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Abstract
Id2 is a helix-loop-helix (HLH) transcription factor essential for normal development and its
expression is dysregulated in many human neurological conditions. Although it is speculated that
elevated Id2 levels contribute to the pathogenesis of these disorders, it is unknown whether
dysregulated Id2 expression is sufficient to perturb normal brain development or function. Here,
we show that mice with elevated Id2 expression during embryonic stages develop microcephaly,
and that females in particular are prone to generalized tonic-clonic seizures. Analyses of Id2
transgenic brains indicate that Id2 activity is highly cell context specific: elevated Id2 expression
in naive NSCs in early neuroepithelium induces apoptosis and loss of NSCs and intermediate
progenitors. Activation of Id2 in maturing neuroepithelium results in less severe phenotypes and is
accompanied by elevation of G1 Cyclin expression and p53 target gene expression. In contrast,
activation of Id2 in committed intermediate progenitors has no significant phenotype. Functional
analysis with Id2 over-expressing and Id2-null NSCs shows that Id2 negatively regulates NSC
self-renewal in vivo, in contrast to previous cell culture experiments. Deletion of p53 function
from Id2-transgenic brains rescues apoptosis and results in increased incidence of brain tumors.
Furthermore, Id2 over-expression normalizes the increased self-renewal of p53-null NSCs,
suggesting that Id2 activates and modulates the p53 pathway in NSCs. Together, these data
suggest that elevated Id2 expression in embryonic brains can cause deregulated NSC self-renewal,
differentiation and survival that manifest in multiple neurological outcomes in mature brains,
including microcephaly, seizures, and brain tumors.
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INTRODUCTION
The mammalian brain develops from tightly controlled expansion and maturation of
neuroepithelial stem cells in the rostral tip of the neural tube. The early neuroepithelium is
composed of neural stem cells (NSCs) that rapidly divide symmetrically while maturing
neuroepithelial stem cells divide asymmetrically to generate a daughter cell that remains as a
NSC and another daughter cell that becomes an intermediate (basal) progenitor cell or a
mature neuron1, 2. For normal brain development, proliferation and differentiation of NSCs
and intermediate progenitors must be strictly orchestrated with the activation of
differentiation genes, cell cycle withdrawal, and cellular migration. Many transcription
factors have been shown to be critical for these processes, including bHLH genes Hes1,
Hes5, Neurogenin1/2, Mash1 and Id1, 2, 3, and 43-6. In addition, altered expression of these
genes, particularly the Id (inhibitor of differentiation) genes, has been associated with
various neurological disorders in human, suggesting that they may be involved in
pathogenesis7, 8.

Id genes encode helix-loop-helix proteins that are highly expressed in the developing
nervous system. There are four Id gene family members (Id1-4) in mammals. Unlike basic-
helix-loop-helix (bHLH) proteins that directly bind to DNA, ID proteins lack DNA binding
domain and function by sequestering bHLH proteins in inactive heterodimeric
complexes 8-10. Many bHLH proteins are involved in cell fate specification and
differentiation; hence, it is thought that by inhibiting bHLH proteins, ID proteins block
differentiation. In addition, ID proteins also actively promote proliferation by interacting
with components of the cell cycle machinery. For example, ID2 promotes G1-S transition in
neural cells by directly binding to the RB (Retinoblastoma) protein and inhibiting its
checkpoint function11, 12. Id genes are expressed in the developing mammalian brain in
overlapping patterns. Consistent with its function in blocking differentiation and promoting
proliferation, Id genes are highly expressed in the VZ (ventricular zone) and SVZ
(subventricular zone), proliferative zones containing NSCs and intermediate
progenitors13, 14. In addition, Id2 is also expressed in postmitotic neurons, particularly in
layer 5 neurons in somatosensory cortex 14, 15, consistent with its proposed role in regulation
of neurite outgrowth16, 17.

Id genes are also implicated in stem cell regulation in vitro and in vivo. For example, Id
genes can replace serum or BMP in mouse ES cell cultures to promote self-renewal and
pluripotency18. In addition, Id1 marks and promotes self-renewal of adult NSCs in the
SVZ19, and glioma initiating cells (glioma stem cells) in human GBMs20. Consistently,
while Id1 and Id3 single null mice develop grossly normal brains, Id1/3 double mutant
brains show precocious differentiation and severe depletion of neural precursors6,
suggesting a functional redundancy between Id1 and Id3 in embryonic NSCs. In contrast,
Id4 single null mice develop microcephalic brains due to compromised expansion of early
neuroepithelial stem cells5, and ectopic expression of Id4 confers stem cell-like properties to
Ink4/ARF−/− astrocytes in culture21. Together, these studies suggest a positive role for Id
genes in stem cell maintenance and proliferation.

Other studies, however, paint a more complex picture of Id gene function. In some cell
types, Id genes promote apoptosis and differentiation rather than proliferation, and function
as tumor suppressors. For example, Id2 −/− mice develop intestinal tumors, suggesting that
Id2 functions as a tumor suppressor in the intestinal epithelium22. In SW480 and MIA
PaCa-2 cells, Id2 inhibits proliferation, and mutant p53 proteins promote cellular
proliferation in part by suppressing Id2 expression in these cells23. In addition, Id genes can
also promote apoptosis in a cell context-dependent manner. For example, Id1 promotes
proliferation of mammary cells at low-density but induces apoptosis at high-density24.
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Furthermore, ectopic expression of Id2 in myeloid cells induces apoptosis through a
mechanism independent of HLH protein interaction25. Hence, whether Id genes promote
proliferation, differentiation or apoptosis appears to depend on the cell type and the cellular
microenvironment, underscoring the need to decipher Id gene function in relevant cell
contexts in vivo.

