunostained with the following primary antibodies as described (Huang et al., 2011,
Huang et al., 2012b): mouse monoclonal antibody to human TDP-43 (Abnova, clone 2E2-
D3), chicken antibody to ubiquitin (Sigma), mouse monoclonal antibodies against Iba-1
(Wako Chemical) or GFAP (Millipore), mouse monoclonal antibody to GM130 (BD
bioscience), rabbit polyclonal antibody to GLG1 (Abjent), and mouse monoclonal antibody
to NeuN (Millipore). For histochemistry, immunostained sections were visualized with an
ABC kit in combination with diaminobenzidine (Vector) and counterstained with
hematoxylin to display nuclei. For immunofluorescent staining, tissue sections were
incubated with specific primary antibodies and then with secondary antibodies labeled with
fluorescent dyes (Jackson Immunoresearch). The primary antibodies were incubated
overnight at 4°C and the secondary antibodies were incubated for 2 hours at room
temperature. Confocal microscopy was used to detect colocalization of two related proteins
on tissue sections and single-layer image was scanned with a Zeiss LSM510 META
confocal system (Imaging Facility of Kimmel Cancer Center at Jefferson). To reveal the
integrity of Golgi Trans and Cis complexes, z-stacks of confocal images (at 1 µm of
intervals) were projected to reconstruct Golgi structure.

Total number of neurons was estimated by unbiased stereological cell counting as described
previously (Huang et al., 2012a, Huang et al., 2012b). The frontal cortex was defined as the
area from the apical forebrain to the first occurrence of corpus callosum. Rat’s forebrains
were cut into serial coronal sections (20 µm) and every 12th section (a total of 15 to 18
sections) was counted of neurons in the defined brain regions. Tissue sections were stained
with Cresyl violet and mounted in sequential order (rostral-caudal). The number of targeted
neurons was estimated using a procedure described previously (Huang et al., 2011, Huang et
al., 2012b).

Golgi staining
Golgi impregnation method was used to visualize the dendrites and dendritic spines of rat’s
cortical neurons and was done per manufacturer’s instruction (FD NeuroTechnologies). Five
neurons in selected brain region of individual rats were examined of dendrite branches and
dendritic spine density (Woolley et al., 1990). Dendritic spine density was calculated by
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dividing the number of spines with the length of dendrite. Both apical and basal dendrites
were examined of spine density.

Immunoblotting
As described previously (Zhou et al., 2010), expression of TDP-43 transgene and rat’s
endogenous genes was estimated by immunoblotting. Rat’s frontal cortex was dissected and
homogenized and the solution fraction of tissue homogenates was collected for
immunoblotting. Twenty micrograms of total proteins in tissue lysates were resolved in
SDS-PAGE and specified proteins were probed with primary antibodies recognizing PERK,
spliced XBP1 (XBP1s), unspliced XBP1 (XBP1u), BiP, PDI, calnexin, ERO1L, or VCP. All
the primary antibodies except XBP1s were purchased from Abcam. XBP1s was bought from
Novus.

Electromicroscopy
Ultrastructure of cellular organelles was visualized by electromicroscopy as described
previously (Zhou et al., 2010, Huang et al., 2011). In brief, fixed tissues were embedded in
Epon 812 and cut into thin sections (50nm). Sections were stained with uranyl acetate and
lead citrate and were examined under a transmission electron microscope (EM facility
affiliated to the Department of Pathology, Thomas Jefferson University).

Statistical analysis
The number of neurons in the defined region was compared between groups of rats and
comparison among experimental groups was performed by one-way ANOVA followed by
Tukey’s post-hoc test. The null hypothesis was rejected at the level of 0.05.

