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Neurobiology. In the article "Molecular cloning of a member
of a third class of Shaker-family K+ channel genes in mam-
mals" by T. McCormack, E. C. Vega-Saenz de Miera, and B.
Rudy, which appeared in number 13, July 1990, ofProc. Natl.
Acad. Sci. USA (87, 5227-5231), the authors wish to correct
a sequencing error. In the RKShIIIA sequence (rat Shaker-
type K+ channel; GenBank accession no. M34052) in Fig. 1,
instead of two T nucleotides at positions 1662 and 1663 (see
arrow in the corrected figure below) there should be only one
T. This correction eliminated the in-frame stop codon at 1690
and led to the discovery of three variants of the same
sequence that differ in the carboxyl end. These variants are

probably generated by alternative splicing, as they occur

-79
GCCACGGTG AACATCTGGC CCACGAGAGC TTTAACTTGG TGCTGTGTTC GCCTTCCCTA

-20
GTCATGTCTG AGCCACAGAG ATG GGC AAG ATC GAG AAC AAC GAG AGG GTG ATC CTC 36

Met Gly Lys Ile Glu Asn Asn Glu Arg Val Ile Leu 12

AAT GTC GGA GGC ACC AGG CAC GAA ACC TAC CGC AGC ACT CTC AAG ACC CTT CCT 90
Asn Val Gly Gly Thr Arg His Glu Thr Tyr Arg Ser Thr Leu Lys Thr Leu Pro 30

GGA ACT CGC CTG GCC CTT CTC GCC TCC TCT GAA CCT CAG GGC GAC TGC CTG ACT 144
Gly Thr Arg Leu Ala Leu Leu Ala Ser Ser G6u Pro Gln Gly Asp Cys Leu Thr 48

GCT GCG GGT GAC AAG CTG CAG CCG CTG CCC CCT CCG CTG TCT CCA CCG CCG CGA 198
Ala Ala Gly Asp Lys Leu Gln Pro Leu Pro Pro Pro Leu Ser Pro Pro Pro Arg 66

CCG CCT CCC TTG TCC CCT GTC CCC AGC GGC TGC TTC GAG GGC GGC GCA GGC ATC 252
Pro Pro Pro Leu Ser Pro Val Pro Ser Gly Cys Phe Glu Gly Gly Ala Gly Asn 84

a
TGC AGT TCG CAC GGT GGC AAT GGC AGC GAC CAC CCT GGG GGA GGC CGC GMA TTC 306
Cys Ser Ser His Gly Gly Asn Gly Ser Asp His Pro Gly Gly Gly Arg Glu Pne 102

TTC TTC GAT CGC CAC CCA GGA GTC TTC GCC TAT GTG CTC MC TAC TAC CGC ACG 360
Phe Phe Asp Arg His Pro Gly Val Phe Ala Tyr Val Leu Asn Tyr Tyr Arg Inr 120

GGC AAG CTG CAC TGC CCC GCC GAC GTG TGT GGA CCG CTC TTC GAGAG GAG CTG 414
Gly Lys Leu His Cys Pro Ala Asp Val Cys Gly Pro Leu Phe Glu Glu Glu Leu 138

GCA TTC TGG GGC ATC GAT GAG ACC GAC GTG GAG CCC TGC TGC TGG ATG ACC TAC 468
Ala Phe Trp Gly lie Asp Glu Thr Asp Val Glu Pro Cys Cys Trp Met hvr tyr 156

AGG CAG CAC CGG GAC GCG GAG GAG GCC CTG GAT ATC TTC GAG ACA CCC GAC CTC 522
Arg Gln His Arg Asp Ala Glu Glu Ala Leu Asp Ile Phe Glu Thr Pro Asp Leu 174

ATC GGA GGC GAC CCT GGT GAT GAT GAG GAC CTA GGG GGC MG AGA CTG GGC ATT 5'6
lie Gly Gly Asp Pro Gly Asp Asp Glu Asp Leu Gly Gly Lys Arg Leu Gly Ile 192

GAG GAT GCT GCG GGG CTG GGA GGA CCC GAT GGC MG TCT GGC CGC TGG AGG MG 630
Glu Asp Ala Ala Gly Leu Gly Gly Pro Asp Gly Lys Sor Gly Arg Trp Arg Lys 210

CTG CAG CCT CGC ATG TGG GCT CTC TIT GAG GAC CCC TAT TCA TCC AGA GCC GCI 664
Leu Gln Pro Arg Met Trp Ala Leu Phe Glu Asp Pro Tyr Ser Ser Arg Ala Ala 228