To determine the causal role of Id2 dysregulation in pathogenesis of neural conditions, we
analyzed the consequences of altered Id2 expression levels in different populations of
proliferating cells in the developing cortex. We report that elevated Id2 expression
negatively regulates NSC self-renewal and survival in vivo, ultimately leading to
microcephalic brains that are susceptible to seizures and brain tumor formation.

MATERIALS AND METHODS
Mice

All mouse work was performed according to the protocols approved by The Jackson
Laboratory ACUC. All phenotypic analyses were performed by comparing at least three
pairs of littermate control and transgenic embryos. FID2 mouse was generated in the Israel
laboratory26. FVB-Tg(GFAP-cre)25Mes/J, B6.Cg-Tg(Nes-cre)1Kln/J, 129P2(Cg)-
Foxg1<tm1(cre)Skm>/J, and Tg(Neurog1-cre)1Jejo/J were obtained from the Jackson
Laboratory Repository. For embryo harvests, noon of the day when vaginal plug was
observed was considered E0.5 days.

Immunohistochemistry
Embryo brains were fixed in fresh 4% paraformaldehyde overnight, and then prepared for
OCT or paraffin sections. Coronal sections from matching levels were compared between
control and transgenic littermates with Hematoxylin and Eosin-Y and standard
immunohistochemistry protocol. Please see Supplementary Materials and Methods for
details of antibodies used in the study.

Electroconvulsive threshold test and EEG
FID2;Nestin-Cre and control littermates on C57BL/6J background were tested for minimal
forebrain clonic seizures - the mildest generalized seizure endpoint - following electrical
stimulation, as previously described27. Young (5-6 weeks old) control and transgenic mice
were tested once at a stimulus level estimated to be in the first quartile of response for
wildtype. Because it is well established that females generally have a lower
electroconvulsive threshold than males27, the sexes were tested separately at stimulus levels
estimated to be in the first quartile response, respectively (6.5 mA for female and 8.0 mA for
male). The pulse frequency, width and duration were fixed at 299 Hz, 1.6 ms and 0.2 s,
respectively. Differential responses between transgenic and non-transgenic were recorded
and analyzed using a one-tailed 2 × 2 contingency χ2 test for each sex. EEG electrode
implant surgery and analysis was performed as previously28. Please see Supplementary
Materials and Methods for more details.

Realtime RT-PCR analysis
Total RNAs from E12.5 and E15.5 littermate cortices were extracted using Trizol reagent
(Invitrogen). RNA samples were first treated with DNase1 (Ambion) and converted to
cDNA using the iScript cDNA synthesis Kit (Bio-Rad). Realtime RT-PCR was performed
using iQ SYBR Green Supermix (Bio-Rad) in iQ5 realtime PCR machine (Bio-Rad).
Samples were normalized to internal 18s values. Realtime RT-PCR primer sequences are
listed in Supplementary Materials and Methods.
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Secondary neurosphere formation assay
E15.5 transgenic and littermate control cortices were dissected and dissociated into single
cells to establish fresh neurosphere cultures. At passages 1 and 2, neurospheres were
dissociated into single cells and were plated at a density of 1 cell/1ul in neural stem cell
culture media (DMEM/F12 with B-27, 10ng/ml basic FGF, 20ng/ml EGF, and Penicillin/
Streptomycin). After 7days, secondary neurosphere numbers were counted. All experiments
were performed with at least three independent biological replicates and on at least two
consecutive passages for technical replicates.

Cell cycle analysis
E12.5 cortices from control and FID2;Nestin-cre littermate embryos were microdissected
and immediately dissociated and fixed in 70% ethanol. RNA was digested with RNAse
(100μg/ml) and DNA was labeled with Propidium Iodide (50μg/ml) for 30 minutes.
Samples were scanned on FACS Calibur to measure DNA contents. Cell cycle profiles were
generated using the Flowjo software.

Statistical analysis
In all quantitative experiments, only littermate control and transgenic embryos were directly
compared and samples from at least two independent litters were compared. Statistical
significance was calculated using GraphPad Prism software, using unpaired t-test (except for
Kaplan Meier survival curve) and error bars represent SEM unless noted otherwise.

RESULTS
Elevated Id2 expression induces apoptosis and depletes early NSCs in vivo

To determine the consequence of misregulated Id2 expression on brain development, we
used a floxed allele of Id2 (FID2)26 to induce human ID2-EGFP fusion protein expression in
different populations of cells using Cre-mediated recombination. To assess the function of
Id2 in NSC proliferation and differentiation, we first used Foxg1-cre to activate FID2
expression in the early neuroepithelium (Fig. 1A). Foxg1-Cre is expressed in the developing
forebrain at E9.5 29, corresponding to the time when neuroepithelial stem cells rapidly
expand laterally through symmetric stem:stem divisions and prior to onset of neurogenesis
in the cortex2.

At mid-gestation, FID2;Foxg1-Cre forebrains were dramatically smaller than those of
control littermates (arrows in Fig. 1B). Note that mid- and hindbrain regions of FID2;Foxg1-
Cre embryos are normal in size, indicating that hypoplasia is observed only in the region
where Id2 expression is elevated. This phenotype was obvious as early as E12.5 (mutant on
the right, Fig. 1C), and robust transgene expression is detected at E12.5 with an antibody
against the GFP fusion protein (Fig. 1D). H&E staining on coronal sections of control and
FID2;Foxg1-Cre at E12.5 showed severely reduced lateral ventricle size due to
compromised lateral expansion of the forebrain neuroepithelium (Fig. 1E). To determine the
regional identify of the residual neuroepithelium in FID2;Foxg1-Cre forebrain, we analyzed
expression patterns of dorsal and ventral forebrain VZ markers30 (PAX6 and MASH1,
respectively). Most of the neuroepithlelium in the transgenic brain was PAX6+ and only the
most ventral region was MASH1+ (Fig. 1F), suggesting that the residual tissue is mostly
cortical even though both ventral and dorsal tissues were properly specified.

