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Abstract
Background—While general anesthetics are recognized for their potential to render patients
unconscious during surgery, exposure can also lead to long-term outcomes of both cellular
damage and protection. As regards the latter, delayed anesthetic preconditioning is an
evolutionarily conserved physiological response that has the potential for protecting against
ischemic injury in a number of tissues. While it is known that delayed preconditioning requires de
novo protein synthesis, knowledge of anesthetic-regulated genes is incomplete. In this study we
used the conserved nature of preconditioning to analyze differentially regulated genes in three
different rat tissues. We hypothesized that by selecting those genes regulated in multiple tissues,
we could develop a focused list of gene candidates potentially involved in delayed anesthetic
preconditioning.

Methods—Young adult male Sprague Dawley rats were anesthetized with a 2% isoflurane/98%
air mixture for 90 min. Immediately after anesthetic exposure, animals were killed and liver,
kidney and heart were removed and total RNA was isolated. Differential gene expression was
determined using rat oligonucleotide gene arrays. Array data were analyzed to select for genes that
were significantly regulated in multiple tissues.
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Results—All three tissues showed differentially regulated genes in response to a clinically
relevant exposure to isoflurane. Analysis of coordinately regulated genes yielded a focused list of
34 potential gene candidates with a range of ontologies including regulation of inflammation,
modulation of apoptosis, regulation of ion gradients and maintenance of energy pathways.

Conclusions—We conclude that, through using an analysis approach focusing on coordinately
regulated genes, we were able to generate a focused list of interesting gene candidates with
potential to enable future preconditioning studies.

Introduction
General anesthetics, such as the inhaled drug isoflurane, are recognized and valued for their
critical hypnotic actions in rendering patients unconscious during surgery. However, along
with their acute effects studies have revealed that general anesthetics can also result in long-
term changes (hours-weeks postexposure) in cellular and tissue function1-3resulting in either
detrimental or potentially protective outcomes. Indeed, it is now well documented that even
brief exposures to anesthetic drugs can have profound and lasting effects on gene expression
in multiple tissues.4-6 For instance, Sergeev et al. demonstrated in the heart that exposures to
isoflurane triggered changes in the regulation of multiple genes involved in both cellular
protection and damage, and discussed the former in relation to their potential roles in
anesthetic preconditioning (APC) protection.7

Preconditioning is a biological phenomenon whereby nonlethal stressors, including brief
bouts of ischemia8 or drugs such as volatile anesthetics9,10 are able to regulate endogenous
pathways which can protect against subsequent, potentially lethal ischemia. Protection
derived through preconditioning is typically biphasic. Early preconditioning (lasting 2-3 hrs)
relies on rapid, post-translational modifications to existing proteins and begins almost
immediately after application of the preconditioning stimulus.11 By contrast, delayed
preconditioning relies on de novo protein synthesis and has an extended protective window
that begins 12-24 hrs post-stimulus, and lasts up to 96 hrs in vivo.12

Delayed preconditioning has been shown to provide protection against acute ischemic injury
in a range of tissues including brain and heart in a number of in vivo and in vitro
models9,10,13-16 Furthermore, delayed APC can also provide improved long-term
neurological and histological outcomes after cerebral ischemic injury.17 Given the potential
for both widespread protection from ischemic injury along with the relative safety of
administering APC,18 there is substantial interest in understanding the molecular
mechanisms through which APC arises.19,20

Multiple pathways have been identified in APC that involve cyclooxygenase-2,21 nuclear
factor kappa B,22 PI3 kinase,23 adenosine triphosphate-sensitive potassium channels,24

manganese superoxide dismutase,25 12-lipoxygenase26 and nitric oxide.20 Nevertheless, a
comprehensive picture of how anesthetics induce protection has yet to be described. In the
current study we aimed to generate a focused list of genes that might potentially play a role
in the induction of delayed APC. To accomplish this we used DNA microarray to identify
anesthetic-regulated genes27 at an early window after anesthetic exposure. In order to
analyze the regulated genes and to identify those that might be involved in APC, we used a
novel approach in which we capitalized on the observation that delayed APC is conserved
across a wide range of organisms (mouse,1 rat,9 rabbit,10 and human16)and tissues (heart,10

brain,9 skeletal muscle,28 kidney27and spinal chord22). Indeed, APC has even been shown to
extend beyond vertebrates to Caenerhabitis elegans.29,30 By filtering our data to select for
genes regulated in multiple tissues, we generated a focused list of genes coordinately
regulated in response to isoflurane exposure.
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Methods
Animal Care

