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Abstract
BACKGROUND CONTEXT—Destruction of extracellular matrix (ECM) leads to intervertebral
disc degeneration (IDD), which underlies many spine-related disorders. Matrix metalloproteinases
(MMPs), and disintegrins and metalloproteinases with thrombospondin motifs (ADAMTSs) are
believed to be the major proteolytic enzymes responsible for ECM degradation in the
intervertebral disc (IVD).

PURPOSE—To summarize the current literature on gene expression and regulation of MMPs,
ADAMTSs, and tissue inhibitors of metalloproteinases (TIMPs) in IVD aging and IDD.

METHODS—A comprehensive literature review of gene expression of MMP, ADAMTS, and
TIMP in human IDD and reported studies on regulatory factors controlling their expressions and
activities in both human and animal model systems.

RESULTS—Upregulation of specific MMPs (MMP-1, -2, -3, -7, -8, -10, and -13) and ADAMTS
(ADAMTS-1, -4, and -15) were reported in human degenerated IVDs. However, it is still unclear
from conflicting published studies whether the expression of ADAMTS-5, the predominant
aggrecanase, is increased with IDD. Tissue inhibitors of metalloproteinase-3 is downregulated,
whereas TIMP-1 is upregulated in human degenerated IVDs relative to nondegenerated IVDs.
Numerous studies indicate that the expression levels of MMP and ADAMTS are modulated by a
combination of many factors, including mechanical, inflammatory, and oxidative stress, some of
which are mediated in part through the p38 mitogen-activated protein kinase pathway. Genetic
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predisposition also plays an important role in determining gene expression of MMP-1, -2, -3, and
-9.

CONCLUSIONS—Upregulation of MMP and ADAMTS expression and enzymatic activity is
implicated in disc ECM destruction, leading to the development of IDD. Future IDD therapeutics
depends on identifying specific MMPs and ADAMTSs whose dysregulation result in pathological
proteolysis of disc ECM.
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Intervertebral disc degeneration; Extracellular matrix; MMPs; ADAMTS; Aging

Introduction
Intervertebral disc degeneration (IDD) underlies most musculoskeletal disorders of the spine
that result in economic loss and individual distress owing to associated pain, morbidity, and
physical disability. Intervertebral disc degeneration-related conditions are among the most
common causes of disability among all workers aged 18 to 64 years [1]. In particular, back
pain, which includes conditions related to the cervical and lumbar spine, is the most
common reason for a doctor’s visit among US citizens today [2].

The fibrocartilaginous intervertebral disc (IVD) is situated between the adjacent
cartilaginous end plates. The gel-like core nucleus pulposus (NP) of the IVD functions as a
shock absorber that dissipates compressive forces outward from its center to the surrounding
annulus fibrosus (AF) and the adjacent vertebral bodies. The AF consists of approximately
20 concentric rings (lamellae) of highly organized collagen Type I fibers orientated
approximately at 60° to the vertical axis of the spine and run parallel within each lamella but
perpendicular between adjacent lamellae allowing for maximal tensile strength [3]. The AF
maintains the pressurization of NP under compressive loads.

The major molecular components of the IVD are water, collagen, proteoglycans, and elastin.
The NP consists primarily of proteoglycan matrix and water held together by an irregular
network of collagen Type II and elastin fibers. The primary proteoglycan in the NP is
aggrecan, which contains a large number of highly anionic glycosaminoglycan (GAG) side
chains (ie, chondroitin sulfate and keratan sulfate), allowing the NP to imbibe water
essential for counteracting compressive loads. The AF has the highest collagen content, with
collagen Type I being more predominant in the outer layers [4]. Collagen Type II is the
highest in the NP and decreases toward the periphery of the IVD. The IVD contains other
collagens and proteoglycans as well as many other matrix constituents in different
abundances depending on the age and stage of degeneration of the IVD [5].

Intervertebral disc degeneration is generally believed to be a consequence of increased
catabolism of the extracellular matrix (ECM). Intervertebral disc degeneration is associated
with proteolytic degradation of ECM macromolecules, leading to large structural changes.
These changes include disorganization of the AF, dehydration and fibrosis of the NP, and
calcification of the cartilaginous end plates. One mechanism proposed the changes leading
to IDD initiation within the NP [6]. Loss of NP proteoglycan matrix coupled with an
increased concentration of nonaggregating proteoglycan breakdown products diminish the
hygroscopic properties of ECM, resulting in decreased water content and swelling pressure.
These changes in the NP result in abnormal load in AF, resulting in further ECM breakdown
and ultimately leading to structural failure seen in IDD.

Intervertebral disc degeneration research over the last decade has placed greater emphasis on
understanding the mechanism of ECM degradation, particularly focusing on the regulation

Vo et al. Page 2

Spine J. Author manuscript; available in PMC 2014 March 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



of gene expression and activity of matrix metalloproteinases (MMPs), disintegrins and
metalloproteinases with thrombospondin motifs (ADAMTSs), and tissue inhibitors of
metalloproteinases (TIMPs). Gene and protein expression of numerous metalloproteinases
have been studied in human IVDs as well as in experimental animal models. Excellent
review articles have documented catabolic changes in the ECM of degenerative IVDs [7,8],
roles of inflammatory mediators in these changes [9], and mechanical regulation of MMPs
in the progression of IDD [10]. However, there is no up-to-date literature that systematically
and thoroughly reviews the expression profile of MMPs, ADAMTSs, and TIMPs in IDD.
The regulation of metalloproteinase expression in the IVD cells and their role in IDD are
also still incompletely understood and inadequately described. The objectives of this review
are to provide an overview of the current knowledge about the gene expression profile of
MMPs, ADAMTSs, and TIMPs in nondegenerated versus aged and degenerated IVDs; to
review the reported regulation of gene expression and enzymatic activity of these
metalloproteinases by key physiologic effectors, such as mechanical, inflammatory,
oxidative stress, and genetic predisposition; and to highlight the importance of how
dysregulation of certain key metalloproteinases and their inhibitors can contribute to ECM
degradation and therefore could be useful therapeutic targets for treating IDD.

Biology of MMPs, ADAMTSs, and TIMPs
Matrix metalloproteinases and ADAMTSs are proposed to be the major catabolic enzymes
in the IVD. Matrix metalloproteinases belong to a large family of zinc-dependent
proteinases [11–13]. At present, there are 24 MMPs identified in humans, including two
genetic duplications of MMP-23 [11]. Matrix metalloproteinases are traditionally
categorized into six groups based on substrate specificity, protein structure, and subcellular
localization: collagenases, gelatinases, stromelysins, matrilysins (minimal domain),
membrane-type MMPs, and other types [11]. Collagenases (MMP-1, -8, -13, and -18)
primarily act on fibrillar collagen. Gelatinases (MMP-2 and -9) digest the denatured
collagens, gelatins, and laminin. Stromelysins (MMP-3, -10, and -11) proteolyze a variety of
substrates, including proteoglycans, gelatins, collagens, and some pro-MMPs. Matrilysins
(MMP-7 and -26) digest different ECM components, including aggrecan, as well as growth
factors and cytokines. Membrane-type MMPs (MMP-14–17, -24, and -25) are localized to
plasma membranes, possess cytoplasmic domains that influence intracellular signaling
pathways, and may activate other MMPs [14]. The rest of the MMPs (MMP-12, -19, -20,
-21, -23, -27, and -28) are also implicated in tissue matrix homeostasis and repair, but their
substrate specificities are not well defined. Matrix metalloproteinases have been traditionally
known to be the primary mediators of ECM degradation, thereby permitting normal
remodeling and contributing to pathological tissue destruction, but recently they have been
shown to act on nonmatrix substrates important for many other biological activities [15].
Matrix metalloproteinases are usually secreted in inactive proforms and require activation,
which involve a number of regulatory activator proteins, many of which are still unknown.
In addition, MMP enzymatic activity is also modulated by TIMPs. This multilevel
regulation ensures proper temporal and spatial enzymatic activity of various MMPs for
growth, tissue repair, and remodeling. It is generally believed that dysregulation of MMP
expression and activity is responsible for pathological matrix catabolism found in many
diseases such as IDD and osteoarthritis (OA).