To assess the underlying cause of compromised brain growth in the transgenic forebrain, we
analyzed proliferation, differentiation and survival of NSCs and intermediate progenitors in
the residual FID2;Foxg1-cre cortex. Most neuroepithelial cells expressed NSC marker
PAX6+, as expected, and the thickness of the PAX6+ neuroepithelium is reduced in
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transgenic brain (Fig. 1F). In the developing cortex of wildtype embryos, intermediate
progenitors express a T-box transcription factor, TBR2, and are observed in the VZ and
SVZ31. TBR2+ cells were present in disorganized clusters in FID2;Foxg1-cre cortices
(arrows in Fig. 1G). Analysis of differentiating neurons (TuJ1/ß-III-tubulin) showed similar
disorganization in radial columns and thickening of the postmitotic zone in FID2;Foxg1-Cre
cortices (Fig. 1H), suggesting increased neurogenesis.

To determine whether cell death also contributes to reduced brain size, we analyzed
FID2;Foxg1-Cre brains for apoptosis. Antibody staining for cleaved Caspase3 confirmed an
increased number of apoptotic cells in the transgenic cortex (arrows in Fig. 1H). Most of the
apoptotic cells were TuJ1/ß-III-tubulin+ differentiating neurons (Fig. 1H), suggesting that
differentiation is incompatible with sustained high levels of Id2 expression. To determine
whether undifferentiated neuroepithelial NSCs also die, we analyzed FID2;Foxg1-Cre brains
at an earlier time point. At E10.5, 1 day after the Cre activation, we did not observe
increased neurogenesis but did observe increased number of apoptotic cells in the transgenic
brain, marked by cleaved Caspase3 staining (Fig. 1I) and the appearance of pyknotic and
karyorrhexic nuclei (Fig. 1J). Together, these results show that early neuroepithelial stem
cells fail to expand when Id2 expression is elevated due to increased apoptosis and
premature differentiation of NSCs. These observations also explain the more severe
hypoplasia observed in the ventral region of FID2;Foxg1-Cre brains since neurogenesis
starts earlier in the ventral forebrain than in the dorsal region.

Id2 over-expression results in microcephaly and seizures
Because of the severity of the phenotype and embryonic lethality in FID2;Foxg1-Cre mice,
it was not technically possible to further analyze molecular and cellular changes or
determine functional consequences of Id2 over-expression in mature brains. Hence, we
crossed FID2 mice to Nestin-Cre and GFAP-Cre transgenic mice (Fig. 2A). In these mice,
the Cre recombinase expression is activated in both neural stem and progenitor cells in
maturing neuroepithelium at E11.5 and E12.5, respectively. Overall phenotypes of
FID2;GFAP-cre and FID2;Nestin-Cre embryos were very similar; hence, data from these
strains are shown interchangeably below. Although the transgenic phenotype was 100%
penetrant, we did observe differences in the severity of the phenotype in different
individuals.

The hID2-GFP fusion transgene is robustly expressed at the RNA (Fig. 2B) and protein
levels (Fig.2 C) in FID2;Nestin-cre brains at E12.5. FID2;Nestin-Cre double transgenic mice
were viable; however, gross examination of postnatal brains indicated microcephaly in
FID2;Nestin-cre mice (Fig. 2D, E). In addition, we observed frequent generalized tonic-
clonic seizures in female FID2;Nestin-cre mice. Seizures occurred with an average age of
onset of 3 months in females (5 of 12) but not in males (0 of 9) or any non-transgenic or
Cre-minus control littermates (Fig. 2F). These events lasted for just over 30 seconds and
consisted of partial seizure behaviors (whisker twitching, jaw clonus, forelimb clonus), and
progressed to generalized behaviors (Straub tail, neck flexion, full loss of posture), followed
by tonic-clonic movement in fore- and hindlimbs and ending in transient immobility.
Several transgenic mice were examined by video-electroencephalography (EEG) in
overnight recordings, and we were able to capture five spontaneous convulsive seizures in
two transgenic mice (Fig. 2G, Supplementary Fig. 1, and not shown). The progression of the
typical generalized tonic-clonic convulsion sequence was reflected in the EEG – beginning
with an initial single spike with the mouse still (arrow 1 in Fig. 2G), then partial behaviors
accompanied by high-amplitude faster spiking that spread from one region to another
(arrows 2 and 3), then generalized behaviors accompanied by very high amplitude complex
spiking (arrow 4), followed by complete stillness and post-ictal depression (arrow 5). We
also examined electroconvulsive threshold in 5-6 week old Id2 transgenic mice using the
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electroconvulsive threshold test (Fig. 2H). Littermate control and transgenic male mice did
not show significant differences in their electroconvulsive threshold (28.1% vs. 40%,
p=0.367, Fig. 2H). However, female transgenic mice showed a significantly reduced
electroconvulsive threshold when compared with non-transgenic or cre-minus control
littermates (15.4% vs. 72.2%, p=0.0002). These data suggest that elevated Id2 levels in the
developing brain is sufficient to lead to serious developmental abnormalities, manifesting in
increased propensity for sex-specific spontaneous convulsions and low seizure threshold,
and microcephaly. In addition, these results suggest that Id2 may contribute to sex-specific
differentiation of the mammalian brain.