Results
Temporal expression of mutant TDP-43 in adult rats causes a progressive loss of neurons
and spatial memory

While mutation of TDP-43 is linked to inherited ALS and FTLD (Kabashi et al., 2008,
Rutherford et al., 2008, Sreedharan et al., 2008), ubiquitin-positive TDP-43 inclusion is a
hallmark of sporadic ALS and FTLD (Neumann et al., 2006). To study the pathogenesis of
TDP-43 in the cortical dementia, we crossed inducible TRE-TDP-43M337V transgenic rats
with Camk2α-tTA transgenic rats and thus restricted the expression of mutant TDP-43 in
the forebrain of the double transgenic rats (Huang et al., 2012a, Huang et al., 2012b). In
TRE-TDP-43M337V/Camk2α-tTA double transgenic rats, expression of mutant human
TDP-43 is dependent on the transcriptional activity of tetracycline-regulated transactivator
(tTA) and thus is subjected to the regulation by Doxycycline (Dox) (Zhou et al., 2009, Zhou
et al., 2010, Huang et al., 2011, Huang et al., 2012b). To induce disease phenotypes in adult
rats, we supplied transgenic rats with Dox during embryonic and postnatal development and
withheld Dox when the rats reached the age of 35 days (Figure 1A). Upon Dox withdrawal,
expression of TDP-43 transgene was quickly initiated in a tissue-dependent manner (Figure
1A–1C). In TRE-TDP-43M337V/Camk2α-tTA rats, expression of human TDP-43 was
restricted in neurons and was undetectable in microglia or astrocytes (Figure 1D–1L).
Camk2α-tTA drove expression of mutant human TDP-43 in the neurons of the forebrain in
transgenic rats.

Restricted expression of mutant human TDP-43 in neurons caused a progressive loss of
neurons in transgenic rats (Figure 2). Expression of mutant TDP-43 was initiated first in the
hippocampus and then in the cortex (Figure 2A–2B). Accordingly, neuron loss was observed
first in the dentate gyrus and then in the cortex of transgenic rats (Figure 2C–2F). Unbiased
stereological cell counting revealed a severe loss of neurons in the hippocampus and a
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moderate loss of neurons in the cortex in rats at early symptomatic stages (Figure 2E–2F).
Progressive loss of cortical and hippocampal neurons in rats caused a deficit in spatial
memory that was detected by Barnes maze assay (Figure 2G). Intriguingly, rats reserved
certain spatial memory even though most of the hippocampal neurons were lost (Figure 2).
Neurons in the other brain regions rather than the dentate gyrus contribute largely to the
spatial memory. Restricted expression of mutant human TDP-43 in the neurons of rat’s
forebrain recapitulated features of FTLD.

Mutant TDP-43 in neurons preferentially reduces dendritic complexity prior to neuron
death

To determine whether neurons degenerate in retrograde manner in TDP-43 transgenic rats,
we examined the dendritic complexity of rat’s cortex by Golgi staining (Figure 3). Cortical
neurons retracted their dendrites before they died (Figure 3A–3J). Neurons in the layer II–III
were affected earlier than neurons in the other layers of the cortex (Figure 3C–3D). As the
disease progressed in TRE-TDP-43M337V/Camk2α-tTA transgenic rats, most neurons in the
cortex displayed retracted dendrites (Figure 3B–3E). We quantified the dendritic complexity
of rat’s cortical neurons and observed that the spine density of both apical and basal
dendrites was markedly reduced in rats expressing mutant human TDP-43 (Figure 3K). The
branch points of apical and basal dendrites were reduced accordingly (Figure 3L).
Expression of mutant TDP-43 caused retrograde degeneration of neurons in transgenic rats.

Expression of mutant TDP-43 in neurons induces ubiquitin aggregation and Golgi
fragmentation prior to neuron death in transgenic rats

TDP-43 proteinopathy defines a large subset of sporadic FTLD that is characterized by
formation of ubiquitin-positive inclusions (Neumann et al., 2006). Abundant ubiquitin
aggregates were detected in neurons in the hippocampus and cortex of TRE-TDP-43M337V/
Camk2α-tTA transgenic rats (Figures 4 and S1). Occurrence of ubiquitin inclusions
corresponded to the start of transgene expression. Expression of mutant TDP-43 was
initiated first in the dentate gyrus and accordingly ubiquitin aggregates were detected first in
the tissue (Figure S1). As disease was progressing, most neurons in rat’s brain developed
ubiquitin aggregates (Figures 4A–4D and S1). We quantified neurons with ubiquitin
aggregates in transgenic rats at varying ages and we observed that more than 70% of cortical
neurons developed ubiquitin aggregates in symptomatic rats (Figure 4C). Intriguingly,
ubiquitin inclusions did not contain mutant TDP-43 (Figure 4E), in consistence with
previous findings in transgenic rodents expressing mutant TDP-43 (Zhou et al., 2010).
Inducible TRE-TDP-43M337V/Camk2α-tTA transgenic rats recapitulated a core phenotype
of FTLD.

