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NIH 3T3 cells were transfected with a plasmid containing the transforming gene, v-src, from Rous sarcoma
virus. One of the transformed cell lines isolated reverted to a flat, nontransformed morphology after cloning
through soft agar. This cell line did not express the src gene and could no longer grow in soft agar. When these
cells were held at confluence, spontaneous foci appeared which eventually covered the dish. The appearance of
foci correlated with an increase in v-src gene expression, ability to grow in soft agar, and tumorigenicity in
mice. When these transformed cells were trypsinized and held at subconfluence, both v-src expression and the
transformed phenotype were progressively lost. Whereas rearrangement of the transfected gene was not
detected, the gene copy number in the transformed cells was markedly increased (>50-fold). Confluence-de-
pendent gene amplification and deamplification have been retained after several cycles of growth alternately at
high and low density, in cells recloned through soft agar, and after cells had been maintained continuously at
high or low density. The results suggest that, in this cell line, reversible gene amplification plays a central role
in expression of the transfected gene.

Transformed cells are distinguished from their nontrans-
formed counterparts by differences in morphology, metabo-
lism, and, perhaps most importantly, growth properties.
Many cell lines require a solid substrate for growth but,
when transformed, acquire the capacity for anchorage-inde-
pendent growth. Further, although most cells show a densi-
ty-dependent inhibition of growth, after transformation cells
no longer become quiescent at confluence, but continue to
grow (18, 31, 32, 47).
Work with temperature-sensitive mutants shows that, at

least for the v-src oncogene, the transformed phenotype is
dependent on continuous expression of the gene and can be
completely reversed (18). Studies with partial transforma-
tion-defective mutants reveal dissociation of some parame-
ters which are characteristically altered in the transformed
cell. For instance, loss of surface fibronectin can be much
reduced without loss of the ability to grow in soft agar (45).
Due to the pleiotropic effects of the v-src gene product on
the cell (5, 18), it is difficult to establish the relative impor-
tance of these parameters in transformation, using these
mutants. Further, although the v-src gene originated by
transduction of the endogenous c-src gene and shows con-
siderable homology with it (41), recent work demonstrates
that levels of c-src expression well above transforming levels
of v-src do not result in neoplastic changes in mammalian
cells (30) or cause transformation of chicken embryo
fibroblasts (19). Whether the difference is due to the scat-
tered single amino acid changes or the block of sequence
divergence at the C terminus of the two proteins is not
known (19), but it is clear that there is a qualitative differ-
ence between the two gene products.

In an attempt to shed light on the possible dose depen-
dency of transformation by the v-src gene and the interrela-
tionships between transformation parameters, the V-src
structural gene was fused to a regulatable promoter from the
mouse metallothionein-I (MT-I) gene. The MT-src plasmid,

t Correspondence related to this work should be addressed to Dr.
Robert Eisenman, Fred Hutchinson Cancer Research Center, 1124
Columbia St., Seattle, WA 98104.

which was constructed by R. D. Palmiter (University of
Washington, Seattle), was transfected into NIH 3T3 cells. Of
the cell lines generated in this way, one appears to have a
unique and unexpected phenotype: in this cell line expres-
sion of the transfected gene is independent of added zinc (an
inducer of metallothionein) but is sensitive to cell conflu-
ence. Moreover, increased expression is associated with
amplification of the gene. Both expression and amplification
can be reversed by maintaining the cells at subconfluence.
The results, which are described below, suggest that ampli-
fication plays a central role in the expression of the trans-
fected gene.

MATERIALS AND METHODS

Cells, transfection, and isolation of cell lines. NIH 3T3 cells
were the gift of D. R. Lowy (National Institutes of Health,
Bethesda, Md.). They were grown in Dulbecco modified
Eagle medium with 7.5% calf serum. Transfection was ac-
cording to standard protocols (16, 29). A total of 5 x 105 cells
were plated per 6-cm dish. The next day 0.1 ,ug of plasmid
and 20 ,ug of salmon sperm carrier DNA were calcium
phosphate precipitated onto each recipient culture. After 20
min at room temperature, medium was added and the cells
were incubated for 4 h at 370C. The cells were then shocked
with 15% glycerol for 4 min, washed, and incubated with new
medium. One day after transfection 70 ,uM zinc acetate was
included in the medium of some dishes. After 2 to 3 weeks
the foci of transformation were picked, expanded, and cloned
through soft agar (with or without added zinc acetate). Indi-
vidual colonies were again picked, expanded, and character-
ized. For retransformation the flat cell lines were maintained
at confluence, and the medium was changed every second
day.
The efficiency of transformation with the MT-src plasmid

was about 30 foci per ,ug of insert DNA in the absence of
added zinc acetate and 110 foci per xg of insert DNA in its
presence. For comparison, 103 foci per p.g of insert DNA
were obtained with a clone of Harvey murine sarcoma virus
(clone H-1 [13], the generous gift of D. R. Lowy) regardless
of the presence or absence of exogenous zinc acetate.
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For high-density growth, cells were allowed to overgrow
(>2 x 105 cells per cm2) before repassaging. For low-density
growth, the cells were repassaged either before reaching
confluence (at about 5 x 104 cells per cm2) or before any
morphological changes (rounding up, focus formation, or
overgrowth) were detected at confluence.
N-1 cells were derived from NIH 3T3 cells by infection

with Rous sarcoma virus Schmidt-Ruppin D (RSV SR-D) (a
gift from L. R. Rohrschneider, Hutchinson Cancer Research
Center) and cloning through soft agar. Fusion with chicken
embryo fibroblasts showed that they contained rescuable
transforming virus.
MT-src gene fusion. The construct used was the gift of