Animals were housed and all experiments performed with protocols approved by Smith
College Institutional Animal Care and Use Committee (Northampton, MA, USA) according
to the Guide for the Care and Use of Laboratory Animals (National Institutes of Health,
1996). Male Spraque-Dawley rats were acquired from Jackson Laboratories (250 and 300
grams; Bar Harbor, ME) and allowed to acclimatize for two weeks before experiments.
Animals were maintained under a standard 12/12 light/dark cycle at room temperature and
given access to food and water ad libitum.

Arrays
Rat-specific DNA microarrays were obtained from the Rutgers Neuronal Gene expression
Lab (NGEL; Piscataway, NJ). Briefly, each array was constructed from a collection of 4967
probes representing approximately 4900 genes printed onto a poly-L-lysine slide. Probes
were 65-70 nucleotides in length and were designed to optimize melting temperature and to
minimize homology between probes. Further information about these arrays can be found at
the web site www.cag.icph.org/microarray_facility.htm.

Isoflurane Exposure and Tissue Collection
Animals receiving isoflurane treatment were placed in an induction chamber and induced
with 3% isoflurane/97% medical grade air (vol/vol) until loss of righting reflex (2-3 mins).
Anesthesia was then maintained at 2% isoflurane/98% air ∼1.5 minimum alveolar
concentration for the remainder of the 90-min exposure period. Body temperature was
maintained at 37°C throughout the treatment using heated gel packs and oxygen levels were
monitored using a model V3304 pulse oximeter (Surgivet; Waukesha, WI). Animals were
observed in order to maintain > 95% oxygen saturation at all times. Upon completion of the
anesthetic exposure, test animals were immediately decapitated. Samples from liver, kidney
cortex and heart ventricle were collected and homogenized with a Polytron homogenizer
(Brinkmann; Westbury, NY) in ice cold Trizol (Invitrogen; Carlsbad, CA). Since stress has
been demonstrated to influence gene expression,31 control animals were maintained in their
cages until the time of death. Each control animal was handled gently and then rapidly
decapitated. Tissue was processed in the same manner as for test animals. Tissue/Trizol
homogenates were stored at −20°C until further processing. All animals were killed during
the same daily 5-hr window in order to diminish confounding factors from diurnal variations
in gene expression.32

RNA Preparation
Total RNA was isolated from Trizol/tissue homogenate by adding chloroform and
performing a phase extraction. The aqueous phase was mixed with ethanol 1:3 v/v and
added to an Rneasy column (Qiagen: Valencia, CA). Manufacturer's instructions were
followed for column washing and elution of RNA. Purified RNA was quantified using a
Nanodrop ND-1000 spectrophotometer (Nanodrop Technologies; Rockland, DE). All
samples yielded A260/A280 ratios between 1.9 and 2.1. Isolated RNA was stored at −80°C
until further use. The same RNA preparations were used for both microarray experiments
and subsequent quantitative reverse-transcriptase polymerase chain reaction (QRT-PCR)
verification of selected genes.

Experimental Design
For each tissue, cDNA generated from an individual isoflurane-treated animal was
competitively hybridized against control cDNA generated from a pool comprised of equal
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amounts of RNA from 8 control individuals.33 For each tissue from an individual, the array
processing was performed twice using the same labeling schema, and a third time reversing
the labeling schema as a dye-flip control to ensure no dye-specific artifacts. Three slides
were repeated for each of 3 experimental animals, for a total of 9 arrays per tissue.

Target Labeling and Hybridization
Microarray targets were prepared using the Genisphere 350 dendrimer labeling system
according to the manufacturer's instructions (Genisphere, Inc.; Hatfield, PA).34 Briefly,
2.5μg of isoflurane-treated and pooled control RNA were reverse-transcribed to cDNA in
separate tubes using Superscript II (Invitrogen), and oligo d(T)18 primers containing unique,
label-specific capture sequences. Samples were then alkaline hydrolyzed to destroy residual
RNA. Control and test-tagged cDNAs were mixed, applied to arrays and sealed in watertight
chambers (GeneMachines; Ann Arbor, MI), and allowed to hybridize for 48-72 hrs in a
water bath at 55°C. Arrays were washed one time for 10 min (2× SSC, 55°C), followed by
two washes for 10 min (0.2× SSC, room temperature). Arrays were then spin-dried before
labeling. Hybridized arrays were labeled with fluorescent-labeled dendrimer and incubated 2
hrs at 61°C. Labeled arrays were washed and dried as described above and scanned using an
Axon GenePix 4100 scanner and GenePix 4.0 software (Axon Instruments; Union City,
CA).