Golgi fragmentation is reported in patients with TDP-43 inclusion (Fujita et al., 2008). In
our transgenic rats, both Cis-and Trans-Golgi complexes were fragmented in neurons
expressing mutant human TDP-43 (Figure 4F–4G). Fragmented Golgi complex and
aggregated ubiquitin were coincidently detected in the same neurons, although they were not
colocalized in affected cells (Figure 4H), indicating that fragmented Golgi apparatus was not
a component of ubiquitin inclusions in mutant TDP-43 transgenic rats. Additionally,
mitochondria were also aggregated in neurons with ubiquitin inclusions and aggregated
mitochondria were not colocalized with ubiquitin in the inclusion (Figure 4, I1–I4). In the
cortex, Golgi fragmentation and ubiquitin aggregation were detected in transgenic rats at the
same disease stages (Figure S2), suggesting that these two events happened simultaneously
in the TDP-43 pathogenesis. Electromicroscopy revealed that the two related organelles—
endoplasmic reticules (ER) and Golgi apparatus—were swollen to form vacuoles (Figure
4J–L). In affected cells, ER and Golgi apparatus were severely deformed while
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mitochondria remained morphologically intact (Figure 4). Compared to mitochondria, ER
and Golgi apparatuses appear vulnerable to mutant TDP-43 toxicity.

XBP1 is depleted in neurons expressing mutant human TDP-43 in transgenic rats
In TRE-TDP-43M337V/Camk2α-tTA double transgenic rats, ubiquitin was abundantly
aggregated and Golgi was severely fragmented prior to neuronal death (Figure 4), implying
that ER stress occurred in affected cells. In response to ER stress, transducer proteins may
be activated to upregulate the expression of chaperone proteins that aim to reduce misfolded
proteins in ER lumen and to reduce ER stress. Unexpectedly, overexpression of mutant
TDP-43 in neurons failed to activate any of the three different transducer proteins including
IRE1 (Figure S3), ATF6 (Figure S4), and PERK (Tudor et al.) (Figure 5A). None of the
critical chaperone proteins responsive to ER stress was upregulated in the brain of TRE-
TDP-43M337V/Camk2α-tTA transgenic rats (Figure 5B). Immunoblotting revealed that
spliced and unspliced XBP1 (XBP1s and XBP1u) proteins were increased in the
homogenates of rat’s forebrain (Figure 5A). Immunofluorescence staining revealed that
XBP1s and XBP1u were progressively depleted in neurons expressing mutant TDP-43
(Figures 5 and S5). By contrast, XBP1 proteins were upregulated in reactive microglia;
however, XBP1 was not upregulated in reactive astrocytes (Figure S5). In the normal rats,
XBP1 proteins were mainly expressed in neurons and were undetectable in astrocytes and
microglia (Figure S5). In transgenic mice expressing mutant SOD1, XBP1 deficiency
induces autophagy that clears protein inclusions and ameliorates disease phenotypes (Hetz et
al., 2009). We examined autophagy by immunostaining and did not observe upregulation of
the autophagy marker LC3 in the neurons expressing mutant TDP-43 (Figure S5).
Overexpression of mutant TDP-43 in neurons led to downregulation of both spliced and
unspliced XBP1 in transgenic rats.

Glial cells are activated in response to neurodegeneration in mutant TDP-43 transgenic
rats

Glial reaction is a common feature of neurodegenerative diseases. In response to neuron
death in mutant TDP-43 transgenic rats, astrocytes and microglia underwent morphological
changes and became reactive (Figure 6). Reactive microglia was transformed from ramified
cells into amoeboid-like cells with fewer ramifications (Figure 6A–6J). By contrast,
activated astrocytes extended their processes and increased synthesis of its marker protein
GFAP (Figure 6K–6T). Mutant TDP-43 transgene was expressed and neuron loss was
detected first in the hippocampus (Figure 2). Accordingly, activated microglia and astrocytes
were first detected in the hippocampus (Figure 6). Glial activation was related to neuron
death in mutant TDP-43 transgenic rats.