AGG TTT ATT GCT TTT GCT TCT CTG TTC TTC ATT TTG GTT TCC ATC ACA ACC ITI 738
Arg Phe Ilie Ala Phe Ala Ser Leu Ph. Ph. Ile Leu Val Ser Il. Thy Thr Pdh. 246

HI

TGC CTG GAG ACA CAC GAA GCT TTCAAT ATT GTTAACMG ACA GAG CCA GC t92
CYLL*Lu Glu Thr His Glu Ala Phe Asn Ile Val Lys Asn Lys Thr Glu Pro Val 264

N
ATC AAC GGC ACC AGC GCT GTT CTC CAG TAT GAA ATC GAA ACG GAT CCI GCC TIG B6
Ile Asn Gly Thr Ser Ala Val Leu Gin Tyr Glu lie Glu Thr Asp Pro Ala Lb 282

ACA TAT GTG GAA GGA GTG TGT GTG GTG TGG TTT ACT TTT GM ITT TtA GtC CGT goo
Thr Tyr Val Glu Gtv Val CYs Val Val TrR Phe Thr Ph. Glu Phe Leu Val Arg 300

H2

ATT GTT TTC TCG CCC AAT AAA CTT GAG TTC ATC AAA MT CIA TTG MC Atd ATl 9S4
Ile Val Phe Ser Pro Asn Lys Leu Glu Phe lle Lys Asn Leu Lou Ain 1a.LL 318

GAC ITT GTG GCC ATC CTC CCC TIC TAC TTA GAG GIG GGA CTC AGC GGG CtG ICY 1008
Asp Phe Val Ala Ile Leu Pro Phe Ter Leu Glu Val GIl Leu Ser Gly Lou Se, 336

H3
TCC AAA GCG GCT AAA GAT GIG CTC GGC ITT CTC AGG GTG GTt AGG ITT GIG AGG 1062
Ser Lys Ala Ala Lys Asp Val Leu Gly Phe Leu Arg Vat Val Arg Ph. WVa Apg 354

ATC CTG AGA ATC TTC AAG CTT ACC CGC CAT TTC GTA GGT CtG AGA GIG CTC GGA 1116
Ile Leu Arg Ile Phe LYs Leu Thr Arg His Phe Val GIv Leu Arg Val Leu Gly 37?

S4

Neurobiology. In the article "Neuropathological changes in
transgenic mice carrying copies of a transcriptionally acti-
vated Mos protooncogene" by Friedrich Propst, Michael P.
Rosenberg, Linda C. Cork, Robert M. Kovatch, Steven
Rauch, Heiner Westphal, Jaspal Khillan, Nicholas T.

after an AG, the dinucleotide that is characteristic of donor
junctions (marked with a filled triangle in the corrected
figure). The nucleotide and amino acid sequences of one of
these variants, RKShIIIA.1, are shown in the corrected Fig.
1 below. Numbers indicate the nucleotide and amino acid
positions with the chosen initiation codon as 1. The first stop
codon in frame is indicated with an asterisk. The hydrophobic
domains (H1-H6) and the S4 motif are underlined. The
asparagine residues in consensus sequences for N-linked
glycosylation are indicated with filled squares. The authors
thank R. Swanson and colleagues (Merck Laboratories) for
pointing out the sequencing error.

CAC ACT CTT CGT GCG AGC ACC MT GM Tm TTG UG CIG ATC ATC UT CTG GCT 1170
His Thr Leu Arg Ala Ser Thr Asn Gu Ph. L LIN II. II. Ph. Leu At. 390

CIG GGA GTT TTG ATA TIC GCI ACG ATG ATC TAC TAC GCT GAG CGA GTA GGG GCT 1224
Leu GIX Vat Lou II. Ph. Ala _hr MI II. T3M Ala Glu Arg Vat Gly Ala 406

H4

CM CCI AAT GAT CCC TCA GCG AGT GAG CM ACA CM TTC AM MC ATC CCC ATT 1278
Gin Pro Asn Asp Pro Ser Ala Ser Glu His Thr Gln Phe Lys Asn Ile Pro Ile 426

GGI TTC TGG TGG GCT GTG GTG ACC ATG ACT ACC nTA GGC TAT GMG GAT ATG TAC 1332
GtX Ph. Ire Irp Ala Vat Val Pat Tbr T3 GIXCl Pat T~r 444

CCC CM ACA TGG TCA GGG AIG TTG GT6 GGG GCC TG TGT GCT CTG GCT GGA GTG 1386
Pro GIalnlr Trp Ser Gly Net Lou Val G1, Ala LeU tn Ala Lou Ala G1X Val 462