Disintegrins and metalloproteinases with thrombospondin motifs are a more recently
discovered family of metalloproteinases that bind to components of the ECM [16].
Approximately 20 different ADAMTSs belonging to four categories are reported based on
their structural and functional analyses: hyalectanase (ADAMTS-1, -4, -5, -8, -9, -15, and
-20), von Willebrand factor (ADAMTS-13), procollagen N-peptidase (ADAMTS-2, -3, and
-14), and a fourth group with unknown function (ADAMTS-6, -7, -10, -12, -16, -17, -18,
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and -19). The ADAMTS-1, -4, -5, -8, -9, -15, -16, and -20 have aggrecanolytic properties
[17,18]. Because of their high efficiency in cleaving aggrecan, ADAMTS-4 (aggrecanase-1)
and ADAMTS-5 (aggrecanase-2) are classified as the major aggrecanases [19,20]. Like
MMPs, ADAMTSs are secreted in a proform and regulated by subsequent processing of the
protein.

Catabolic activities of MMPs and ADAMTSs on IVD matrix are balanced by the inhibitory
actions of TIMPs. There are four TIMP subtypes currently known, each with limited
specificity for different metalloproteinases. TIMPs bind MMPs in 1:1 stoichiometry [11].
Tissue inhibitors of metalloproteinase-1 and -2 inhibit MMPs through noncovalent
interaction with active MMPs. Aggrecanase activity from bovine cartilage can be inhibited
by TIMP-1, but only under very high doses (>210 nM TIMP-1) [21]. Disintegrins and
metalloproteinases with thrombospondin motifs-1 are inhibited by TIMP-2, but only under
very high TIMP-2 concentration (500 nM) [22]. Tissue inhibitors of metalloproteinase-3 is
tightly bound to the ECM by interactions with sulfated GAGs, and unlike TIMP-1, it is a
potent inhibitor of ADAMTS-4 and -5 [23,24].

Disc MMP gene expression
MMPs expressed in nondegenerated IVDs are likely involved in normal tissue repair and
remodeling. In young and preadolescent IVDs, MMP expression appears to be minimal but
increase in adult IVDs [25], where MMP-1, -2, -3, -7, -10, and -19 have been detected by
immunohistochemical analysis [25–29]. However, Le Maitre et al. [27] did not observe
MMP-3 and MMP-13 expression in normal adult IVDs, so the physiological role of these
MMPs in humans remains unclear. Similar to protein expression, mRNA expression for
most MMPs is low in nondegenerated IVDs [30].

Increased expression of different MMPs has been observed in human degenerative IVD
tissue [25,27,29–32]. Crean et al. [31] reported significant correlation between elevated
MMP-2 and -9 levels and degenerative IVD grade. Roberts et al. [29] observed the largest
increase with degeneration in MMP-3 followed by MMP-7 using immunohistochemistry.
Weiler et al. [25] showed that MMP-1, -2, and -3 protein expression correlated highly with
IVD histomorphological degenerative findings. Bachmeier et al. [30] reported strong
correlation between histological degeneration grade and MMP-3 and to a lesser extent
MMP-7 mRNA and protein in symptomatic human lumbar IVDs. On the other hand,
MMP-8 was not highly expressed, but it increased consistently throughout degeneration. Le
Maitre et al. [27,32] showed that the MMP-7 and -13 proteins were most highly expressed in
the degenerated inner NP and AF. MMP-1 and -3 significantly increased only in severely
degenerated NPs, whereas MMP-7 and -13 increased in earlier stages of NP degeneration.
Of note, MMP-13 was consistently significantly upregulated in early degeneration but does
not appear to vary with the higher grades of degeneration [27]. Gruber et al. [33] reported
MMP-28 as a constitutively expressed MMP in human IVD tissue, which is present in
matrix of more degenerated discs, but another recent study showed no positive correlation
between MMP-28 expression and IDD severity grade [34]. Although these observations
implicate MMP-1, -2, -3, -7, -8, -9, -10, -12, -13, and -14 in the development of IDD, there
is no direct evidence as to which MMP(s) play the most pivotal role in ECM degradation of
the IVD. These immunodetection studies simply indicate the presence of these MMPs
without differentiating the inactive pro-MMPs from the active forms. More important, the
presence of MMP protein do not necessarily equate to enzymatic activity and matrix
breakdown. Table 1 summarizes MMP expression in human IVD tissue.
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Disc ADAMTS gene expression
Similar to articular cartilage, loss of aggrecan is an early critical event in the degenerative
cascade in IVD tissue [35,36]. Because of their efficient proteolysis of aggrecan, Sandy [37]
argued that ADAMTS-mediated aggrecanolysis is much more destructive in causing GAG
loss and cartilage degradation than that mediated by MMPs. In fact, aggrecan degradation in
normal and OA cartilage involves primary cleavage by aggrecanases and not by MMPs [38].
However, normal disc aggrecanase expression is replaced by MMP expression in a
mechanically induced degeneration model [39], highlighting the unresolved complexity of
aggrecan breakdown and differences between cartilage and disc matrix catabolism.

The presence of ADAMTS-1, -4, -5, -9, and -15 mRNA and protein in normal human IVDs
suggest that these aggrecanases may play a role in normal physiologic function of IVD
[27,40]. ADAMTS mRNA levels do not appear to vary between cells of the NP and AF, but
protein expression seems to be higher in the NP and inner AF than in the outer AF [40].
ADAMTS-1, -4, -5, and -15 mRNA expression increases significantly with IDD [27,40,41];
ADAMTS-4 level increases more in the AF than the NP of degenerated samples [40].
ADAMTS-1, -4, -5, -9, and -15 protein expression increases in the NP and inner AF with a
significantly higher amount of ADAMTS-4 in the NP than in the inner AF [27,40,41].
Meanwhile, Patel et al. [42] compared protein expression in mildly and severely degenerated
tissues and observed the increase in ADAMTS-4 but not ADAMTS-5 with degeneration in
the NP and AF. Therefore, compared with MMPs, ADAMTS expression profile in IDD is
still unclear and controversial. Studies using knockout mice suggest that ADAMTS-5 is the
primary aggrecanase driving cartilage destruction in OA [43,44]. Conversely, a recent study
investigating aggrecanase- and MMP-mediated aggrecan degradation in rats suggests that
normal patterns of aggrecanase activity decrease and MMP-mediated degradation increases
in disc degeneration [39]. Thus, further investigations are needed in IVD research to
elucidate the role of ADAMTS-5 and other ADAMTSs. Table 2 summarizes ADAMTS
expression in human IVD tissue.

Disc TIMP gene expression
Three of the four known subtypes of TIMPs are reported to be expressed in the IVD:
TIMP-1, -2, and -3. These TIMPs are present at low levels in nondegenerated IVDs [27].
Tissue inhibitor of metalloproteinase-3 is expressed in nondegenerated IVD tissue [27,40] at
higher levels than TIMP-1 and -2 [27]. In IDD, TIMP-1 and -2 mRNA and protein
expression increases along with MMPs [30]. In human degenerated and herniated IVDs,
TIMP-1 and -2 expression levels correlated moderately with MMP-1, whereas TIMP-1
expression correlated with MMP-2. No significant correlation between TIMP-1 and -2 and
MMP-3, -7, -8, -9, and -13 were observed [30]. There is a greater increase in TIMP-1 than
TIMP-2 between apparently normal aged and degenerated human IVDs [29]. Thus, although
it appears that these TIMPs are upregulated in degeneration to counter the catabolic effect of
MMPs, the regulatory mechanisms controlling TIMPs is not well understood. TIMP-3
expression appears to be regulated differently from TIMP-1 and -2 in IDD. Tissue inhibitor
of metalloproteinase-3 is not upregulated in degenerated human IVD specimens [27,40] in
which ADAMTSs were elevated. This imbalance suggests a dysregulation of aggrecanase
activity in human degenerative IVDs, which may be a key contributor to IDD. Table 3
summarizes TIMP expression in human IVD tissue.