Data Analysis
Scanned array images were processed using Genepix 4.0 (Axon Instruments). Spots were
eliminated if the signal to noise ratio of the spot decreased below 2.0. Statistical analysis of
each tissue group was performed using G-Processor (version 3.1, Zhong Guan, http://
bioinformatics.med.yale.edu). This analysis package performs a Lowess normalization33 and
yields a differential expression ratio along with a Student's t-test p-value for each probe. For
each tissue, the gene list was screened for statistical significance in Excel (Microsoft,
Redmond, WA) using the following three criteria for each gene selected: p-value ≤ 0.05,
spot data valid for ≥ 7 of the 9 arrays, and levels of differential expression ≥ 1.2 compared to
control. The final list of “interesting genes” was compiled by choosing genes that were
differentially expressed in more than one tissue and whose expression pattern (both up or
both down) was consistent among the different tissues.

QRT-PCR
In order to verify results from our microarray, three of the highly regulated genes from the
liver arrays were selected for verification by QRT-PCR (Table 1 for primer and probe
sequences). All primer/probe sets were acquired from Integrated DNA technologies (IDT
Inc., Coralville, IA). Each QRT-PCR reaction was performed in a single tube on an Applied
Biosystems 7700 “Taqman” instrument (Applied Biosystems; Foster City, CA). The QRT-
PCR reaction mix was comprised of 1X PCR buffer (Invitrogen, Carlsbad, CA), 6mM
MgCl2, 0.67 mM each dinucleotide, 6.75 pmols each of forward and reverse primers, 100
nM FAM/TAMRA probe, 1.5 units Superase-in (Ambion; Austin, TX), 15 units Superscript
II (Invitrogen), 0.75 units Platininum Taq Polymerase (Invitrogen) to a final volume of 15μl.
Each reaction was run one cycle of 30′ at 42°, 1 cycle of 3′ at 95° and 40 cycles of 1′ at 60°
and 20″; at 95°. Universal mouse RNA (Stratagene, La Jolla CA) was used to create a
standard curve for each gene of interest and for the normalization gene. Gene reactions were
run in triplicate, averaged and normalized to rat protein tyrosine phosphatase, receptor type
C, a gene that was chosen for the normalization since it showed no differential regulation on
any of the tissue arrays.
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Results
Based on our selection criteria, all of the tissues tested showed differential gene expression
in response to a 90-min treatment with 2.0% isoflurane. Liver showed the most number of
differentially regulated genes in response to isoflurane exposure with 725 of 4900 (∼15%)
genes showing significant up and down regulation, which was more than 1.2 fold as
compared to the pooled control. Kidney had fewer anesthetic-regulated genes with 214
(∼4%) and heart had the least with 137 (∼3%).

Of the genes described above, 34 of the 4937 genes on the arrays were differentially
regulated in the same direction in at least 2 tissues (Table 2 for gene descriptions). Of these,
19 were up-regulated and 15 were down-regulated. Figure 1 shows a Venn diagram of the
distribution of the 34 co-regulated genes. From the genes described in Table 2, a number of
ontologies were represented including: apoptosis, necrosis and survival signaling, regulation
of energetic pathways, modulation of cellular redox, maintenance of cellular ion gradients,
regulation of inflammatory response, and regulation of vesicular transport.

We selected 3 of the genes (metallothionein II, peroxiredoxin 5 and cyclin D1) that were
significantly regulated on the liver arrays and assessed their expression levels by QRT-PCR
using the same RNA as for the array experiments. As shown in Figure 2, there was
agreement between the microarray and QRT-PCR differential expression levels, confirming
the validity of the arrays for determining differential expression levels under the selected
conditions.

