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Neurobiology. In the article ‘‘Molecular cloning of a member
of a third class of Shaker-family K* channel genes in mam-
mals’’ by T. McCormack, E. C. Vega-Saenz de Miera, and B.
Rudy, which appeared in number 13, July 1990, of Proc. Natl.
Acad. Sci. USA (87, 5227-5231), the authors wish to correct
a sequencing error. In the RKShIIIA sequence (rat Shaker-
type K* channel; GenBank accession no. M34052) in Fig. 1,
instead of two T nucleotides at positions 1662 and 1663 (see
arrow in the corrected figure below) there should be only one
T. This correction eliminated the in-frame stop codon at 1690
and led to the discovery of three variants of the same
sequence that differ in the carboxyl end. These variants are
probably generated by alternative splicing, as they occur
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GCCACGGTG AACATCTGGC CCACGAGAGC TTTAACTTGG TGCTGTGTTC GCCTTCCCTA

(_;TCATGTCTG AGCCACAGAG ATG GGC AAG ATC GAG AAC AAC GAG AGG GTG ATC CTC 36
Met Gly Lys Ile Glu Asn Asn Glu Arg Val Ile Leu 12

AAT GTC GGA GGC ACC AGG CAC GAA ACC TAC CGC AGC ACT CTC AAG ACC CTT CCT 90
Asn Val Gly Gly Thr Arg His Glu Thr Tyr Arg Ser Thr Leu Lys Thr Leu Pro 30

GGA ACT CGC CTG GCC CTT CTC GCC TCC TCT GAA CCT CAG GGC GAC TGC CTG ACT 144
Gly Thr Arg Leu Ala Leu Leu Ala Ser Ser Glu Pro GIn Gly Asp Cys Leu Thr 48

GCT GCG GGT GAC AAG CTG CAG CCG CTG CCC CCT CCG CTG TCT CCA CCG CCG CGA 198
Ala Ala Gly Asp Lys Leu GIn Pro Leu Pro Pro Pro Leu Ser Pro Pro Pro Arg 66

CCG CCT CCC TTG TCC CCT GTC CCC AGC GGC TGC TTC GAG GGC GGC GCA GGC A:C 252
Pro Pro Pro Leu Ser Pro Val Pro Ser Gly Cys Phe Glu Gly Gly Ala Gly Asn

TGC AGT TCG CAC GGT GGC AAT GGC AGC GAC CAC CCT GGG GGA GGC CGC GAA TTC 306
Cys Ser Ser His Gly Gly Asn Gly Ser Asp His Pro Gly Gly Gly Arg Glu Pne 102
360

TTC TTC GAT CGC CAC CCA GGA GTC TTC GCC VAT GTG CTC AAC TAC TAC CGC ACG
Phe Phe Asp Arg His Pro Gly Val Phe Ala Tyr Val Leu Asn Tyr Tyr Arg Tnr

1
GGC AAG CTG CAC TGC CCC GCC GAC GTG TGT GGA CCG CTC TTC GAG GAA GAG C1G 4
Gly Lys Leu His Cys Pro Ala Asp Val Cys Gly Pro Leu Phe Glu Glu Glu Leu 138

GCA TTC TGG GGC ATC GAT GAG ACC GAC GTG GAG CCC TGC TGC TGG ATG ACC TAC 468
Ala Phe Trp Gly Ile Asp Glu Thr Asp Val Glu Pro Cys Cys Trp Met Tnr Tyr 156

AGG CAG CAC CGG GAC GCG GAG GAG GCC CTG GAT ATC TTC GAG ACA CCC GAC CTC S22
Arg GIn His Arg Asp Ala Glu Glu Ala Leu Asp I1e Phe Glu Thr Pro Asp Leu 174

ATC GGA GGC GAC CCT GGT GAT GAT GAG GAC CTA GGG GGC AAG AGA CTG GGC ATT 52
Ile Gly Gly Asp Pro Gly Asp Asp Glu Asp Leu Gly Gly Lys Arg Leu Gly lle 192

GAG GAT GCT GCG GGG CTG GGA GGA CCC GAT GGC AAG TCT GGC CGC TGG AGG AAG 630
Glu Asp Ala Ala Gly Leu Gly Gly Pro Asp Gly Lys Ser Gly Arg Trp Arg Lys 210