Proteolytic activity of disc MMPs and ADAMTSs
The relative importance of MMPs and ADAMTSs in ECM catabolism has long been
controversial. MMP- and ADAMTS-generated aggrecan fragments have been detected in
human IVD samples [40,42,45]. These aggrecan fragments were detected more frequently in
degenerated than in nondegenerated IVDs [40]. However, MMP-generated aggrecan product

Vo et al. Page 5

Spine J. Author manuscript; available in PMC 2014 March 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



was reported to increase with aging but stay unchanged with degeneration grade, whereas
ADAMTS-generated aggrecan fragments decreased with aging [45]. In addition, the level of
ADAMTS-generated proteolytic aggrecan fragment was unchanged during disc
degeneration [42]. A greater amount of MMP- than ADAMTS-generated aggrecan
fragments in degenerated IVDs was reported [29]. Further studies are needed to verify if
aggrecanase-mediated aggrecan proteolysis precedes that of MMP during the progression of
disc degeneration.

Regulation of gene expression of disc MMPs, ADAMTSs, and TIMPs
In IVD, expression of MMPs, ADAMTSs, and TIMPs and their activity are modulated by
aging [46] and various stimuli and stressors [47]: mechanical, inflammatory, oxidative
stress, as well as environmental factors, such as tobacco smoking and genetic predisposition
(Table 4). Furthermore, depending on the type and stage of IDD diseases, these stressors are
thought to act in various combinations to initiate and propagate the metalloproteinase-
mediated ECM degradation, leading to the eventual structural failure of IVD. For instance,
physical injuries or excessive mechanical strain have been reported to induce catabolic
cascades and matrix breakdown in IVD [39,48]. However, it is often not possible to identify
a specific event that initiates disc matrix catabolism because many other contributing
factors, that is, aging, smoking, genetic predisposition, and so on are involved.

Regulation by mechanical stimuli
Intervertebral disc function mechanically to support axial compression and facilitate six
degrees-of-freedom motion. Basic research has shown that mechanical stimulation of the
IVD influences metalloproteinase expression and activity. Catabolic responses depend on
the magnitude, frequency, and duration of mechanical stimulation as well as by the specific
region of IVD.

Nucleus pulposus
Magnitude of compressive loading appears to induce a threshold effect on catabolic gene
expression. Invitro, higher magnitudes of compression (2.0 or 4.0 MPa) resulted in
decreased MMP-3 gene expression compared with lower (0.7 MPa) magnitudes [49].
Similarly, moderate dynamic ex vivo loading (peak: 1.0 MPa) increased MMP-3 gene
expression, whereas higher compression (peak: 2.5 MPa) decreased the expression [50].
Dynamically loaded discs in vivo at a moderate loading level (1.0 MPa) increased MMP-3,
-13, and ADAMTS-4 gene expression, whereas low loading level (0.2 MPa) did not have
any significant effect [51]. Thus, the data demonstrate that relative gene expression of
metalloproteases in the NP is exquisitely sensitive to differences in the magnitude of the
applied load.

Frequency and duration also modulate MMP expression. In dynamically loaded rat tails, NP
gene expression for MMP-3 and -13, but not ADAMTS-4, were sensitive to frequency at 1.0
MPa. In contrast, the AF was insensitive to frequency changes [51]. More studies are needed
to clarify the effect of frequency on catabolic and anticatabolic gene expression. Duration of
mechanical stimulation is also a powerful regulator of ECM catabolism. In vitro, NP cells
exposed to prolonged compression (24 hours) demonstrated increase in mRNA expression
compared with cells experiencing shorter (4 hours) duration of compression [49]. MacLean
et al. [52] illustrated that MMP-3, -13, and ADAMTS-4 gene expression peaked at 2 hours
of dynamic loading, with MMP-13 similar to control values after longer (4 hours) duration
of loading. Similarly, Hsieh and Lotz [53] noted significant increase in MMP-2 activation
after 4 days of static compression in mouse tails, although there was no change in MMP-2
mRNA expression after longer (7 days) duration. In addition, long-term loading effects on
MMPs have been investigated in rat tails. Sustained (56 days) static compression increased
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MMP-3 gene expression after 7 days and elicited increasing amount of protein throughout
the length of the study [54]. Meanwhile, long-term dynamic loading had little effect at 2 or 8
weeks on catabolic gene expression. Mechanical stimulation at 8 weeks upregulated TIMP-1
and ADAMTS-4, but changes were small [55]. These data demonstrate that MMPs and
TIMPs demonstrate differential regulation in response to changes in duration of loading.
Recent mounting evidence with different loading regimens has revealed that dynamic
compression stimulates anabolism, whereas static compression accelerates catabolism and
induces IDD [56].

Annulus fibrosus
The AF is also sensitive to magnitude, frequency, and duration of mechanical stimulation.
Similar to the NP, higher magnitude of dynamic compression in vivo increased AF
transcription of MMP-3, -13, and ADAMTS-4 [51]. This has also been observed in vitro, as
AF cells exposed to moderate level of tensile strain (6%) demonstrated decreased MMP-3
gene expression and enzymatic activity compared with unstimulated cells, whereas high
level of tensile strain stimulated increased MMP-3 activity despite a persistent decrease in
gene expression [57]. Although MMP-1 gene expression was not affected as significantly in
these experiments, MMP-1 enzymatic activity did increase with increasing magnitude of
tensile strain. In addition, under inflammatory condition, increased TIMP-1 expression was
noted at low magnitude and decreased expression was noted at high magnitude. Examined in
whole organ, static asymmetric ex vivo loading at 0.2 MPa elicited small but significant
increase in MMP-1 and TIMP-1 gene expression in the convex side of bovine tails, which is
experiencing constant tension [58]. Also in the AF, duration of mechanical stimulation has a
significant effect on the matrix biology. In vitro, the beneficial effect of decreasing MMP
expression in AF cells exposed to 4 hours of tensile strain was lost after prolonged (24
hours) tensile strain [57]. A short-term in vivo loading study showed increased gene
expression for MMP-3, -13, and ADAMTS-4 after 0.5 to 2 and 4 hours of dynamic loading
[52]. Dynamic loading performed in vivo by Wuertz et al. [55] showed trends toward
decreased MMP expression with 2 weeks of short duration (1.5 hours per day) loading
compared with long duration (8 hours per day) loading, although these changes did not reach
statistical significance.

To explore the more complex motions expected to be seen physiologically, recent studies
have explored the effect of torsion on IVD mechanobiology with emphasis on AF responses.
An in vivo rat tail model of dynamic (1.0 Hz) loading shows increased ADAMTS-4 gene
expression in the AF at the highest rotation angle (30°), no significant change in MMP-13
and -3 at any angle, and a decrease in MMP-12 at lower rotation angles [59]. Chan et al. [60]
applied a smaller range of rotation angles at 0.1 Hz to ex vivo bovine tails. Catabolic gene
expression tended to increase but did not reach statistical significance. Interestingly,
MMP-13 gene expression seemed to increase with increasing angle in the AF.