Discussion
Compared to other TDP-43 transgenic mice and rats (Wegorzewska et al., 2009, Shan et al.,
2010, Stallings et al., 2010, Tsai et al., 2010, Wils et al., 2010, Xu et al., 2010, Igaz et al.,
2011, Swarup et al., 2011a, Swarup et al., 2011b), this transgenic rat line expresses mutant
human TDP-43 restrictedly in the neurons of rat’s forebrain and develops prominent
ubiquitin aggregates in affected neurons. Using this ideal rat model, we examined the effects
of mutant TDP-43 on the UPR in the formation of protein inclusion. In the rat model,
ubiquitin inclusions developed prior to neuron death that was correlated with the expression
of mutant TDP-43 and was related to the progressive loss of spatial memory. Consistent
with previous findings (Zhou et al., 2010, Igaz et al., 2011, Uchida et al., 2012), our data
show that ubiquitin inclusions did not contain mutant TDP-43 protein. Abundant ubiquitin
aggregates imply that ubiquitinated proteins were accumulated in neurons and were delayed
in degradation. Accumulation of ubiquitinated proteins may result from the dysfunction of
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proteasome, the increase in the production of misfolded or unfolded proteins, or the damage
to cell-protective UPR within ER. Immunostaining did not reveal an accumulation of mutant
TDP-43 in the cytoplasm, suggesting that mutant TDP-43 by itself did not impose a great
burden on protein degradation machinery at least in our transgenic rats. As TDP-43
regulates numerous genes (Polymenidou et al., 2011, Sephton et al., 2011, Tollervey et al.,
2011), it is not excluded that mutant TDP-43 affects protein degradation machinery through
regulating the genes critical to protein degradation machinery.

Accumulation of misfolded or unfolded proteins inside cells may induce ER stress (Fujita et
al., 2007). Indeed, overexpression of mutant TDP-43 in neurons caused severe and
widespread fragmentation of Golgi apparatus, an organelle that is structurally and
functionally related to ER (Hegde and Ploegh, 2010, Park and Blackstone, 2010). Ubiquitin
aggregation and Golgi fragmentation were detected in the neurons of transgenic rats at
nonsymptomatic stages. Although mitochondrion was affected in TDP-43 transgenic rats
(Figure 4I), most mitochondria were morphologically intact when ER and Golgi apparatuses
were severely swollen and vacuolated in nonsymptomatic rats (Figure 4). Golgi and ER
appeared sensitive to mutation of TDP-43. Unexpectedly, neurons failed to activate UPR
machinery even though ubiquitin aggregates were greatly accumulated. Three UPR
transducer proteins were not upregulated in neurons and none of the ER chaperone proteins
examined was upregulated. Moreover, XBP1 was depleted in neurons expressing mutant
TDP-43. XBP1 is a key player in UPR and its suppression would compromise the ability of
UPR machinery to upregulate ER chaperones and to decrease misfolded proteins (Casas-
Tinto et al., 2011). In TDP-43 transgenic rats, XBP1 depletion may deteriorate cell-
protective UPR machinery. In mutant SOD1 mice, deletion of XBP1 activates autophagy,
initiating an alternative mechanism to decrease protein aggregates and to protect motor
neurons (Hetz et al., 2009). In TDP-43 transgenic rats, XBP1 depletion did not significantly
activate autophagy in neurons. While XBP1 was suppressed in neurons expressing mutant
TDP-43, XBP1 was remarkably upregulated in reactive microglia. Upregulation of XBP1 in
microglia may be related to the increase in cellular activity. Although it remains to
determine how mutant TDP-43 leads to UPR failure, XBP1 deficiency and UPR failure
likely contributes to TDP-43 pathogenesis in the disease.