CTG CAG CCT CGC ATG TGG GCT CTC TTT GAG GAC CCC TAT TCA TCC AGA GCC GCT 684
Leu GIn Pro Arg Met Trp Ala Leu Phe Glu Asp Pro Tyr Ser Ser Arg Ala Ala 228

AGG TTT ATT GCT TTT GCT TCT CTG TTC TTC ATT TTG GTT TCC ATC ACA ACC TTT 738
TGC CTG GAG ACA CAC GAA GCT TTC Aﬂ ATT GTT AA A’C AAG ACA GAG CCA GTC 792
r.n_uu Glu Thr His Glu Ala Phe Asn Ile Val Lys Asn Lys Thr Glu Pro val 264

ATC Mc GGC ACC AGC GCT GTT CTC CAG TAT GAA ATC GAA ACG GAT CCT GCC TTG
Ile Asn Gly Thr Ser Ala Val Leu Gin Tyr Glu Ile Glu Thr Asp Pro Ala Ley

846
282
ACA TAT GTG GAA GGA GTG TGT GTG GTG TGG TTT ACT TTT GAA TTT TTA GIC CGT ’9%
Ihr Tyr Val Glu Gly Val Cys Val Val Trp Phe Thr Phe Glu Phe Leu Yal Arg
H2
ATT GTT TTC TCG CCC AAT AAA CTT GAG TTC ATC AAA AAT CTA TTG AAC ATC ATT 954
1le Val Phe Ser Pro Asn Lys Leu Glu Phe Ile Lys Asn Leu Leu Asn lle lle 318
GAC TTT GTG GCC ATC CTC CCC TTC TAC TTA GAG GTG GGA CTC AGC GGG CTG TCT l%

TCC AAA GCG GCT AAA GAT GTG c1c ccc TTT CTC AGG GTG GTT AGG TTT GTG AGG 1062
Ser Lys Ala Ala Lys Asp Val Leu Gly Phe Ley Arg Val Val Arg Phe Val Arg 354

ATC CTG AGA ATC TTC AAG CTT ACC CGC CAT TTC GTA GGT cm AGA GTG CTC GGA 1116
Ile Ley Arg I]e Phe Lys Ley Thr Arg His Phe Val Gly Leu Arg Val Leu Gy 372
S4

Neurobiology. In the article ‘‘Neuropathological changes in
transgenic mice carrying copies of a transcriptionally acti-
vated Mos protooncogene’’ by Friedrich Propst, Michael P.
Rosenberg, Linda C. Cork, Robert M. Kovatch, Steven
Rauch, Heiner Westphal, Jaspal Khillan, Nicholas T.
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after an AG, the dinucleotide that is characteristic of donor
Jjunctions (marked with a filled triangle in the corrected
figure). The nucleotide and amino acid sequences of one of
these variants, RKShIIIA.1, are shown in the corrected Fig.
1 below. Numbers indicate the nucleotide and amino acid
positions with the chosen initiation codon as 1. The first stop
codon in frame is indicated with an asterisk. The hydrophobic
domains (H1-H6) and the S4 motif are underlined. The
asparagine residues in consensus sequences for N-linked
glycosylation are indicated with filled squares. The authors
thank R. Swanson and colleagues (Merck Laboratories) for
pointing out the sequencing error.

CAC ACT CTT CGT GCG AGC ACC AAT GAA TTT TTG TTG CTG ATC ATC TTT CTG GCT 1170
His Thr Leu Arg Ala Ser Thr Asn Glu Phe Leu Leu Leu [le lle Phe Ley Ala 390

CTG GGA GTT TTG ATA TTC GCT ACG ATG ATC TAC TAC GCT GAG CGA GTA GGG GCT 1224
m_ﬁu_mmm_m_m_mr_m._mm Glu Arg Val Gly Ala 408

CAA CCT MT GAT CCC TCA GCG AGT GAG CAC ACA CAG TTC AAA AAC ATC CCC ATY 1278
Gin Pro Asn Asp Pro Ser Ala Ser Glu His Thr GIn Phe Lys Asn lle Pro lle 426

GGT TTC T66 166 GCT GTG GTG ACC ATG ACT ACC TTA GGC TAT GGG GAT ATG TAC 12‘33
CCC CAA ACA TGG TCA GGG ATG TTG 616 GGG GCC TTG TGT GCT CTG GCT GGA GG 1386
Pro Gln Inr Trp Ser Gly-Met Lev ¥al Gly Ala Leu Cys Ala Ley Ala Gly Val 462