Discussion
In the current study we exposed male Wistar rats to clinical levels of the anesthetic
isoflurane and assessed changes to gene expression in rat liver, kidney and heart at an early
time point after anesthetic exposure. From our array analyses we identified ∼1000 rat genes
whose expression was significantly impacted by a 90 min isoflurane exposure. Given the
role of the liver in detoxification and metabolism, it is not surprising that the majority of
these candidates were identified in liver compared to kidney and heart. Nevertheless,
pronounced anesthetic-induced changes in gene expression suggest that isoflurane has an
enduring impact on cellular function and metabolism post-exposure. On assessing the
ontologies of the co-regulated transcripts from multiple tissues, it was particularly striking
that genes related to apoptosis, cell survival, energy pathways, cellular redox and
inflammation were highly represented. These findings support the notion that genes co-
regulated by isoflurane in multiple tissues may be important to evolutionarily conserved
physiological phenomena like APC.

While research on delayed APC has illuminated a number of the mechanisms involved in
providing protection, a complete picture of the genetic pathways involved in the induction of
APC has yet to emerge. Through using a novel approach to analyze microarray data from
multiple exposed tissues we generated a list of 34 differentially regulated genes (<1% of the
total)that are potentially involved in conserved pathways like preconditioning. While some
of the genes from our list have been reported to be involved in APC, including interferon
regulatory factor 1 (Irf135) and voltage dependent anion channel 2 (VDAC236), a number of
the genes on our focused list have not previously been described.

In support of our view that some of these genes may be involved in conferring APC, we
reported a functional study of two of the genes from our list, metallothioneins I + II (MT-I/
II).1 Using an in vitro model of ischemic brain injury, we found MTs play an important role
in isoflurane-mediated APC 1Due to heterogeneity of the tissue, we did not explore
anesthetic-induced global changes in gene expression in brain in the present study.
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Nevertheless, we have previously shown that MT I and II were up-regulated in response to
isoflurane exposure in mixed neural cultures. In addition to the metallothioneins, a number
of the other genes in the list have described functions that make them interesting candidates
for participating in delayed APC-mediated protection.

Five of the genes we identified (Vdac2, BAD, Pld1, Slc25a3, Atp1a1) are broadly involved
in apoptosis, necrosis and survival signaling. VDAC2 is a mitochondrial outer membrane
protein. It is a component of the mitochondrial permeability transition pore that participates
in transportation of metabolites and helps regulate cellular progression towards apoptosis.37

VDAC2 has also been suggested to participate in APC.11 VDAC2 activity is regulated, at
least in part, by another in the gene list, bcl-2 associated death agonist (BAD).37 BAD has
been found to be modulated during early ischemic preconditioning and APC,38,39 although
to our knowledge differential regulation of BAD has not been associated with anesthetic
exposure.

Phospholipase D1 is a pleotropic protein whose cleavage by caspases has been reported to
promote apoptosis via a p53-dependent pathway.40 Its activity during ischemia-reperfusion
has also been tied to signaling for necrotic death.41 Solute carrier family 25, member 3
(Slc25a3) is another pleotropic protein that has been reported to be a regulator of
mitochondrial cytochrome-c release (a protein important for caspase-dependent
apoptosis).42 The ATPase, Na+/K+ transporting alpha 1 polypeptide (Atpa1), is the catalytic
subunit of a membrane bound Na+/K+ transporter ATPase. Na+/K+ ATPases have been
shown to have roles in survival signaling.43

Disruption of Na+, K+, and Ca2+ ion gradients is an important step in the progression of
ischemia-reperfusion injury.44 Two of the genes above (Pld1, and Atpa1) have described
roles in the regulation of cellular Ca2+ and Na+ and K+ ion gradients, respectively.41,45 Pld1
is a membrane protein that is involved in sarcolemmal Ca2+ control in heart and skeletal
muscle.41 Atpa1 is an integral membrane protein that is essential for establishing and
maintaining Na+ and K+ gradients across the plasma membrane. Disregulation of Na+/K+

ATPases and the resultant loss of membrane potential is a central feature of the ischemic
cascade and accompanying excitotoxicity.46