Id2 inhibits NSC self-renewal in vivo
To understand the developmental origin of these behavioral abnormalities, we analyzed the
brains of FID2;Nestin-Cre mice during embryogenesis. Nestin-cre is activated in the
developing cortex at around E11.5; hence, we chose to analyze the brains from E12.5
onwards. At E12.5, the cortical thickness is similar between control and FID2;Nestin-cre
transgenic littermates (Fig. 3A). However, pyknotic nuclei and clusters of darkly stained
nuclei were present in Id2-overexpressing brains (arrows in Fig. 3A). Antibody staining with
Cleaved Caspase3 clearly demonstrated dramatic increase in apoptosis in the transgenic
brain, both in the proliferative zone and in the mantle region under the pia surface (Fig. 3B).
Marker analyses showed equivalent density of SOX2+ NSCs in control and transgenic
brains at E12.5 (Fig. 3C). Quantitation of TBR2+ intermediate progenitors showed a
significant decrease in FID2;Nestin-cre brains (79%+/− 1.6% of control, p=0.0064, Fig.
3D). At the same time, the percentages of TBR1+ neurons tended to be higher in the
transgenic brains, although the difference was not statistically significant (Fig. 3E).
Together, these results suggest that an early effect of elevating Id2 expression level is
increased apoptosis and loss of intermediate progenitors.

To further analyze the effect of Id2-over expression at the peak of neurogenesis, we
analyzed FID2;Nestin-cre brains at E15.5. Immunofluorescence analyses with markers for
differentiating neurons (TBR1) revealed a consistent decrease in the number of neurons in
FID2;Nestin-Cre transgenic brains (Fig. 4A, p=0.0851). At E15.5, both SOX2+ NSCs and
TBR2+ intermediate progenitor numbers were significantly decreased in transgenic brains
(Fig. 4B,C, SOX2 p= 0.0179, TBR2 p=0.0141), suggesting that elevated Id2 level depletes
both NSCs and progenitors.

These marker analyses yielded unexpected outcome, i.e., over-expression of Id2 reduces
rather than increases cell numbers in the developing brain. In particular, Id2 elevation results
in reduced numbers of proliferating cells. To functionally test whether NSC self-renewal is
compromised in Id2-over expressing cells, we isolated NSCs from E15.5 control and
transgenic littermate cortices and cultured them in vitro. Freshly established neurospheres
(p0) were dissociated into single cells and plated at a clonal density at passage 1and 2 and
numbers of secondary spheres were counted 7 days later. We observed a consistent and
dramatic reduction in the number of secondary neurospheres that form in transgenic cultures
(Fig. 4D). This confirmed the marker analysis in vivo and suggested that Id2 suppresses
NSC self-renewal.

To test whether negative regulation of NSC self-renewal is a normal function of Id2, we
isolated neurospheres from E15.5 Id2−/− and control littermate cortices and analyzed them
for NSC self-renewal in vitro. We observed a subtle but statistically significant increase in
neurosphere formation in Id2−/− cultures (Fig. 4E, p= 0.0529), complementing our findings
in Id2-GOF brains. Together, these gain- and loss-of-function analyses show that Id2
negatively regulates NSC self-renewal in the developing mouse cortex.
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Id2−/− mice develop grossly normal brains at birth, most likely due to functional
compensation by other Id genes (not shown). However, a recent study reported that Id2−/−
adults have reduced numbers of olfactory interneurons, due to increased gliogenesis at the
expense of neurogenesis in the rostral migratory stream32. To test whether Id2 expression is
sufficient to induce gliogenesis in vivo, we analyzed FID2;Nestin-cre brains at E15.5 with
markers for gliogenesis. Antibody staining with GFAP and OLIG2 did not show any
differences between the control and FID2;Nestin-cre brains (Supplementary Fig. 2),
suggesting that Id2 is not sufficient to promote premature gliogenesis during embryogenesis.

NSCs and intermediate progenitors respond differently to elevated Id2 expression
While the overall phenotypes of FID2;Foxg1-cre and FID2;Nestin-cre were consistent, we
were struck by the difference in phenotypic severity. To test whether this reflects cell-
context dependence of Id2 function, we over-expressed Id2 in intermediate progenitor cells,
using the Neurogenin1-Cre driver33, 34 (Supplementary Fig. 3A). Neurogenin1-Cre mice
express the Cre recombinase in both intermediate progenitors and differentiating neurons in
the cortex (arrowheads in Supplementary Fig. 3B). FID2;Neuro-cre transgenic mice were
viable and had normal brain size (Supplementary Fig. 3C). In stark contrast to Id2
expression in FID2;Foxg1-Cre brains (Fig. 1), there are no observable morphological
changes in FID2;Neuro-Cre brains compared to their littermates (Supplementary Fig. 3D).
Marker analyses for NSCs, progenitors, and neurons showed no significant difference
between the control and transgenic littermates (Supplementary Fig. 3E,F,G). In addition,
there was no increased apoptosis in the FID2;Neuro-cre cortices (Supplementary Fig. 3H),
suggesting that ectopic Id2 expression in committed intermediate progenitors does not
induce apoptosis. Together, these data indicate that the two proliferating cell types in the
developing brain, NSCs and intermediate progenitors, display differential sensitivity to
misregulated Id2 expression.