CIG ACC AUA GCT ATG CCT GTG CCC GTC A GTC AMC MT UT GGG ATG TAC TAC 1440
Lou Tr I1. Al. Not Pro Val Pro Vil Il. Val Asn Asn Phe Gly Net Tyr Tyr 480

H6
TCC TTG GCA ATG GCG MG CM AM CIT CCa AA MA MA MG MG CAC ATl CCT 1494

Ser Leu Ala met Ala Lys Gin Lys Lou Pro Lys Arg Lys Lys His Ile Pro 498

CCI GCC CCI CTI GCA MC TCA CCT MA M TGC MG AC GM TTA MC ATG GCT 1548
Pro Ala Pro Leu Ala Ser Ser Pvo Thr Ph. Cys Lys Ihr Glu Leu Asn Net Ala 516

IGI A!C ACt ACC CAG AGI GAC MA IGT CIGGC MA GM MC CGG CIT CTG GM 1602
Cys Asn Ser 19T Gin Ser Asp Ihr Cye Lou Gly Lys Glu Asn Arg Leu Leu Glu 534

CAT AMC AGA ICA GIG Ta ICA GGT G GAC AGYIA GG GI SAG CCG CCA TTA 1656
his Asn Arg Se Val Leu Ser Gly Asp Asp Ser thr Gly Ser Glu Pro Pro Leu 552
ICA CCT1CCG GM MG CtC CCC ATC MA CGC tCT MT CC MA GAC MA MC MA 1710
Sew Pro Pro Glu Arg Leu Pro Ile Arg Arg Ser Ser Thr Arg Asp Lys Asn Arg S70
AGA GCG GMA CA *GI TTCCIG MA GG1 GAT TC CG *GC GCT ICT GAT 1764
Arg Gly Glu Ihr CyS Ph. Lou Lou thr thr Gly Asp Tyr Thr Cys Ala Ser Asp 58

GGA GGA ATC MG MA C TC MAA SAT GTT StC ATT CT 5G1 TMC MG CG 1816
Gly Gly lie Arg Lye Asp Asn Cys Lye Asp Val Val Ile thv Sly Tyr Thr Gin 606
GCC GAG CCC GA ICT CTI ACT TMA TGCTTGG GCACA AAMATGA 1870
Ala Glu Ala Avg Se Leu thr * 613

GA.MGTGtIG TACAATTI AtCATGGTT MGCCTGCT GGGG CATTAATt 1930
TAGCCATICC AAGGATGIIA CtGGACTCtT iMISA ATGTIACCG ATSTGMCCGG 199
TtStSGTICA GAACSIICC CCATICTCT G Am TS TGIS WATGGTG 205o
GCTGMMIG GCATCIT ISTCGtCCMCIMA CA0SI9CCeA 2110
CMAMAACI GIMATACCA MTCtCAACTcACMCTcTeIMe 2170

bS~CecATICAUSC A.WMAPcITOCTTCC" ANGCTCtGA 2230
ATSCICTCC TCGOGCTCAT ZtGmTtC TSMtCCMt 2290
GTIMIATMG TCTTMTCA TTTC AT nGTMAITT CCTSTSATC CM 2350
CGATTGCCTC ATTTTCItGC MMCCAC TATAtCCQCT TSTAMCTAT SISTIMCT 2410TTMGIGICt MACTAGAATCTMCAT CUTMCAt TAUTCATTA GTTCTGAMC 2470
CIGTTMACt TCTAMAC TCAGTATtCAtC GTATASTCT TTGICAUTG 2S30
TTMCCTCMAT TATIATATI AAAAAT AUTCTSGCM TGATATT MTTTATIMT 2590
ATGATCAMAG AAMtGTC TATATMGTM MATTAC MTATTCC YAMATGCT 260
ATTTTGCAIA AMUMAT TCTICUtCOG TCCTTIT TTCGTGAGCI t115GCt 2710
TGMGCGTGT GTttGtCTIC ATCMCTUt iTIAT AMC tGtGtSAi TTTCATCT 2770
TCTTMtCA ATATTTCCMG MAtCtCTTUM TTCCCCTGGS AUTCACIGMtA TCtCTAtIM 2830
CCTAIttA ACCCCTGI TCGTSICIC MGTGCCA TCTCMASTG CAtGCCTMAT 2"0
CGTTGIGATA GCCMTGA7 CATGTtCtA CTGAAATGA AGMTMAAG TCMACGATC 2950TGGGGAIAA CTTGMtCCT ATCIGATTM ATGAT 2965

Schulz, George F. Vande Woude, and Paul E. Newmann, which
appeared in number 24, December 1990, of Proc. NatI. Acad.
Sci. USA (87, 9703-9707), the authors request the following
corrections be noted. The list of authors and their affiliations
should read as follows.
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