Inflammatory responses can play a significant role in later stages of ischemic injury.46 Two
of the genes we identified, Irf1 and basigin have been reported to participate in
inflammatory response.47,48 Irf1 regulates the transcription of interferons alpha and beta and
acts as a transcriptional regulator of genes controlled by these interferons.13 Knockout of
Irf1 was shown to improve outcomes in a mouse model of ischemic stroke.47,49 Basigin,
also known as extracellular matrix metalloprotein inducer (EMMPRIN), has been reported
to have a role in modulating an inflammatory response.48 Additionally, basigin has been
implicated in both diminished and improved outcomes after ischemic damage independent
of its role in inflammation. Its role in tissue remodeling after ischemic damage in rat heart50

and brain51 has been associated with negative outcomes. However, basigin has also been
associated with improved outcomes during hypoxia and ischemia through protection against
lactic acid damage in neuronal and cardiac tissue.52,53 Additionally, complexed with
cyclophilin A, basigin has been reported to protect neurons from ischemic and oxidative
stress.54

Disruption of energy pathways is key to the pathology of ischemic injury.44 Four of the
genes from our focused list (Vdac2, Prkab1, Slc25a3, and G6pc) have been shown to
participate in the monitoring and regulation of energetic pathways. VDAC2, in addition to
its role in apoptosis, helps to regulate the ingress and egress of small metabolites, including
ATP and adenosine diphosphate from the mitochondrial space.11 Protein kinase, AMP-
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activated protein (Prkab1) has been shown to be involved in nutrient sensing.55 Slc25a3 is a
mitochondrial transport protein that is involved in the transport of inorganic phosphates into
the mitochondrial space 56 and is therefore directly involved in regulating mitochondrial
ATP production. Glucose-6-phosphatase is an endoplasmic reticulum protein that is
involved in conversion of D-glucose-6-phosphate to D-glucose and inorganic phosphate in
liver and kidney cortex.57

In conclusion, we have performed a novel comparative analysis of DNA microarray data in
order to further our understanding of how clinically relevant anesthetic exposures can lead to
protection against ischemic injury. By comparing expression patterns from multiple rat-
derived tissues we have been able to generate a focused list of genes some of which may be
important for delayed APC. Further functional studies will need to be performed to
determine how these genes might be involved in the molecular pathways underlying
anesthetic-mediated protection.
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Figure 1.
Comparison of differential regulation of three genes by DNA microarray and by QRT-PCR.
The trendline represents strong agreement between DNA microarray and QRT-PCR results.
The same sample of RNA was used for both experiments. Microarray values shown are the
average “median of ratios” value from 9 independent arrays ± SEM.
QRT-PCR values are the average ± SEM of 3 separate trials for each gene after being
normalized to our control gene, rat protein tyrosine phosphatase, receptor type C.
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Figure 2.
Venn diagram of genes differentially expressed in rat liver kidney and heart.
Represented genes were differentially expressed on at least 7 of9 arrays for each tissue, were
significant (p < 0.05), and were differentially regulated in more than one tissue.

Edmands et al. Page 12

Anesth Analg. Author manuscript; available in PMC 2014 March 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

Edmands et al. Page 13

Ta
bl

e 
1

Pr
im

er
/P

ro
be

 s
eq

ue
nc

es
 f

or
 q

ua
nt

ita
tiv

e 
re

ve
rs

e-
tr

an
sc

ri
pt

as
e 

po
ly

m
er

as
e 

ch
ai

n 
re

ac
tio

n 
co

nf
ir

m
at

io
n 

of
 m

ic
ro

ar
ra

y 
da

ta
.