Id2 over-expression results in enhanced G1-S transition but blocked G2/M transition
To better understand the cause of reduced proliferating cell numbers in FID2;Nestin-cre
cortices, we tested whether cell cycle progression is compromised in Id2-over expressing
cells. We analyzed cells that are in different phases of the cell cycle using two different
approaches at E12.5 (one day after the onset of the transgene expression). At this age, there
are very few neurons in the cortex (Fig. 3E) and the majority of the cells are NSCs and
intermediate progenitors (Fig. 3C,D). To label cells in the S-phase of the cell cycle, pregnant
dams were injected with BrdU for 1 hour prior to harvest. Due to interkinetic nuclear
movement, S-phase cells (BrdU+) are positioned away from the apical surface while
phospho-Histone 3-positive M-phase nuclei are positioned along the apical surface in the
neuroepithelium 35. Immunofluorescence analysis with antibodies again BrdU show
equivalent percentages of BrdU+ cells (79.53+/−6.51% of counted cells in control and
79.123+/−14.38% in transgenic); however, the percent of PH3+ cells in the transgenic
cortex was consistently decreased (10.22+/−1.71% of counted cells in control and 8.487+/
−1.24% in transgenic cortices, p-value= 0.3354, Fig. 5A). The ratio of PH3/BrdU cells was
decreased in the transgenic cortices suggesting a compromised cell cycle progression
(0.127+/−0.007 in control and 0.106+/−0.005 in transgenic, p= 0.0804).

To quantify the proportion of cells in different phases of the cell cycle using a different
approach, we micro-dissected cortices of control and FID2;Nestin-Cre littermates at E12.5
and acutely dissociated them into single cells. These were fixed and stained with Propidium
Iodide (PI) to label their DNA contents. FACS analyses of PI labeled cells showed that
FID2;Nestin-cre cortices have significantly decreased percentages of cells in G0/G1
(control: 80.67+/−1.36% and transgenic: 76.33+/−1.76%, p=0.028) and an increased
percentage of cells in S-phase (control:13.4+/−1.97% and FID2;Nestin-Cre: 18.47+/− 1.65,
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p=0.027) of the cell cycle (Fig. 5B). The percentage of M-phase cells in the transgenic
brains was also reduced. Together, these results suggest that elevation of Id2 expression in
the developing neuroepithelium may cause aberrant cell cycle progression.

Id2 activates G1 Cyclin expression and the p53 pathway in vivo
To gain better molecular understanding of these phenotypes, we examined the
transcriptomes of control and FID2;Nestin-cre forebrains at E12.5. No statistically
significant gene expression differences were detected (likely due to variable severity of the
transgenic phenotype from embryo to embryo), although many genes showed different
expression levels between control and FID2;Nestin-cre littermate brains (not shown).
Transcriptome analyses of FID2;GFAP-cre cortices at E13.5 identified 17 genes that showed
significant expression level differences between control and transgenic cortices (q<0.05 and
> +/−1.4 fold change). Among the up-regulated genes were cell cycle regulators (CyclinD1
and p21(Cdkn1a)), CyclinG1, and p53 target genes, Pdrg1 and p21 (Supplementary Table
1). Activation of CyclinG1 and p53-target genes suggested that Id2-over expression might
induce DNA damage response in neuroepithelial cells that activates the p53 pathway.

We first validated elevated expression levels of CyclinD1, CyclinG1, p21, and Pdrg1 in
independent sets of control and FID2;Nestin-Cre and FID2;GFAP-cre brains using
quantitative realtime RT-PCR (Fig. 5C and 6A, and Supplementary Fig. 4). Elevated
CyclinD1 expression is consistent with enhanced G1-S transition we observed in
FID2;Nestin-cre cortices at E12.5 (Fig. 5B). Consistently, other G1 cyclins, Cyclin D2 and
E1, were also up-regulated (Fig. 5C). On the other hand, increased p21 and CyclinG1 levels
(Fig. 6A) suggests activation of the DNA damage check point, which is consistent with
reduced number of M-phase cells we observed in FID2;Nestin-Cre cortices at E12.5 (Fig.
5A,B). Activation of the DNA damage checkpoint also suggests that the p53 pathway may
be activated in the transgenic brain. To test this idea, we analyzed the expression pattern of
the p53 protein by immunohistochemistry. The p53 protein level is low in normal cells and
is not detectable in the control cortex, but it was up-regulated in scattered cells in the
FID2;Nestin-Cre and FID2;GFAP-cre cortices at E12.5 (Fig. 6B, and Supplementary Fig. 5).
We also tested whether other p53 target genes involved in apoptosis were elevated, and
observed that Bax level was also elevated in FID2;Nestin-cre brains (Fig. 6A). Together,
these results suggest that increased apoptosis in Id2-GOF brains is mediated through the p53
pathway.

To genetically test this hypothesis, we crossed p53−/− mice to FID2;GFAP-Cre mice to
generate FID2;GFAP-Cre;p53−/− embryos. As shown in Fig. 6C, loss of p53 rescued the
apoptosis phenotype in FID2;GFAP-Cre brains. To test whether blocking apoptosis is
sufficient to rescue reduced NSC self-renewal in FID2;GFAP-cre cortices, we isolated NSCs
from wildtype, FID2;GFAP-cre, p53−/− and FID2;GFAP-cre;p53−/− cortices and tested
them for secondary sphere formation at low passages (p2 and p3). p53−/− NSC cultures
contained approximately twice more NSCs than littermate p53+/+ NSC cultures (Fig. 6D),
as previously reported 36-38. Loss of p53 rescued the reduced self-renewal ability of
FID2;GFAP-cre NSCs, restoring their level to that of wildtype cells (Fig. 6D). Interestingly,
FID2;GFAP-cre;p53−/− NSCs showed significantly lower self-renewal ability than p53−/−
NSCs (p=0.0003, Fig. 6D), suggesting that Id2 suppresses self-renewal of NSCs
downstream of p53 and independent of NSC survival. Together, these data suggest that
elevated Id2 expression activates and modulates the p53 pathway.