Mutation of TDP-43 likely causes cell death by both a gain of toxic properties and a loss of
protective functions. While overexpression of human TDP-43 in animals induces disease
phenotypes (Wegorzewska et al., 2009, Shan et al., 2010, Stallings et al., 2010, Tsai et al.,
2010, Wils et al., 2010, Xu et al., 2010, Igaz et al., 2011, Swarup et al., 2011a, Swarup et al.,
2011b), deletion of mouse TDP-43 also causes motor neuron death (Majumder et al., 2012,
Wu et al., 2012). TDP-43 tunes its expression through a self-regulatory mechanism (Ayala
et al., 2011, Cohen et al., 2011, Igaz et al., 2011). In transgenic cells or animals, exogenous
TDP-43 binds to the 3-untranslationed region of endogenous TDP-43 mRNA and thus
decreases the stability of the mRNA, reducing the expression of endogenous TDP-43 (Ayala
et al., 2011, Cohen et al., 2011, Igaz et al., 2011). Overexpression of mutant human TDP-43
in rats possibly causes disease phenotypes through affecting rat’s TDP-43 expression;
however, an exclusive loss of functions is inadequate to explain disease phenotypes in all
animal models. Deletion of mouse TDP-43 in the motor neurons causes a moderate loss of
motor neurons and a slow progression of ALS phenotypes in conditional knockout mice
(Wu et al., 2012); whereas, restricted overexpression of mutant TDP-43 in the motor
neurons causes a severe loss of motor neurons and a rapid progression of ALS phenotypes in
transgenic rats (Huang et al., 2012b). No matter whether mutation of TDP-43 induces
neuron death mainly through a gain or a loss of functions, compromised UPR and defected
XBP1 is likely implicated in the neuronal death caused by mutation in TDP-43. Further
study should be to examine how mutant TDP-43 leads to XBP1 depletion and UPR failure.
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Abbreviation used