G
en

e
D

es
cr

ip
ti

on
G

en
B

an
k 

ID
F

or
w

ar
d 

P
ri

m
er

R
ev

er
se

 P
ri

m
er

F
A

M
/T

A
M

R
A

 P
ro

be

C
cn

d1
C

yc
lin

D
1

D
14

01
4

G
G

G
T

C
T

G
C

G
A

G
C

C
A

T
G

C
T

C
C

G
C

A
T

G
G

A
T

G
G

C
A

C
A

A
T

A
G

A
C

C
T

G
C

G
C

G
C

C
C

T
C

C
G

T
T

T

Pr
dx

5
Pe

ro
xi

re
do

xi
n 

5
A

F1
10

73
2

G
C

T
C

C
G

T
G

C
A

T
C

G
G

C
T

A
C

T
T

A
C

C
G

C
G

G
C

A
C

T
G

C
T

G
A

A
A

G
C

A
G

G
C

C
G

G
A

A
A

G
G

A
G

C
A

G
G

T
T

G

M
t2

M
et

al
lo

th
io

ne
in

 2
N

M
_0

08
63

0
G

C
A

A
A

T
G

C
A

C
C

T
C

C
T

G
C

A
A

A
C

A
C

A
G

C
C

C
T

G
G

G
C

A
C

A
T

T
A

A
A

G
C

T
G

C
T

G
C

T
C

C
T

G
C

T
G

C
C

C
C

Pt
pr

c
Pr

ot
ei

n 
ty

ro
si

ne
 p

ho
sp

ha
ta

se
,

re
ce

pt
or

 ty
pe

, C
M

10
07

2
A

C
C

T
A

C
A

T
T

G
G

A
A

T
T

G
A

T
G

C
C

A
T

G
C

T
C

C
T

C
C

A
C

T
T

G
C

A
C

C
A

T
C

A
G

A
C

A
G

A
A

G
C

A
G

A
G

G
G

C
A

A
A

G
T

G
G

A
T

G
T

C
T

A
T

G
G

A
ll 

se
qu

en
ce

s 
sh

ow
n 

ar
e 

5′
-3

′.
 P

ro
be

s 
se

qu
en

ce
sw

er
e 

m
od

if
ic

ed
 w

ith
 a

 5
′ 

6-
ca

rb
ox

y 
fl

ur
es

ce
in

 a
nd

at
 th

e 
3′

 e
nd

 w
ith

 a
 6

-c
ar

bo
xy

-t
et

ra
m

et
hy

l r
ho

da
m

in
e.

Pr
im

er
s 

an
d 

pr
ob

es
 w

er
e 

de
si

gn
ed

 in
 P

ri
m

er
 e

xp
re

ss
 1

.0
 (

A
pp

lie
d 

B
io

sy
st

em
s 

In
c,

)

Anesth Analg. Author manuscript; available in PMC 2014 March 01.



N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

Edmands et al. Page 14

Ta
bl

e 
2

D
if

fe
re

nt
ia

lly
 r

eg
ul

at
ed

 g
en

es
. S

el
ec

te
d 

ge
ne

s 
ha

d 
to

 b
e 

pr
es

en
t o

n 
at

 le
as

t 7
 o

f 
9 

ar
ra

ys
, f

ou
nd

 to
 h

av
e 

st
at

is
tic

al
ly

 s
ig

ni
fi

ca
nt

 (
P 

≤ 
0.

05
) 

di
ff

er
en

tia
l

re
gu

la
tio

n 
co

m
pa

re
d 

to
 a

 p
oo

le
d 

co
nt

ro
l i

n 
at

 le
as

t t
w

o 
se

pa
ra

te
 ti

ss
ue

s,
 a

nd
 b

e 
re

gu
la

te
d 

at
 le

as
t 1

.2
 e

ith
er

 b
ot

h 
up

 o
r 

bo
th

 d
ow

n 
in

 e
ac

h 
of

 th
os

e 
tis

su
es

.

O
nt

ol
og

y
F

ul
l N

am
e

C
od

e
G

en
B

an
k 

ac
ce

ss
io

n
L

iv
er

 L
ev

el
K

id
ne

y 
L

ev
el

H
ea

rt
 L

ev
el

A
po

pt
os

is
 a

nd
 n

ec
ro

si
s,

en
er

gy
 m

et
ab

ol
is

m
vo

lta
ge

-d
ep

en
de

nt
 a

ni
on

 c
ha

nn
el

 2
V

da
c2

A
B

03
96

63
1.

53
1.

23
N

SR

U
nk

no
w

n 
ne

ur
on

al
gr

ow
th

 a
nd

 g
ui

da
nc

e
m

ul
tip

le
 E

G
F-

lik
e-

do
m

ai
ns

 8
 n

in
ju

ri
n 

2
M

eg
f8

 N
in

j2
A

B
01

15
34

 A
B

04
08

15
-1

.2
5 

N
SR

N
SR

 -
1.