Id2 over-expression increases brain tumor incidence in p53−/− mice
Id2 is over-expressed in many human cancers, including brain tumors 8, 39-41. Not
surprisingly, Id2 is not sufficient to transform neural cells on its own since we did not
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observe brain tumors in any of the FID2;Nestin-cre or FID2;GFAP-cre mice. However,
since p53 is mutated in >50% of human gliomas (TCGA)42 and p53 activity is necessary to
remove aberrant cells through apoptosis in Id2-GOF brains, we tested whether p53 loss
combined with Id2 over-expression is sufficient to transform neural cells. We aged control
and FID2;GFAP-Cre;p53−/− mice and observed them for signs of brain tumor. All
FID2;GFAP-Cre;p53−/− mice died by 181 days of age (Fig. 7A). Interestingly, 40% of
FID2;GFAP-Cre;p53−/− mice developed obvious neurologic symptoms of brain tumor
while none of the p53−/− littermate mice developed these symptoms. Upon harvest and
analysis, we confirmed that non-transgenic p53−/− mice did not have brain tumors but died
from lymphomas and sarcomas, as reported previously43. In contrast, 40% (2 of 5) of the
FID2;GFAP-Cre;p53−/− mice developed malignant astrocytoma and medulloblastoma (Fig.
7B,C,D,E). Analysis of these tumors by a neuropathologist indicated that the glioma in the
forebrain had typical histological features of malignant astrocytoma and showed high levels
of GFAP and PCNA expression (Supplementary Fig. 6). In another mouse, a tumor on the
cerebellum was composed of small, EGL progenitor-like cells (Fig. 7D,E). This tumor was
highly vascularized and proliferative (Fig. 7D, E, F), and many tumor cells expressed a stem
cell marker OLIG2 (Fig. 7H). Very few cells within the tumor expressed GFAP (Fig. 7I),
consistent with it being a medulloblastoma. Together, these observations show that elevated
Id2 expression promotes brain tumor formation when combined with cooperating mutations
in tumor suppressor genes such as p53.

DISCUSSION
Id2 expression is upregulated in many pathological human conditions. For example, all four
Id genes are elevated significantly in the cortices of patients with Rett Syndrome7, an autism
disorder characterized by microcephaly, seizures, autistic behavior, and other developmental
regression and delays. Furthermore, mice with mutated Mecp2, the orthologue of the most
commonly mutated gene in Rett patients, also have elevated levels of Id gene expression in
the cortex7, suggesting that Id gene dysregulation may be a contributing factor to the
pathology. In addition, Id genes are highly expressed in many human cancers, including
gliomas and neuroblastomas40. Despite these suggestions, however, it is unknown whether
elevated Id2 expression is sufficient to disrupt normal brain development and cause
neurological symptoms associated with Retts or brain tumors. Results presented here
demonstrate for the first time that deregulated Id2 expression can be causal in inducing some
of the pathological features in these human conditions.

To elucidate the role of Id2 expression in normal brain development and the etiology of
these disorders, we analyzed Id2 gain- and loss-of-function mutant mouse brains. First, we
show that elevated Id2 expression is sufficient to cause aberrant brain development that
recapitulates some of the features associated with Retts and brain tumors. Second, we
provide evidence that Id2 activates and modulates the p53 pathway to regulate NSC self-
renewal and survival. Third, we show that Id2 function is highly cell context specific, even
within two different populations of proliferating cells in the developing brain. Finally,
contrary to most previous studies performed in cell lines in vitro, our in vivo analysis shows
that over-expression of Id2 reduces, rather increases, neural cell numbers and generates
microcephalic brains.

Our results show that Id2 elevation is sufficient to disrupt normal brain development where
the severity of the phenotype inversely correlated with the maturity of the target cell type. In
particular, apoptosis was more apparent in younger embryos than in older embryos,
suggesting that either specific cellular state of neuroepithelial cells are more sensitive to Id2
dose or that cells that survive the initial change in Id2 level learn to adapt or molecularly
compensate to prevent activation of the apoptosis program. Cell-type specific activation of
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the Id2-GFP transgene by Foxg1-cre and Neurogenin1-cre clearly demonstrate that cellular
state is a critical determinant of Id2 function. It should be noted that though even the cells
that survive do not mature normally since FID2;Nestin-cre transgenic adults develop
seizures. In addition, these cells are primed for cellular transformation since the incidence
rate of brain tumors in FID2;GFAP-Cre;p53−/− mice is much higher than that in p53−/−
mice (5%)43. Hence, this study provides the first in vivo evidence that Id2 over-expression
could be an initiating event in brain tumor formation. It is well documented that activation
of many oncogenes induces apoptosis or senescence 44-46, and induction of apoptosis by Id2
in neuroepithelial cells is consistent with the idea that Id2 has oncogenic activity.