Regulation by inflammatory and oxidative stress
Inflammatory pathways are linked with IDD. Increased levels of tumor necrosis factor
(TNF)-α [61,62] and interleukin (IL)-1α [63], IL-1β [62,63], and IL-6 are frequently
detected in degenerative, nonherniated human IVDs. Weiler et al. [61] showed that TNF-α
expression is closely correlated with aging and histological degeneration grades. In
experimental animal models of IDD, the AF puncture model is known to induce
degenerative responses to acute inflammation with injury [48,64]. IL-1β and IL-8
production in p38 mitogen-activated protein kinase (MAPK)-activated cells were observed
around the stab wound [48]. Injured discs show progressive upregulation of IL-1β and
MMP-3, and downregulation of TIMP-1 with increasing IDD severity [65]. Similarly,
annular laceration greatly induced MMP-1, -9, and -13 mRNA expression [66]. In addition,
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not only were IL-1 levels increased in IDD but also the use of IL-1 receptor antagonist
inhibited ECM degradation and reduced the number of MMP-3 and ADAMTS-4
immunopositive cells [67]. These in vivo findings support in vitro studies, which show that
the proinflammatory mediators upregulate MMP expression. Both TNF-α and IL-1β have
been shown in in vitro studies to influence gene expression of MMP-3, TIMP-1, and ECM
structural genes, as well as the catabolic mediators, such as nitric oxide, IL-6, and
prostaglandin E2 [68,69]. IL-1 stimulation is reported to upregulate the expression of
MMP-3, -13, and ADAMTS-4 and downregulate the expression of ECM genes [63]. Gene
microarray analysis revealed the greatest induction of MMP-1, -3, and -12 among the
measured MMPs stimulated by TNF-α in human IVD cells (Vo et al., unpublished data).
Studer et al. [68,69] reported that TNF-α and IL-1β treatment of human and rabbit NP cells
reduced the TIMP-1:MMP-3 protein ratio and downregulated expression of aggrecan and
collagen types I and II; inhibition of p38 MAPK activation mitigates these inflammatory
effects. These data indicate that IVD cellular response to TNF-α and IL-1β is mediated via
p38 MAPK activity and its inhibition represents a potential candidate for molecular therapy
to treat IDD.

There is growing evidence for oxidative damage as a key contributor to ECM degeneration
in the IVD. Immunomorphological analysis revealed higher level of the marker of oxidative
protein damage carboxymethyl-lysine in degenerated IVDs from aged compared with young
patients. Similarly, nuclear factor kappa-light-chain-enhancer of activated B cells, a
transcription factor activated in response to cellular stress including oxidative stress, was
increased in aged IVDs [70]. The source of reactive oxygen species (ROS) driving oxidative
damage includes free radicals generated from radiation, byproducts of oxidative
phosphorylation, as well as from cellular response to proinflammatory cytokines. Reactive
oxygen species have been shown to be produced by chondrocytes in response to stimulation
by numerous cytokines and growth factors, including TNF-α, IL-1, and transforming growth
factor-beta, as well as by integrin stimulation with fibronectin fragments [71–73]. IL-1-
dependent production of ROS has also been associated with chondrocyte DNA damage [74].
Although cells in IVD tissue reside in an environment with a low oxygen tension, they do
consume oxygen and therefore exhibit aerobic metabolism [75]. In addition, aged IVD tissue
accumulates fissures, resulting in neovascularization and exposure of the otherwise hypoxic
resident cells to high oxygen tension and oxidative stress. Studies exposing human NP cells
to normoxia (20% O2) revealed increased expression of MMP-1 and -3 compared with those
grown at hypoxia (5% O2), suggesting that oxidative stress can upregulate MMPs in the
IVD (Vo et al., unpublished data). In addition, IVD cells exposed to tobacco smoke extract,
which contains many oxidants, also upregulate various MMPs and ADAMTS and suppress
TIMP expression [76].

Influence of expression of MMPs by genetic predisposition
Growing evidence suggests that genetic predispostion plays a vital role in the development
and progression of IDD [77,78]. IVD tissue degradation has been shown to be enhanced by
polymorphism in the vitamin D receptor [79], factors involved in matrix integrity [80–82],
and catabolism [83–86]. Focusing on genes involved in ECM catabolism, Takahashi et al.
[83] showed a correlation of a 5A/6A polymorphism in the promoter region of the MMP-3
gene with greater incidence of lumbar IDD in elderly Japanese subjects. Matrix
metalloproteinase-2-1306C/T polymorphism has been frequently detected in young Chinese
population with lumbar IDD [84]. Similarly, a -1607 polymorphism in the promoter region
of MMP-1 was associated with lumbar IDD in a southern Chinese population; the
association became stronger in subjects older than 40 years [85]. A higher frequency of a -
1562C/T polymorphism in the MMP-9 promoter region was discovered in young northern
Chinese men with lumbar IDD compared with healthy controls. An association between the
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CC/TT MMP-9 genotype and magnetic resonance evidence of severe IDD was also
observed [86]. Although the practical implications in a more heterogeneous population with
a broad set of IVD-related pathologies remain unclear, it is evident that genetic variation in
the promoter region of MMPs may contribute to the development of IDD.

Implications for future treatment of IDD
Current treatment of IDD is restricted primarily to symptom management rather than
treatment of underlying causes. Novel strategies to delay or halt the characteristic ECM loss
in degeneration aim to shift the balance of matrix homeostasis by increasing anabolism or
decreasing catabolism. Early intervention to minimize catabolism is favorable because
attempts to promote anabolism in the IVD cells in a degenerative, nutrient-deprived,
mechanically altered environment may prove challenging [87–89]. Inhibition of MMPs and
ADAMTSs has demonstrated efficacy and therapeutic potential in slowing the progression
of OA [68,90–92]. Because of the essential role of these enzymes throughout the body’s
connective tissue, inhibition of MMPs and ADAMTSs or stimulation of TIMPs must be
tissue specific and carefully localized to the IVD. Yet, delivering therapeutic agents to the
avascular IVD must overcome the likely unintended consequences of intradiscal injection
puncture [93,94]. Thus, systemically delivered agents may be more attractive, but are met
with the barrier of reaching sufficient intradiscal concentration to have an effect.
Therapeutic agents also face the challenges of limited nutrition, low acidity, and altered
mechanics in degenerative IVD environment. Significant questions still remain regarding the
timing and delivery of agents aimed at limiting ECM catabolism. As tissue remodeling and
turnover is critical for maintenance of structural integrity and healing of injury even in
mature tissue, any attempt to limit MMP activity must keep this delicate balance in mind. In
addition, in approaching therapeutic consideration, treatment of the patients’ symptoms must
be paramount, and it is unclear to date how expression of these catabolic enzymes affects
pain and function. Addressing these questions will improve fundamental understanding of
MMP, ADAMTS, and TIMP enzymes in IDD and provide a clearer picture of where and
how to intervene to improve treatment of individuals suffering from IDD-related disorders.

Conclusions
Matrix metalloproteinases and aggrecanases appear to be the primary mediators of ECM
degradation in IDD. Clarifying gene regulation of these metalloproteinases has recently been
a central subject of IVD research. Stimuli from mechanical strain, inflammatory and
oxidative stress can independently or jointly modulate the expression and activity of specific
subsets of MMPs and ADAMTSs. Understanding the mechanisms of how certain MMPs
and ADAMTSs are dysregulated, which result in IVD matrix destruction, is important for
future development of therapeutics to treat IDD.

Acknowledgments
This work was supported by the Albert B. Ferguson, Jr., M.D. Orthopedic Fund of the Pittsburgh Foundation and
the UPMC Department of Orthopedic Surgery. NV’s contribution to this work was supported in part by grant
AG033046 from the National Institutes of Health.

References
[1]. National Center for Health Statistics. National Center for Health Statistics. National Health and

Nutrition Examination Survey Data; Hyattsville, MD: 2011. Spine: low back and neck pain. The
burden of musculoskeletal diseases in the United States; p. 1998-2004.

[2]. Soni, A. Statistical brief #289. Agency for Healthcare research and Quality; Rockville, MD: 2010.
Back problems: use and expenditures for the U.S. adult population, 2007.

Vo et al. Page 9

Spine J. Author manuscript; available in PMC 2014 March 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



[3]. Galante JO. Tensile properties of the human lumbar annulus fibrosus. Acta Orthop Scand. 1967;
(Suppl 100):1–91. [PubMed: 6040333]

[4]. Eyre DR, Muir H. Types I and II collagens in intervertebral disc. Interchanging radial distributions
in annulus fibrosus. Biochem J. 1976; 157:267–70. [PubMed: 962859]

[5]. Iatridis, JC.; Stokes, IA. Biomechanics of the spine. In: Mow, VC.; Huiskes, R., editors. Basic
orthopaedic biomechanics and mechano-biology. Lippincott Williams & Wilkins; Philadelphia,
PA: 2005. p. 529-61.