22
-1

.3
6 

-1
.3

3

D
N

A
 r

ep
ai

r,
 c

el
l

cy
cl

in
g 

ce
llu

la
r

re
m

od
el

in
g 

en
er

gy
m

et
ab

ol
is

m

cy
cl

in
-d

ep
en

de
nt

 k
in

as
e 

7 
ba

si
gi

n 
(E

M
M

PR
IN

/O
x4

7/
C

E
-9

) 
so

lu
te

ca
rr

ie
r 

fa
m

ily
 2

5 
(m

ito
ch

on
dr

ia
l c

ar
ri

er
, p

ho
sp

ha
te

 c
ar

ri
er

),
 m

em
be

r 
3

C
dk

7 
B

sg
 S

lc
25

a3
X

83
57

9 
N

M
_0

12
78

3 
M

23
98

4
-1

.6
1 

2.
22

 1
.4

6
-1

.3
8 

1.
66

 1
.2

6
N

SR
 N

SR
 N

SR

N
eu

ro
na

l g
ro

w
th

 a
nd

gu
id

an
ce

 e
ne

rg
y

m
et

ab
ol

is
m

st
er

ol
-C

4-
m

et
hy

l o
xi

da
se

-l
ik

e 
lip

op
ro

te
in

 li
pa

se
 1

7
Sc

4m
ol

 L
pl

D
50

55
9 

N
M

_0
12

59
8

-1
.5

8 
-1

.5
0

N
SR

 N
SR

-1
.2

5 
-1

.2
3

E
ne

rg
y 

m
et

ab
ol

is
m

gl
uc

os
e-

6-
ph

os
ph

at
as

e,
 c

at
al

yt
ic

 s
ub

un
it

G
6p

c
N

M
_0

13
09

8
2.

82
1.

43
N

SR

Se
cr

et
or

y
ex

oc
ys

t c
om

pl
ex

 c
om

po
ne

nt
 6

E
xo

c6
N

M
_0

19
27

7
1.

20
N

SR
1.

27

C
a2

+
 m

od
ul

at
io

n
ar

gi
ni

ne
 v

as
op

re
ss

in
 r

ec
ep

to
r 

1A
A

vp
r1

a
Z

11
69

0
N

SR
-1

.2
9

-1
.2

4

V
es

ic
ul

ar
 tr

af
fi

ck
in

g
co

at
om

er
 p

ro
te

in
 c

om
pl

ex
, s

ub
un

it 
be

ta
 2

 (
be

ta
 p

ri
m

e)
C

op
b2

A
F0

02
70

5
-1

.2
4

-1
.2

0
N

SR

In
fl

am
m

at
or

y 
re

sp
on

se
cy

to
ch

ro
m

e 
P4

50
, f

am
ily

 4
, s

ub
fa

m
ily

 f
, p

ol
yp

ep
tid

e 
1

C
yp

4f
1

N
M

_0
19

62
3

1.
61

1.
29

N
SR

N
eu

ro
na

l g
ro

w
th

 a
nd

gu
id

an
ce

gl
uc

os
am

in
e 

(U
D

P-
N

-a
ce

ty
l)

-2
-e

pi
m

er
as

e/
N

-a
ce

ty
lm

an
no

sa
m

in
e 

ki
na

se
G

ne
Y

07
74

4
1.

38
1.

21
N

SR

C
el

l s
ig

na
lin

g
fa

tty
 a

ci
d 

bi
nd

in
g 

pr
ot

ei
n 

5,
 e

pi
de

rm
al

Fa
bp

5
U

13
25

3
-1

.7
4

N
SR

-1
.2

7

C
el

l s
ig

na
lin

g
R

ab
 a

cc
ep

to
r 

1 
(p

re
ny

la
te

d)
R

ab
ac

1
A

F0
25

50
6

1.
74

1.
31

N
SR

N
uc

le
ot

id
e 

m
et

ab
ol

is
m

ur
ei

do
pr

op
io

na
se

, b
et

a
U

pb
1

M
97

66
2

1.
32

1.
39

N
SR

U
nk

no
w

n
tr

ip
ar

tit
e 

m
ot

if
-c

on
ta

in
in

g 
17

T
ri

m
17

A
F1

56
27

2
2.

21
1.

53
N

SR

C
el

l d
ea

th
, e

xo
cy

to
si

s,
ce

ll 
si

gn
al

in
g

ph
os

ph
ol

ip
as

e 
D

1
Pl

d1
U

69
55

0
N

SR
-1

.2
0

-1
.5

3

Pr
ot

ei
n 

tr
an

sc
ri

pt
io

n
ri

bo
so

m
al

 p
ro

te
in

 L
8

R
pl

8
X

62
14

5
1.

55
1.