Our loss- and gain-of-function analyses show that elevated Id2 expression suppresses NSC
self-renewal/ proliferation and induces apoptosis. This idea is somewhat contrary to the
prevalent theory that Id genes function to block differentiation and promote proliferation.
Consistent with previous in vitro studies, we do observe elevated expression of G1 cyclins,
including CyclinD1, in Id2-GOF brains. However, we also observe concurrent increase in
CyclinG1 and other p53 target gene expression, which suggests activation of a DNA damage
response and G2/M check point. The reduced percentage of PH3+ M-phase cells and
increased apoptosis in Id2-GOF brains support the model that elevated Id2 expression may
promote G1-S transition but that these cells incur DNA damage that blocks cell cycle
progression and activate p53-mediated apoptosis. On the other hand, elevation of CyclinD1
may also explain transient increase in neurogenesis observed in the early neuroepithelium of
FID2;Foxg1-cre brains (Fig. 1H). Others have reported that CyclinD1 expression can
promote differentiation of neural stem/progenitor cells. For example, forced expression of
CyclinD1 in chick spinal cord increased neurogenesis without affecting cell cycle
progression47. Finally, it should be noted that our observation that Id2 suppresses
proliferation and enhances differentiation in vivo is incongruous with previous in vitro
studies that showed increased proliferation of neural precursors when Id2 is activated in
vitro26, 48. Whether these apparent inconsistencies in our observations arise from use of
neural precursors at different developmental stages (postnatal vs. embryonic cortices) or in
vivo vs. in vitro manipulations remains to be resolved in the future. Together with other
studies, our results suggest that Id2 over-expression may promote or inhibit differentiation
and proliferation depending on the cellular context, providing a potential explanation for the
reported oncogenic and tumor suppressive functions of Id2 in different cell types.