[6]. Boos N, Weissbach S, Rohrbach H, et al. Classification of age-related changes in lumbar
intervertebral discs: 2002 Volvo Award in basic science. Spine. 2002; 27:2631–44. [PubMed:
12461389]

[7]. Le Maitre CL, Pockert A, Buttle DJ, et al. Matrix synthesis and degradation in human
intervertebral disc degeneration. Biochem Soc Trans. 2007; 35:652–5. [PubMed: 17635113]

[8]. Roughley PJ. Biology of intervertebral disc aging and degeneration: involvement of the
extracellular matrix. Spine. 2004; 29:2691–9. [PubMed: 15564918]

[9]. Podichetty VK. The aging spine: the role of inflammatory mediators in intervertebral disc
degeneration. Cell Mol Biol (Noisy-le-grand). 2007; 53:4–18. [PubMed: 17543240]

[10]. Blain EJ. Mechanical regulation of matrix metalloproteinases. Front Biosci. 2007; 12:507–27.
[PubMed: 17127313]

[11]. Visse R, Nagase H. Matrix metalloproteinases and tissue inhibitors of metalloproteinases:
structure, function, and biochemistry. Circ Res. 2003; 92:827–39. [PubMed: 12730128]

[12]. Cawston T, Carrere S, Catterall J, et al. Matrix metalloproteinases and TIMPs: properties and
implications for the treatment of chronic obstructive pulmonary disease. Novartis Found Symp.
2001; 234:205–18. discussion 218–28. [PubMed: 11199097]

[13]. Nagase H, Visse R, Murphy G. Structure and function of matrix metalloproteinases and TIMPs.
Cardiovasc Res. 2006; 69:562–73. [PubMed: 16405877]

[14]. Fillmore HL, VanMeter TE, Broaddus WC. Membrane-type matrix metalloproteinases (MT-
MMPs): expression and function during glioma invasion. J Neurooncol. 2001; 53:187–202.
[PubMed: 11716070]

[15]. McCawley LJ, Matrisian LM. Matrix metalloproteinases: they’re not just for matrix anymore!
Curr Opin Cell Biol. 2001; 13:534–40. [PubMed: 11544020]

[16]. Porter S, Clark IM, Kevorkian L, et al. The ADAMTS metalloproteinases. Biochem J. 2005;
386:15–27. [PubMed: 15554875]

[17]. Murphy G, Nagase H. Reappraising metalloproteinases in rheumatoid arthritis and osteoarthritis:
destruction or repair? Nat Clin Pract Rheumatol. 2008; 4:128–35. [PubMed: 18253109]

[18]. Pasternak B, Aspenberg P. Metalloproteinases and their inhibitorsdiagnostic and therapeutic
opportunities in orthopedics. Acta Orthop. 2009; 80:693–703. [PubMed: 19968600]

[19]. Gendron C, Kashiwagi M, Lim NH, et al. Proteolytic activities of human ADAMTS-5:
comparative studies with ADAMTS-4. J Biol Chem. 2007; 282:18294–306. [PubMed:
17430884]

[20]. Tortorella MD, Burn TC, Pratta MA, et al. Purification and cloning of aggrecanase-1: a member
of the ADAMTS family of proteins. Science. 1999; 284:1664–6. [PubMed: 10356395]

[21]. Arner EC, Pratta MA, Trzaskos JM, et al. Generation and characterization of aggrecanase. A
soluble, cartilage-derived aggrecan-degrading activity. J Biol Chem. 1999; 274:6594–601.
[PubMed: 10037754]

[22]. Rodriguez-Manzaneque JC, Westling J, Thai SN, et al. ADAMTS1 cleaves aggrecan at multiple
sites and is differentially inhibited by metalloproteinase inhibitors. Biochem Biophys Res
Commun. 2002; 293:501–8. [PubMed: 12054629]

[23]. Hashimoto G, Nakamura H, Tanzawa K, et al. Inhibition of ADAMTS4 (aggrecanase-1) by
tissue inhibitors of metalloproteinases (TIMP-1, 2, 3 and 4). FEBS Lett. 2001; 494:192–5.
[PubMed: 11311239]

[24]. Kashiwagi M, Tortorella M, Nagase H, et al. TIMP-3 is a potent inhibitor of aggrecanase 1
(ADAM-TS4) and aggrecanase 2 (ADAM-TS5). J Biol Chem. 2001; 276:12501–4. [PubMed:
11278243]

Vo et al. Page 10

Spine J. Author manuscript; available in PMC 2014 March 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



[25]. Weiler C, Nerlich AG, Zipperer J, et al. 2002 SSE Award Competition in Basic Science:
expression of major matrix metalloproteinases is associated with intervertebral disc degradation
and resorption. Eur Spine J. 2002; 11:308–20. [PubMed: 12193991]

[26]. Gruber HE, Ingram JA, Hanley EN Jr. Immunolocalization of MMP-19 in the human
intervertebral disc: implications for disc aging and degeneration. Biotech Histochem. 2005;
80:157–62. [PubMed: 16298901]

[27]. Le Maitre CL, Freemont AJ, Hoyland JA. Localization of degradative enzymes and their
inhibitors in the degenerate human intervertebral disc. J Pathol. 2004; 204:47–54. [PubMed:
15307137]

[28]. Richardson SM, Doyle P, Minogue BM, et al. Increased expression of matrix
metalloproteinase-10, nerve growth factor and substance P in the painful degenerate
intervertebral disc. Arthritis Res Ther. 2009; 11:R126. [PubMed: 19695094]

[29]. Roberts S, Caterson B, Menage J, et al. Matrix metalloproteinases and aggrecanase: their role in
disorders of the human intervertebral disc. Spine. 2000; 25:3005–13. [PubMed: 11145811]

[30]. Bachmeier BE, Nerlich A, Mittermaier N, et al. Matrix metalloproteinase expression levels
suggest distinct enzyme roles during lumbar disc herniation and degeneration. Eur Spine J. 2009;
18:1573–86. [PubMed: 19466462]

[31]. Crean JK, Roberts S, Jaffray DC, et al. Matrix metalloproteinases in the human intervertebral
disc: role in disc degeneration and scoliosis. Spine. 1997; 22:2877–84. [PubMed: 9431623]

[32]. Le Maitre CL, Freemont AJ, Hoyland JA. Human disc degeneration is associated with increased
MMP 7 expression. Biotech Histochem. 2006; 81:125–31. [PubMed: 17129995]

[33]. Gruber HE, Ingram JA, Hoelscher GL, et al. Matrix metalloproteinase 28, a novel matrix
metalloproteinase, is constitutively expressed in human intervertebral disc tissue and is present in
matrix of more degenerated discs. Arthritis Res Ther. 2009; 11:R184. [PubMed: 20003223]

[34]. Klawitter M, Quero L, Bertolo A, et al. Human MMP28 expression is unresponsive to
inflammatory stimuli and does not correlate to the grade of intervertebral disc degeneration. J
Negat Results Biomed. 2011; 10:9. [PubMed: 21801383]

[35]. Lyons G, Eisenstein SM, Sweet MB. Biochemical changes in intervertebral disc degeneration.
Biochim Biophys Acta. 1981; 673:443–53. [PubMed: 7225426]

[36]. Pearce RH, Grimmer BJ. Target tissue models: the proteoglycans and degeneration of the human
intervertebral disc. J Rheumatol Suppl. 1983; 11:108–10. [PubMed: 6583410]

[37]. Sandy JD. A contentious issue finds some clarity: on the independent and complementary roles
of aggrecanase activity and MMP activity in human joint aggrecanolysis. Osteoarthritis
Cartilage. 2006; 14:95–100. [PubMed: 16257242]

[38]. Little CB, Flannery CR, Hughes CE, et al. Aggrecanase versus matrix metalloproteinases in the
catabolism of the interglobular domain of aggrecan in vitro. Biochem J. 1999; 344:61–8.
[PubMed: 10548534]

[39]. Iatridis JC, Godburn K, Wuertz K, et al. Region-dependent aggrecan degradation patterns in the
rat intervertberal disc are affected by mechanical loading in vivo. Spine. 2011; 36:203–9.
[PubMed: 20714280]