25
N

SR

N
a,

 K
 tr

an
sp

or
t a

nd
w

at
er

 r
eg

ul
at

io
n

A
T

Pa
se

, N
a+

/K
+

 tr
an

sp
or

tin
g,

 a
lp

ha
 1

 p
ol

yp
ep

tid
e

A
tp

1a
1

M
28

64
7

1.
66

1.
25

N
SR

E
ne

rg
y 

m
et

ab
ol

is
m

,
A

po
pt

ot
ic

 p
at

hw
ay

s
pr

ot
ei

n 
ki

na
se

, A
M

P-
ac

tiv
at

ed
, b

et
a 

1 
no

n-
ca

ta
ly

tic
 s

ub
un

it
Pr

ka
b1

U
42

41
1

-1
.4

5
N

SR
-1

.2
1

D
N

A
 d

am
ag

e 
re

sp
on

se
C

as
-B

r-
M

 (
m

ur
in

e)
 e

co
tr

op
ic

 r
et

ro
vi

ra
l t

ra
ns

fo
rm

in
g 

se
qu

en
ce

 b
C

bl
b

A
F1

99
50

4
1.

24
1.

27
N

SR

T
ra

ns
cr

ip
tio

n 
re

gu
la

tio
n

tr
an

sc
ri

pt
io

n 
el

on
ga

tio
n 

fa
ct

or
 B

 (
SI

II
),

 p
ol

yp
ep

tid
e 

2
T

ce
b2

L
42

85
5

1.
23

1.
35

N
SR

D
N

A
 d

am
ag

e 
re

sp
on

se
in

te
rf

er
on

 r
eg

ul
at

or
y 

fa
ct

or
 1

Ir
f1

N
M

_0
12

59
1

-1
.7

2
N

SR
-1

.2
7

Anesth Analg. Author manuscript; available in PMC 2014 March 01.



N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

Edmands et al. Page 15

O
nt

ol
og

y
F

ul
l N

am
e

C
od

e
G

en
B

an
k 

ac
ce

ss
io

n
L

iv
er

 L
ev

el
K

id
ne

y 
L

ev
el

H
ea

rt
 L

ev
el

V
es

ic
le

 tr
an

sp
or

t
SV

2 
re

la
te

d 
pr

ot
ei

n
Sv

op
A

F0
60

17
3

-1
.4

1
-1

.1
0

-1
.2

4

U
nk

no
w

n
he

ar
t e

nd
ot

he
lia

l u
nk

no
w

n 
pr

ot
ei

n
U

44
84

4
1.

63
N

SR
1.

25

U
nk

no
w

n
R

at
 in

su
lin

-l
ik

e 
gr

ow
th

 f
ac

to
r 

I
M

81
18

4
-1

.2
2

-1
.2

5
N

SR

U
nk

no
w

n
pr

ol
in

e-
ri

ch
 p

ro
te

in
 1

5
Pr

p1
5

N
M

_0
12

63
2

1.
74

N
SR

1.
20

V
es

ic
le

 tr
an

sp
or

t
sy

na
pt

ot
ag

m
in

 I
Sy

t1
X

52
77

2
1.

62
1.

31
N

SR

B
ili

ru
bi

n 
ca

ta
bo

lis
m

U
D

P 
gl

uc
ur

on
os

yl
tr

an
sf

er
as

e 
1 

fa
m

ily
, p

ol
yp

ep
tid

e 
A

1
U

gt
1a

1
S7

03
60

1.
26

-1
.2

4
-1

.1
1

A
po

pt
os

is
B

cl
2-

as
so

ci
at

ed
 d

ea
th

 a
go

ni
st

B
ad

A
F2

79
91

0
-1

.2
2

-1
.2

2
N

A

Z
in

c 
M

et
ab

ol
is

m
m

et
al

lo
th

io
ne

in
 2

M
t2

N
M

_0
08

63
0

3.
77

1.
41

N
A

Z
in

c 
M

et
ab

ol
is

m
m

et
al

lo
th

io
ne

in
 1

a
M

t1
a

J0
07

50
2.

31
1.

35
N

A

na
=

no
t a

pp
lic

ab
le

. n
sr

=
 n

o 
si

gn
if

ic
an

t r
eg

ul
at

io
n.

Anesth Analg. Author manuscript; available in PMC 2014 March 01.