Several lines of evidence we present here indicate that Id2 interacts with a major tumor
suppressor pathway, the p53 pathway, in neural cells. Previous studies have shown that Id2
is downstream of another tumor suppressor pathway, the RB pathway, and that Id2
modulates RB function in neural cells 49, 50. For example, Id2 deletion rescues the neural
phenotype in Rb−/− embryos 11. Interestingly, germline Rb−/− embryos show increased
apoptosis and misregulated cell cycle progression in the developing brain, similar to Id2-
GOF embryos shown here; however, tissue-specific deletion of the Rb gene showed that
increased apoptosis observed in Rb−/− cortex is due to non cell-autonomous defects51, 52.
Hence, it is unlikely that Id2-induced apoptosis is mediated through inhibition of the RB
pathway. On the other hand, we show that Id2 over-expression stabilizes the p53 protein,
activates p53 target gene expression, and induces apoptosis. Importantly, we show
genetically that deletion of p53 rescues the apoptosis and NSC self-renewal phenotype in
Id2-GOF brains, providing strong evidence for Id2 interaction with the p53 pathway in vivo.
Furthermore, we show that increased NSC self-renewal of p53−/− NSCs can be normalized
by Id2-over expression, suggesting that Id2 also modulates the activity of p53 downstream
targets that regulate NSC self-renewal. Importantly, this observation provides strong
evidence that the suppression of NSC self-renewal by Id2 is not merely due to increased
apoptosis in these cells.
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In summary, we provide in vivo evidence that deregulated Id2 expression has dire
consequences to a developing brain. We show that elevation of Id2 expression is sufficient
to disrupt normal brain development, increasing susceptibility to develop seizures,
especially in females. This sex-specific phenotype suggests that Id2 may play a role in
regulating sex-specific differences in mammalian brains. Finally, our study clearly
demonstrates the contextual effect of Id2 function, even within different populations of
proliferating cells in the same tissue in vivo, a concept that needs further exploration in other
stem cell systems and organs.
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Figure 1. Elevation of Id2 expression in naive, pre-neurogenic neuroepithelium results in severe
hypoplasia
(A) A schematic of transgenic crosses to generate FID2;Foxg1-cre embryos. (B,C) Images
of control and FID2;Foxg1-Cre littermate embryos at E16.5 (B) and E12.5 (C). Red arrows
indicate forebrain regions. FID2;Foxg1-Cre embryos are on the right. (D) Antibody staining
against GFP shows expression of the ID2-GFP fusion protein in the transgenic brain. (E)
H&E staining of coronal sections through E12.5 control and FID2;Foxg1-Cre littermates
shows severely reduced forebrain size in the transgenic embryo. Arrow marks the pallial-
subpallial sulcus. F) Regional markers for dorsal (PAX6, red) and ventral (MASH1. green)
forebrain show that the ventral forebrain show most of the residual epithelium is dorsal in
FID2;Foxg1-Cre embryos. Dash lines indicate pallial-subpallial boundary, and solid bars
indicate the thickness of the PAX6+ NSC zone. (G) Marker analysis for cortical progenitors
(TBR2) shows no gross change in numbers. (H,I) Antibody staining for differentiating
neurons (ß-III-Tubulin/TuJ1) and apoptotic cells (cleaved caspase 3) at E12.5 (H) and E10.5
(I). Arrows point to TuJ1+ neurons and arrowheads point to cleaved caspase3+ apoptotic
cells. (J) DAPI staining in transgenic brain at E10.5 shows pyknotic and karyorrhexic nuclei.
Scale bars= 50μm.
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Figure 2. Id2 over-expression results in microcephaly, generalized tonic-clonic seizures and low
seizure threshold
(A) A schematic of transgenic crosses to generate FID2;Nestin-cre embryos. (B) RT-PCR
analysis using primers from hID2 and GFP show the transgene expression in FID2;Nestin-
cre cortex at E12.5. (C) Antibody staining against GFP shows robust expression (arrows) of
the transgene at the protein level in FID2;Nestin-cre cortex at E12.5. (D) Control and
littermate FID2-Nestin-cre brains in adult mice show significantly smaller transgenic brain.
(E) Brain/body weight ratio comparison between control (n=7) and FID2;Nestin-cre (n=7)
littermate females at p26 confirm microcephalic phenotype (p=0.0406). Paired t-test. (F)
Onset of handling-associated generalized tonic-clonic seizures in Id2 transgenic female
mice. (G) Video-EEG recording of a generalized tonic-clonic seizure observed in an Id2
transgenic female. The traces shown are the differential signal between each electrode pair
(RF - right front electrode; LF - left front; RB –right back; LB – left back; positions relative
to Bregma and midline). Numbered arrows denote the behavioral progression, as described
in the text. Scale bar = 1 second. (H) A summary table of mice that experienced a minimal
clonic seizure in response to a single subthreshold electroconvulsive stimulus. One-tailed p-
values are shown from a Fisher Exact 2 × 2 contingency table test for each sex. Scale bar=
50μm
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Figure 3. Id2 expression increases apoptosis and reduces the number of proliferating cells
(A) H&E staining of E12.5 control and FID2;Nestin-cre littermate cortices. Arrows point to
pyknotic nuclei and clusters of nuclei corresponding to dying cells (arrows). (B) Cleaved
Caspase 3 staining shows dramatically increased number of apoptotic cells (arrows) in the
transgenic cortex, both in the VZ and the mantle. (C) SOX2 staining shows that most cells in
the VZ are NSCs in both control and transgenic cortices at this age. (D) TBR2 staining
shows ~20% reduction in the number of intermediate progenitors in the transgenic cortex
(p=0.0064). TBR2+ and DAPI+ nuclei were counted from same boxed area along the apical
surface from 3 set of independent littermate (total # of images counted: wt: n=15, tg :n=16).
To account for slight differences in developmental stage and rostrocaudal position of
analyzed sections among different litters, percentages of TBR2+ cells were first normalized
to littermate controls. (E) TBR1 staining for differentiating neurons do not show a
significant difference at E12.5 (p=0.8781). Scale bar= 50μm
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Figure 4. Id2 expression in NSCs inhibits self-renewal
(A) Antibody staining against markers for early-born cortical neurons (TBR1 in red) shows
consistently reduced number of TBR1+ cells in the transgenic cortex at E15.5 (p-value=
0.0851). (B.C) Numbers of SOX2+ NSCs and TBR2+ progenitors are significantly reduced
in the transgenic cortices at E15.5 (p=0.0179 for SOX2, and p=0.0141 for TBR2). (D)
Secondary neurosphere formation assay at passage1 in vitro shows a significantly reduced
number of NSCs in FID2;GFAP-Cre E15.5 cortical cultures compared to littermate controls
(n>7). (E) Self-renewal assay with Id2−/− and control littermate cortices at passage1 shows
significant increase in self-renewal in Id2 mutant cultures (p=0.0529). Scale bar= 50μm
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Figure 5. Id2 activates G1 cyclins in the developing cortex
(A) Antibody staining against BrdU (S-phase) and phosphorylated Histone 3 (PH3, M-
phase). Quantification of M-phase cells in the VZ (apical PH3+ cells) shows a slight but not
statistically significant (p=0.3354) decrease in FID2;Nestin-Cre brains at E12.5. The
percentages of BrdU+ cells are equivalent between control and transgenic cortices. The ratio
of PH3+/BrdU+ cells is reduced in the transgenic cortex (p=0.0804). (B) Cell cycle analysis
using Propidium Iodide staining of acutely dissociated control and FID2;Nestin-cre cortices
at E12.5 shows statistically significant increase in percentage of cells in S-phase (p=0.0269)
and a significant decrease in G0/1 (p=0.028) in FID2;Nestin-Cre cortices compared to
littermate controls. The percentage of M-phase cells is reduced but does not reach statistical
significance in this assay (p=0.4167). (C) RT-PCR analysis of G1 Cyclins shows consistent
increase in FID2;Nestin-cre brains at E12.5, compared to littermate controls. Scale bar=
50μm
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Figure 6. Id2 activates and modulates the p53 pathway
(A) Realtime RT-PCR validation of selected genes from the microarray analysis that are
known targets of p53 comparing control and FID2;Nestin-cre littermates at E12.5. (B)
Elevated p53 protein expression in the FID2;Nestin-Cre cortex at E12.5. Arrows point to
P53high cells in the transgenic cortex. (C) Cleaved Caspase 3 staining in wildtype,
FID2;GFAP-cre, FID2;GFAP-cre;p53+/−, and FID2;GFAP-cre;p53−/− cortices at E15.5.
Arrows point to apoptotic, cleaved Casp3+ cells. (D) Secondary neurosphere formation
assay using wildtype, FID2;GFAP-cre, FID2;GFAP-cre;p53−/−, and p53−/− cells at low
passages. * indicates p<0.006, error bars represent STDEV. Scale bar= 50μm
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Figure 7. Spontaneous brain tumor formation in FID2;GFAP-Cre;p53−/− mice
(A) Kaplan-Meier survival curve for FID2;GFAP-cre;p53−/−, FID2;GFAP-Cre;p53+/−,
FID2;GFAP-Cre;p53+/+, and non-transgenic p53−/− mice. (B) H&E staining of
astrocytoma that formed in the hippocampus of a FID2;GFAP-cre;p53−/− mouse. (C)
Higher magnification of boxed area in (B). (D) H&E staining of a medulloblastoma that
formed in a FID2;GFAP-cre;p53−/− mouse. (E) A higher magnification view of tumor in
(D). (F) PCNA, (G) ID2, (H) OLIG2, and (I) GFAP staining in the medulloblastoma. Scale
bar= 50μm
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