[40]. Pockert AJ, Richardson SM, Le Maitre CL, et al. Modified expression of the ADAMTS enzymes
and tissue inhibitor of metalloproteinases 3 during human intervertebral disc degeneration.
Arthritis Rheum. 2009; 60:482–91. [PubMed: 19180493]

[41]. Zhao CQ, Zhang YH, Jiang SD, et al. ADAMTS-5 and intervertebral disc degeneration: the
results of tissue immunohistochemistry and in vitro cell culture. J Orthop Res. 2011; 29:718–25.
[PubMed: 21437951]

[42]. Patel KP, Sandy JD, Akeda K, et al. Aggrecanases and aggrecanase-generated fragments in the
human intervertebral disc at early and advanced stages of disc degeneration. Spine. 2007;
32:2596–603. [PubMed: 17978660]

[43]. Glasson SS, Askew R, Sheppard B, et al. Deletion of active ADAMTS5 prevents cartilage
degradation in a murine model of osteoarthritis. Nature. 2005; 434:644–8. [PubMed: 15800624]

[44]. Stanton H, Rogerson FM, East CJ, et al. ADAMTS5 is the major aggrecanase in mouse cartilage
in vivo and in vitro. Nature. 2005; 434:648–52. [PubMed: 15800625]

Vo et al. Page 11

Spine J. Author manuscript; available in PMC 2014 March 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



[45]. Sztrolovics R, Alini M, Roughley PJ, et al. Aggrecan degradation in human intervertebral disc
and articular cartilage. Biochem J. 1997; 326:235–41. [PubMed: 9337874]

[46]. Sowa G, Vadalà G, Studer R, et al. Characterization of intervertebral disc aging: longitudinal
analysis of a rabbit model by magnetic resonance imaging, histology, and gene expression.
Spine. 2008; 33:1821–8. [PubMed: 18670334]

[47]. Clark IM, Swingler TE, Sampieri CL, et al. The regulation of matrix metalloproteinases and their
inhibitors. Int J Biochem Cell Biol. 2008; 40:1362–78. [PubMed: 18258475]

[48]. Ulrich JA, Liebenberg EC, Thuillier DU, et al. ISSLS prize winner: repeated disc injury causes
persistent inflammation. Spine. 2007; 32:2812–9. [PubMed: 18246002]

[49]. Sowa GA, Coelho JP, Bell KM, et al. Alterations in gene expression in response to compression
of nucleus pulposus cells. Spine J. 2011; 11:36–43. [PubMed: 21056011]

[50]. Korecki CL, MacLean JJ, Iatridis JC. Dynamic compression effects on intervertebral disc
mechanics and biology. Spine. 2008; 33:1403–9. [PubMed: 18520935]

[51]. MacLean JJ, Lee CR, Alini M, et al. Anabolic and catabolic mRNA levels of the intervertebral
disc vary with the magnitude and frequency of in vivo dynamic compression. J Orthop Res.
2004; 22:1193–200. [PubMed: 15475197]

[52]. MacLean JJ, Lee CR, Alini M, et al. The effects of short-term load duration on anabolic and
catabolic gene expression in the rat tail intervertebral disc. J Orthop Res. 2005; 23:1120–7.
[PubMed: 16140193]

[53]. Hsieh AH, Lotz JC. Prolonged spinal loading induces matrix metalloproteinase-2 activation in
intervertebral discs. Spine. 2003; 28:1781–8. [PubMed: 12923463]

[54]. Yurube T, Nishida K, Suzuki T, et al. Matrix metalloproteinase (MMP)-3 gene up-regulation in a
rat tail compression loading-induced disc degeneration model. J Orthop Res. 2010; 28:1026–32.
[PubMed: 20162718]

[55]. Wuertz K, Godburn K, MacLean JJ, et al. In vivo remodeling of intervertebral discs in response
to short- and long-term dynamic compression. J Orthop Res. 2009; 27:1235–42. [PubMed:
19274755]

[56]. Chan SC, Ferguson SJ, Gantenbein-Ritter B. The effects of dynamic loading on the intervertebral
disc. Eur Spine J. 2011; 20:1796–812. [PubMed: 21541667]

[57]. Sowa G, Coelho P, Vo N, et al. Determination of annulus fibrosus cell response to tensile strain
as a function of duration, magnitude, and frequency. J Orthop Res. 2011; 29:1275–83. [PubMed:
21671263]

[58]. Walter BA, Korecki CL, Purmessur D, et al. Complex loading affects intervertebral disc
mechanics and biology. Osteoarthritis Cartilage. 2011; 19:1011–8. [PubMed: 21549847]

[59]. Barbir A, Godburn EK, Michalek AJ, et al. Effects of torsion on intervertebral disc gene
expression and biomechanics, using a rat tail model. Spine. 2011; 36:607–14. [PubMed:
20736890]

[60]. Chan SC, Ferguson SJ, Wuertz K, et al. Biological response of the intervertebral disc to repetitive
short term cyclic torsion. Spine. 2011; 30:44–53.

[61]. Weiler C, Nerlich AG, Bachmeier BE, et al. Expression and distribution of tumor necrosis factor
alpha in human lumbar intervertebral discs: a study in surgical specimen and autopsy controls.
Spine. 2005; 30:44–53. discussion 54. [PubMed: 15626980]

[62]. Le Maitre CL, Hoyland JA, Freemont AJ. Catabolic cytokine expression in degenerate and
herniated human intervertebral discs: IL-1beta and TNFalpha expression profile. Arthritis Res
Ther. 2007; 9:R77. [PubMed: 17688691]

[63]. Le Maitre CL, Freemont AJ, Hoyland JA. The role of interleukin-1 in the pathogenesis of human
intervertebral disc degeneration. Arthritis Res Ther. 2005; 7:R732–45. [PubMed: 15987475]

[64]. Rousseau MA, Ulrich JA, Bass EC, et al. Stab incision for inducing intervertebral disc
degeneration in the rat. Spine. 2007; 32:17–24. [PubMed: 17202887]

[65]. Sobajima S, Shimer AL, Chadderdon RC, et al. Quantitative analysis of gene expression in a
rabbit model of intervertebral disc degeneration by real-time polymerase chain reaction. Spine J.
2005; 5:14–23. [PubMed: 15653081]

Vo et al. Page 12

Spine J. Author manuscript; available in PMC 2014 March 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



[66]. Anderson DG, Izzo MW, Hall DJ, et al. Comparative gene expression profiling of normal and
degenerative discs: analysis of a rabbit annular laceration model. Spine. 2002; 27:1291–6.
[PubMed: 12065976]

[67]. Le Maitre CL, Hoyland JA, Freemont AJ. Interleukin-1 receptor antagonist delivered directly and
by gene therapy inhibits matrix degradation in the intact degenerate human intervertebral disc: an
in situ zymographic and gene therapy study. Arthritis Res Ther. 2007; 9:R83. [PubMed:
17760968]

[68]. Studer RK, Aboka AM, Gilbertson LG, et al. p.38 MAPK inhibition in nucleus pulposus cells: a
potential target for treating intervertebral disc degeneration. Spine. 2007; 32:2827–33. [PubMed:
18246004]

[69]. Studer RK, Gilbertson LG, Georgescu H, et al. p.38 MAPK inhibition modulates rabbit nucleus
pulposus cell response to IL-1. J Orthop Res. 2008; 26:991–8. [PubMed: 18302237]

[70]. Nerlich AG, Bachmeier BE, Schleicher E, et al. Immunomorphological analysis of RAGE
receptor expression and NF-kappaB activation in tissue samples from normal and degenerated
intervertebral discs of various ages. Ann N Y Acad Sci. 2007; 1096:239–48. [PubMed:
17405935]

[71]. Lo YY, Cruz TF. Involvement of reactive oxygen species in cytokine and growth factor induction
of c-fos expression in chondrocytes. J Biol Chem. 1995; 270:11727–30. [PubMed: 7744816]

[72]. Jallali N, Ridha H, Thrasivoulou C, et al. Modulation of intracellular reactive oxygen species
level in chondrocytes by IGF-1, FGF, and TGF-beta1. Connect Tissue Res. 2007; 48:149–58.
[PubMed: 17522998]