CTG ACC ATA GCT ATG CCT GTG CCC GTC ATT GTC AAC AAT TTT GGG ATG TAC TAC 1440
m_mr_uun_m.m_m_m_nun_m.mm Phe Gly Met Tyr Tyr 480

rCC"G(‘.CAAYGGCGMGCAﬁAM CTT CCA AGA AAA AGA AAG AAG CAC ATT CCT 1494
Ser Leu Ala Met Ala Lys GIn Lys Leu Pro Arg Lys Arg Lys Lys His lle Pro 498

CCT GCC CCT CTG GCA AGC TCA CCT ACA TTT TGC AAG ACA GAA TTA AAC ATG GCT 1548
Pro Ala Pro Leu Ala Ser Ser Pro Thr "\I Cys Lys Thr Glu Leu Asn Met Ala 516
YGIA’( AGT ACC CAG AGT WACATGICTGWIMWNCGGU‘ CTG GAA 1602
Cys Asn Ser Tnr Gin Ser Asp Thr Cys Leu Gly Lys Glu Asn Arg Leu Leu Glu 534
CAT A’( AGA TCA GTG TTA TCA GGV W GAC AGT ACA GGA AGT GAG CCG CCA TTA

his Asn Arg Ser Val Leu Ser Gly Asp Asp Ser Thr Gly Ser Glu Pro Pro Leu 12553
TCA tﬂlttﬁ GAA AGG CTC CCC ATC AGA CGC TCT AGT ACC AGA GAC AAA AAC AGA 1710
Ser Pro Pro Glu Arg Leu Pro 1le Arg Arg Ser Ser Thr Arg Asp Lys Asn Arg 570
AGA GGG GAA ACA TGT TTC CTG TTG ACG ACA GGT GAT TAC ACG TGC GCT TCT GAT 1764
Arg Gly Glu Thr Cys Phe Leu Leu Thr Thr Gly Asp Tyr Tnr Cys Ala Ser Asp 588
GGA GGA ATC AGG AAA GAT AAC TGC AAA GAT GTT GTC ATT ACT GGT TAC ACG CAA 1818

Gly Gly Ile Arg Lys Asp Asn Cys Lys Asp Val Val lle Tnr Gly Tyr Tnr Gin 606

GCC GAG GCC AGA TCT CTT ACT TAA TGACTTGG GAAAGGCACA AAACATGAAA 7
Ala Glu Ala Arg Ser Leu Thr ¢ lglg
GAMGTGTTG  TACAGAATTT ATCATGGATT GAAMATGGGA CATTGAGATT
TAGCCATTCC I‘I?!A (3] ATGTGACCGG AYG%GG }%
TITGIGTTCA TICC  CGEATTCTCT TIGTAA  AGAMATGGTG 2050
GCTGGAACTG AAA! 17T TCGACAGA 2110
T GTAMTACCA T TICTCACAGT CTCATAGCAC 2170
'ﬁgﬁtck ATICATIGYC aﬂ A 1C 22
ATGGCTCCTC  TCGGGCTCAT TGAA! T
GIAGTAT, TCIGITTICA TTTICTITTAT | TAT € 350
ATTTICTIGE AAACCACTTA

Cﬂ"?
TT1AG G‘IC! TAGAMT (T, 1344 }W
GCTGTTAC ‘gmm AGTCA GIMMTCT 16 2Sg

"ACC‘ICMI TATAMTATT  AAMMAATA TGAGAATATT TTTTTATTAA 2590
ATGATCAAGG M‘lﬁl?ﬁ 'll'ﬂ&fﬁ MTATTATCA MNAYATC( TAMATGICT 2690
ATTTIGCATA  AAAGAGATAT TTCAA! Aw TICGTGAGCT TGGCTAA 27
1 16T GTTIGTCTIC ucw: TAG! TGTGTAAGAG Y 27

TGCTTAATCA ATATTTICCAG AATCTCTTAG TTCCCCTGGG ATTCTGAATA TACTCTATAG 2830
EE}YG Gﬂ: ‘&gﬁ; i CE?G"ICIA ACTGAAATGA EMMMGN gcﬁwc 2950
TGGGGATAAA  CTTGAATCCT ATCTGA ATGAT 2985

Schulz, George F. Vande Woude, and Paul E. Newmann, which
appeared in number 24, December 1990, of Proc. Natl. Acad.
Sci. USA (87, 9703-9707), the authors request the following
corrections be noted. The list of authors and their affiliations
should read as follows.
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