XBP1 X-box binding protein 1

ALS amyotrophic lateral sclerosis

FTLD frontotemporal lobar degeneration

ER endoplasmic reticules

UPR unfolded protein response

TDP-43 Tar DNA binding protein 43

IRE1 include inositol-requiring protein 1

ATF6 activating transcription factor 6

PERK PKR-related ER kinase
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Figure 1.
Restricted expression of mutant TDP-43 in the neurons of rat forebrain. (A) Immunoblotting
reveals regulated expression of human TDP-43 in the cortex (CT) and hippocampus [HP] of
Camk2a-tTA/TRE-TDP43M337V double transgenic rats. The double transgenic rats were
given Dox during development and were deprived of Dox at the age of 35 days. Expression
of mutant TDP-43 transgene was quickly recovered upon Dox withdrawal. * indicates a
nonspecific band. (B, C) Immunostaining reveals expression of human TDP-43 in the cortex
of Camk2a-tTA/TRE-TDP43M337V double transgenic rat (C), but not in the tissues of
Camk2a-tTA single transgenic rat (B). (D–L) Double-labeling immunofluorescence staining
reveals that mutant human TDP-43 (hTDP43) was colocalized with the neuronal marker
NeuN and was not colocalized with either the microglia marker Iba-1 (G–I) or the astrocyte
marker GFAP (J–L). Scale bars: B and C, 100 µm; D–L, 30 µm.
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Figure 2.
Temporal expression of mutant TDP-43 causes a progressive loss of neurons and spatial
memory in adult rats. (A, B) Immunostaining for human TDP-43 reveals that the restoration
of transgene expression was tissue-dependent, with a quicker recovery in the hippocampus
(B1–6) compared to the cortex (A1–6). Camk2a-tTA single (tTA) and Camk2atTA/TRE-
TDP43M337V double (M337V) transgenic rats were constantly given Dox until they were 35
days old. (C, D) Cresyl violet staining reveals that the onset of neuronal loss was closely
correlated with the start of transgene expression in the cortex (C1–6) and hippocampus (D1–
6). (E, F) Stereological cell counting reveals a remarkable loss of neurons in the dentate
gyrus (E) and frontal cortex (F). Data are means + SEM (n = 6). * p < 0.01. (G) Barnes
maze assay reveals a progressive loss of spatial memory in mutant TDP-43 transgenic rats
(M337V) compared to the normal controls (tTA). Data are means + SEM (n = 12). Loss of
spatial memory is used as a parameter defining the stages of disease progression in mutant
TDP-43 transgenic rats. Scale bars: A1–6, B1–6 and D1–D6, 100 µm; C1–6, 30 µm.
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Figure 3.
Neurites and spines are lost prior to neuron loss in mutant TDP-43 transgenic rats. (A–J)
Golgi staining reveals that the neurites were retracted before the soma of neurons was lost.
The parietal cortex corresponding to the start of hippocampus was examined for Camk2a-
tTA single (tTA) and Camk2a-tTA/TRE-TDP43M337V double (M337V) transgenic rats at
defined ages. Scale bars: A–E, 100 µm; F–J, 50 µm. (K, L) Spine densities and branch
points were quantified for three neurons in the layer V of parietal cortex for individual rats.
Data are means + SEM (n = 5). * p < 0.05.
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Figure 4.
Ubiquitin forms aggregates and Golgi apparatuses are fragmented in neurons expressing
mutant TDP-43. (A, B) Representative photos show a gradual development of ubiquitin
aggregates (A1–4) and Golgi fragments (B1–4) in the frontal cortex of Camk2atTA/ TRE-
TDP43M337V double transgenic rats (M337V), but not in the tissues of Camk2a-tTA single
transgenic rats (tTA). Arrows point to neurons with fragmented Golgi apparatus. Scale bars:
10 µm. (C, D) Cortical neurons with ubiquitin aggregates (C) or fragmented Golgi were
quantified for individual rats. Data are means + SEM (n = 5). (E–H) Confocal microscopy
reveals that aggregated ubiquitin and fragmented Golgi occurred in neurons expressing
mutant TDP-43 and that Cis-(stained of GM130) and Trans (stained of GLG1)-Golgi
complexes were simultaneously fragmented and Golgi fragments were not colocalized with
ubiquitin aggregates. Arrows point to fragmented Golgi complex. Z-stack images were taken
at the same magnification and projected to show the profile of Golgi fragmentation (F–G).
(I) Confocal microscopy reveals that aggregated mitochondria were not colocalized with
ubiquitin inclusions. (J–L) Electromicroscopy reveals that damaged endoplasmic reticules
and Golgi complexes of cortical neurons were swollen to form vacuoles as disease
progressed. Nuclear envelope defined the boundary between the nucleus (N) and the
cytoplasm (C). Arrows point to endoplasmic reticules and Golgi complexes. Arrowheads
point to mitochondria. Vacuoles are marked with “V”. Scale bars: 500 nm.
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Figure 5.
Expression of XBP1 is downregulated in neurons and upregulated in reactive microglia in
mutant TDP-43 transgenic rats. (A, B) Immunoblotting reveals expression of the genes
responsive to endoplasmic reticule stress in the cortex of transgenic rats. Each lane was
loaded with 20 µg of total proteins. Spliced (XBP1s) and unspliced (XBP1u) forms of XBP1
were upregulated in the total tissue homogenates of Camk2a-tTA/TRE-TDP43M337V double
transgenic rats (M337V) as compared to Camk2a-tTA single transgenic rats (tTA). (C1–L3)
Confocal microscopy reveals that both XBP1s and XBP1u were downregulated in neurons
expressing mutant TDP-43 and were upregulated in reactive microglia. Z-stack images were
taken at the same magnification and were projected to show the profile of gene expression.
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Figure 6.
Glial cells are gradually activated in mutant TDP-43 transgenic rats. (A–J) Immunostaining
of the microglial marker Iba-1 reveals remarkable activation of microglia in the tissues of
Camk2a-tTA/TRE-TDP43M337V double transgenic rats (M337V) as compared to those of
Camk2a-tTA single transgenic rats (tTA). (K–T) Immunostaining of the astrocyte marker
GFAP reveals a progressive activation of astrocytes in mutant TDP-43 transgenic rats. Scale
bars: A–H and K–N, 100 µm; O–R, 50 µm; I–J and S–T, 25 µm.
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