[73]. Del Carlo M, Schwartz D, Erickson EA, et al. Endogenous production of reactive oxygen species
is required for stimulation of human articular chondrocyte matrix metalloproteinase production
by fibronectin fragments. Free Radic Biol Med. 2007; 42:1350–8. [PubMed: 17395008]

[74]. Davies CM, Guilak F, Weinberg JB, et al. Reactive nitrogen and oxygen species in interleukin-1-
mediated DNA damage associated with osteoarthritis. Osteoarthritis Cartilage. 2008; 16:624–30.
[PubMed: 17945515]

[75]. Soukane DM, Shirazi-Adl A, Urban JP. Computation of coupled diffusion of oxygen, glucose
and lactic acid in an intervertebral disc. J Biomech. 2007; 40:2645–54. [PubMed: 17336990]

[76]. Vo N, Wang D, Sowa G, et al. Differential effects of nicotine and tobacco smoke condensate on
human annulus fibrosus cell metabolism. J Orthop Res. 2011; 29:1585–91. [PubMed: 21448984]

[77]. Chan D, Song Y, Sham P, et al. Genetics of disc degeneration. Eur Spine J. 2006; 15:S317–25.
[PubMed: 16819621]

[78]. Battie MC, Videman T. Lumbar disc degeneration: epidemiology and genetics. J Bone Joint Surg
Am. 2006; 88:3–9. [PubMed: 16595435]

[79]. Videman T, Gibbons LE, Battié MC, et al. The relative roles of intragenic polymorphisms of the
vitamin d receptor gene in lumbar spine degeneration and bone density. Spine. 2001; 26:E7–12.
[PubMed: 11224872]

[80]. Annunen S, Ott J, Prockop DJ, et al. An allele of COL9A2 associated with intervertebral disc
disease. Science. 1999; 285:409–12. [PubMed: 10411504]

[81]. Ala-Kokko L. Genetic risk factors for lumbar disc disease. Ann Med. 2002; 34:42–7. [PubMed:
12014433]

[82]. Doege KJ, Coulter SN, Meek LM, et al. A human-specific polymorphism in the coding region of
the aggrecan gene. Variable number of tandem repeats produce a range of core protein sizes in
the general population. J Biol Chem. 1997; 272:13974–9. [PubMed: 9153261]

[83]. Takahashi M, Haro H, Wakabayashi Y, et al. The association of degeneration of the
intervertebral disc with 5a/6a polymorphism in the promoter of the human matrix
metalloproteinase-3 gene. J Bone Joint Surg Br. 2001; 83:491–5. [PubMed: 11380116]

[84]. Dong DM, Yao M, Liu B, et al. Association between the -1306C/T polymorphism of matrix
metalloproteinase-2 gene and lumbar disc disease in Chinese young adults. Eur Spine J. 2007;
16:1958–61. [PubMed: 17680282]

[85]. Song YQ, Ho DW, Karppinen J, et al. Association between promoter -1607 polymorphism of
MMP1 and lumbar disc disease in Southern Chinese. BMC Med Genet. 2008; 9:38. [PubMed:
18439317]

Vo et al. Page 13

Spine J. Author manuscript; available in PMC 2014 March 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



[86]. Sun ZM, Miao L, Zhang YG, et al. Association between the -1562 C/T polymorphism of matrix
metalloproteinase-9 gene and lumbar disc disease in the young adult population in North China.
Connect Tissue Res. 2009; 50:181–5. [PubMed: 19444758]

[87]. Nishida K, Suzuki T, Kakutani K, et al. Gene therapy approach for disc degeneration and
associated spinal disorders. Eur Spine J. 2008; 17:459–66. [PubMed: 19005696]

[88]. Urban JP, Roberts S. Degeneration of the intervertebral disc. Arthritis Res Ther. 2003; 5:120–30.
[PubMed: 12723977]

[89]. Urban JP, Smith S, Fairbank JC. Nutrition of the intervertebral disc. Spine. 2004; 29:2700–9.
[PubMed: 15564919]

[90]. Gilbert AM, Bursavich MG, Lombardi S, et al. 5-((1H-pyrazol-4-yl) methylene)-2-
thioxothiazolidin-4-one inhibitors of ADAMTS-5. Bioorg Med Chem Lett. 2007; 17:1189–92.
[PubMed: 17210252]

[91]. Fosang AJ, Little CB. Drug insight: aggrecanases as therapeutic targets for osteoarthritis. Nat
Clin Pract Rheumatol. 2008; 4:420–7. [PubMed: 18577998]

[92]. Huang K, Zhang C, Zhang XW, et al. Effect of dehydroepiandrosterone on aggrecanase
expression in articular cartilage in a rabbit model of osteoarthritis. Mol Biol Rep. 2011; 38:3569–
72. [PubMed: 21104136]

[93]. Elliott DM, Yerramalli CS, Beckstein JC, et al. The effect of relative needle diameter in puncture
and sham injection animal models of degeneration. Spine. 2008; 33:588–96. [PubMed:
18344851]

[94]. Michalek AJ, Funabashi KL, Iatridis JC. Needle puncture injury of the rat intervertebral disc
affects torsional and compressive biomechanics differently. Eur Spine J. 2010; 19:2110–6.
[PubMed: 20544231]

[95]. Lin EA, Liu CJ. The role of ADAMTSs in arthritis. Protein Cell. 2010; 1:33–47. [PubMed:
21203996]

[96]. Bourboulia D, Stetler-Stevenson WG. Matrix metalloproteinases (MMPs) and tissue inhibitors of
metalloproteinases (TIMPs): positive and negative regulators in tumor cell adhesion. Semin
Cancer Biol. 2010; 20:161–8. [PubMed: 20470890]

[97]. Brew K, Dinakarpandian D, Nagase H. Tissue inhibitors of metalloproteinases: evolution,
structure and function. Biochim Biophys Acta. 2000; 1477:267–83. [PubMed: 10708863]

[98]. Black RA. TIMP3 checks inflammation. Nat Genet. 2004; 36:934–5. [PubMed: 15340428]

[99]. Handa T, Ishihara H, Ohshima H, et al. Effects of hydrostatic pressure on matrix synthesis and
matrix metalloproteinase production in the human lumbar intervertebral disc. Spine. 1997;
22:1085–91. [PubMed: 9160466]

[100]. Neidlinger-Wilke C, Würtz K, Urban JP, et al. Regulation of gene expression in intervertebral
disc cells by low and high hydrostatic pressure. Eur Spine J. 2006; 15:S372–8. [PubMed:
16680448]

Vo et al. Page 14

Spine J. Author manuscript; available in PMC 2014 March 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

Vo et al. Page 15

Table 1

Expression of MMPs in human intervertebral discs

Gene symbol Gene title (alternative
names)

Matrix [11–13] substrates Other substrates [13,15]
(resultant effectors)

Expression in
nondegenerated
human
discs
(references)

Increased
expression
in degenerated
human
discs
(references)

Minimal domain

 MMP-7 (Matrilysin, uterine) PGs, Lam, Fib, F/F, Ent,
 Ten, Vit, Gel, Col 3-5,
 9-11

Dec (bioavailable TGF-
 β), Pro-TNF-α
 (bioavailable TNF-α)

Yes [29,32] Yes [29,32]

Pro-MMP-2 and -7
 (MMP-2 and -7)

Collagenases

 MMP-1 (Interstitial
 collagenase)

Col 1-3, 7, 10, Gel Perlecan (bioavailable
 FGF), IGFBP-2, -3
 (bioavailable IGF)

No [25,29] Yes [25]

Gel, Ent, Agc, Ten a-Act (inactive serpin)

 MMP-8 (Neutrophil
 collagenase)

Same as MMP-1 a-PI (inactive serpin) Yes [29,30] Yes [29,30]

Pro-MMP-8 (MMP-8)

 MMP-13 (Collagenase 3) Same as MMP-1 a-Act (inactive serpin) No [27] Yes [27]

Stromelysins

 MMP-3 (Stromelysin 1,
 progelatinase)

Same as MMP-7 Dec (bioavailable TGF-
 β), Pro-TNF-α
 (bioavailable TNF-α)

No [25] Yes [25,27,30]

Perlecan (bioavailable
 FGF), IGFBP-2, 3
 (bioavailable IGF)

Yes [27,29]

Pro-IL1-B (IL-1β), a-Act
 (inactive serpin)

Pro-MMP-1, -3, -7, -8, -9,
 and -13 (MMP-1, -3,
 -7, -8, -9, and -13)

 MMP-10 (Stromelysin 2) Same as MMP-7 Pro-MMP-1, -8, and -10
 (MMP-1, -8, and -10)

Yes [28] Yes [28]

Gelatinases

 MMP-2 (Gelatinase A) Agc, Gel, Ela, Fib, Lam Pro-TGF-B2 (TGF-β2),
 Pro- IL-1B (active IL-
 1β),

Yes [25,31] Yes [25,30,31]

IGFBP-3/5 (bioavailable
 IGF), Pro-TNF
 -α(TNF-α)

Vit, Col-1, -4, -5, -7, -10,
 and -11

FGF-R1 (bioactive FGF-
 R1 ectodomain)

Pro-MMP-1, -2, and -13
 (MMP-1, -2, and -13)

 MMP-9 (Gelatinase B) Same as MMP-2 Unknown (bioavailable
 VEGF), Pro-IL-1B (IL-
 1β)

No [25] No [25]

Pro-TGF-B2 (TGF-β2),
 Pro-TNF-α (TNF-α)

Yes [29,31] Yes [29–31]

Other
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Gene symbol Gene title (alternative
names)

Matrix [11–13] substrates Other substrates [13,15]
(resultant effectors)

Expression in
nondegenerated
human
discs
(references)

Increased
expression
in degenerated
human
discs
(references)

 MMP-28 (Epilysin) Casein Unknown Yes [33,34] No [33,34]

a-Act, α1-actichymotrypsin; Gel, gelatin; Vit, vitronectin; F/F, fibrin/fibrinogen; EN, entactin; TE, tenascin; Ela, elastin; a-PI, α1-proteinase
inhibitor; Fib, fibronectin; Col, collagen; PG, proteoglycan; Lam, laminin; Agc, aggrecan; Dec, decorin; MMP, matrix metalloproteinase; TGF,
transforming growth factor; TNF, tumor necrosis factor; FGF, fibroblast growth factor; IGF, insulin-like growth factor; IGFBP, IGF-binding
protein; IL, interleukin; VEGF, vascular endothelial growth factor.
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Table 2

Expression of agrecanases in human intervertebral discs

Gene symbol Gene title [16,95] (alternative
names) Matrix [16,95] substrates

Expression in
nondegenerated human
discs (references)

Increased expression
in degenerated human
discs (references)

ADAMTS-1 (Aggrecanase-3, METH-1) Agc, Ver V1 Yes [40] Yes [40]

ADAMTS-4 (Aggrecanase-1, KIAA0688) Agc, Brv, Ver V1 Yes [27,40,42] Yes [27,40,42]

Fmd, Dec

Trf, COMP

ADAMTS-5 (Aggrecanase-2, ADAMTS-11) Agc Yes [40–42] Yes [40]

No [42]

ADAMTS-9 (KIAA1312) Agc, Ver Yes [40] No [40]

ADAMTS-15 Agc Yes [40] Yes [40]

Fmd, fibromodulin; Ver, versican; Dec, decorin; Agc, aggrecan; Brv, brevican; Trf, transferin; COMP, cartilage oligomeric matrix protein;
ADAMTS, disintegrins and metalloproteinases with thrombospondin motif.
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Table 3

Expression of TIMPs in human intervertebral discs

Gene symbol Enzyme targets (reference) Other substrates (reference)
Expression in
nondegenerated human
discs (references)

Increased expression
in degenerated human
discs (references)

TIMP-1 Strong: MMP-1, -3, -7, -9 [96] proMMP-9 [97] Yes [29] Yes [27,29,30]

Weak: MMP-14 [97] No [27]

TIMP-2 Strong: MMP-2, -14 [96] proMMP-2 [97] Yes [27,29] Yes [29,30]

Strong for all MMPs [98] No [27]

TIMP-3 ADAMTS-1, -4, and -5 [98] TNF-α-converting enzyme [98] Yes [27,40] No [27,40]

proMMP-2, -9 [97]

TIMP, tissue inhibitor of metalloproteinase; MMP, matrix metalloproteinase; TNF, tumor necrosis factor.
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Table 4

Regulation of gene expression of disc MMPs, ADAMTSs, and TIMPs

Stressor Species Model Region Outcome Condition & response (references)

Mechanical

 MMP-1 Rabbit Cells AF mRNA, activity T: mag (+) [57,58], freq (+) [57], dur (+) [57]

NP mRNA HP: mag (+) [99]

 MMP-2 Mouse Tissue AF+NP Activity Cmp: dur (+) [53]

 MMP-3 Human, bovine,
 rabbit, rat

Tissue, cells AF mRNA Cmp: mag (+) [50,51], freq (+) [51], dur (++) [52]

mRNA, activity T: mag (+), freq (+), dur (+) [57]

NP mRNA, protein Cmp: mag (++) [51], freq (++) [51], dur (+) [52,53]

mRNA HP: mag (+) [99,100]

 MMP-13 Ovine, rat Tissue, cells AF mRNA Cmp: mag (+) [51], freq (+) [51], dur (+) [52]

NP mRNA Cmp: mag (+) [51], freq (+) [51], dur (+) [52]

mRNA HP: mag (+) [100]

 ADAMTS-4 Ovine, rat Tissue NP mRNA Cmp: mag (+) [51], freq (+) [51], dur (+) [52,55]

AF mRNA Cmp: mag (+) [51], freq (+) [51], dur (+) [52]

 TIMP-1 Human, rat Tissue, cells AF mRNA T: mag (+) [57,58], freq (+) [57], dur (+) [57]

NP mRNA Comp: dur (+) [55]

mRNA HP: mag (+) [99]

Inflammatory

 MMP-1 Rabbit Tissue AF+NP mRNA Annular laceration [66], TNF-α in vitro*

 MMP-3 Human, rabbit Tissue, cells AF, NP mRNA, protein Annular puncture [65], TNF-α & IL-1β in vitro [68,69]

IL-1β in vitro [63], TNF-α*

 MMP-7 Human Cells NP mRNA TNF-α in vitro*

 MMP-9 Rabbit Tissue AF+NP mRNA Annular laceration [66]

 MMP-10 Human Cells NP mRNA TNF-α in vitro*

 MMP-12 Human Cells NP mRNA TNF-α in vitro*

 MMP-13 Human, rabbit Tissue, cells AF, NP mRNA Annular laceration [66], IL-1β in vitro [63]

 MMP-28 Human Cells AF, NP mRNA TNF-α, IL-1β, LPS in vitro [34]

 ADAMTS-4 Human Cells AF, NP mRNA IL-1β in vitro [63]

 TIMP-1 Human, rabbit Tissue, cells NP mRNA, protein Annular puncture [65], TNF-α & IL-1β in vitro [68,69]

 TIMP-3 Human Cells NP mRNA, protein TNF-α in vitro*

Oxidative

 MMP-1 Human Cells NP mRNA 20% vs. 5% O2
†

 MMP-3 Human Cells NP mRNA 20% vs. 5% O2
†

Cmp, compression; Mag, magnitude; (+), <10 fold; HP, hydrostatic pressure; Freq, frequency; (++), 10–100-fold; T, tensile stretch; Dur, duration;
MMP, matrix metalloproteinase; ADAMTS, disintegrins and metalloproteinases with thrombospondin motif; TIMP, tissue inhibitor of
metalloproteinase; AF, annulus fibrosus; NP, nucleus pulposus; IL, interleukin; TNF, tumor necrosis factor; LPS, lipopolysaccharide.

*
Vo N., unpublished data.
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