R. D. Palmiter (University of Washington, Seattle). Briefly,
the MT-I promoter fragment containing the metal responsive
region, TATA homology, and cap site for transcription, but
no translation start codon (about 1.8 kilobases [kb], spanned
by EcoRI [5'] and BglII [3']) (12, 14), was fused to the v-src
structural gene from RSV (strain Pr-C) which lacks promoter
signals but has a translation start codon and a polyadenyla-
tion signal (about 2.2 kb, spanned by XhoI [5'] and extending
to a linker-generated site in the U5 region [37]). A unique
BamHI site was generated at the junction of the MT and
v-src sequences. Essentially the whole fused gene insert
could be excised from pBR322 with EcoRI.

Characterization of cell lines. To characterize the changes
correlating with altered morphology, the confluence-sensi-
tive cell line was maintained in two different states after
cloning through soft agar. The "nontransformed" cells were
flat and were maintained at subconfluence. These cells
provided the base line against which changes were com-
pared. Transformation was obtained by maintaining these
cells at confluence. The transformed cells thus represent a
mass culture and were either analyzed without repassaging
or maintained at high density for several passages before
analysis. Transformed cells were also maintained at subcon-
fluence for some experiments ("untransformed") but were
not retransformed in the work described here.

src-specific kinase activity in the transfected cell lines was
assayed according to Rohrschneider et al. (33), using tumor-
bearing rabbit serum (a gift from L. R. Rohrschneider).
Samples of lysates containing equivalent amounts of protein
were used to allow direct comparison of samples within a
single assay. Proteins were analyzed on discontinuous
acrylamide gels (22).
For analysis by northern blotting, total cellular RNA was

prepared by the guanidinium isothiocyanate method; polyad-
enylated RNA was selected over an oligodeoxythymidylate
column. Electrophoresis was on 1.2% agarose formaldehyde
gels, and the RNA was transferred onto nitrocellulose paper
(23). Relative mRNA levels were determined by cytoplasmic
dot hybridization (48).

Southern blot analysis was as described previously (23).
The DNA concentration in samples to be analyzed was
determined by spectrophotometry and, after restriction en-
donuclease digestion, by fluorescence (21), before elec-
trophoresis on 1% agarose gels. Digestion with restriction
enzymes was under the conditions described before (27).
DNA dot blots were prepared essentially as described pre-
viously (20). Prehybridization and hybridization were per-
formed as described before (23).

Probes. The "general src" probe was the 2.2-kb fragment
derived by BamHI and EcoRI digestion of the MT-src
construct. This probe hybridizes with both the c-src and
v-src genes and their products. The "v-src-specific" probe
was the 580-base pair, 3'-terminal fragment derived from the

general src probe by PstI digestion. The gel-purified DNA
fragments were nick translated to a specific activity of about
107 cpm per ,ug.
Growth in soft agar. Cells were trypsinized, counted, and

dispersed as a single cell suspension in 0.36% agar made up
in Dulbecco modified Eagle medium with 7.5% calf serum,
with or without 70 ,uM zinc acetate, over a 0.6% agar layer
in the same medium. Fresh agar overlay was added to the
dishes twice a week.

Tumorigenicity. BALB/c mice were injected intraperito-
neally with 106 cells and monitored for tumors. Positives
were sacrificed at 2 to 3 weeks. Negatives were sacrificed at
8 weeks and examined by dissection. Tumor tissue was
submitted for histological examination by a pathologist.
Metaphase chromosome spreads. Cells were treated with

0.075 ,ug of colcemid per ml for 12 h, selected by mitotic
shake-off, and fixed with acid spread, and the DNA was
stained with 4',6-dianidino-2-phenylindole.

RESULTS
Cell morphology and src kinase activity. To examine quan-

titative aspects of transformation, we transfected NIH 3T3
cells with a plasmid containing the regulatable promoter
from the mouse metallothionein-I gene (11) fused to the
structural v-src gene from RSV (designated MT-src). Forty
cell lines were picked from foci of transformation and cloned
through soft agar. After expansion, two of these cloned cell
lines were found to have reverted to a flat, nontransformed
morphology. The altered morphology suggested that the
transfected gene had been lost or inactivated, since the v-src
gene is known to transform NIH 3T3 cells (5, 10).

Previous reports show that expression of transfected
genes may be lost in the absence of selective pressure (3, 15,
34). The cell lines which had lost the transformed morpho-
logy were therefore maintained at confluence, thereby repro-
ducing the selective pressure for focus formation used in the
initial transfection assay. One cell line remained untrans-
formed; the other formed spontaneous foci which eventually
covered the whole dish. The changes undergone by this cell
line are illustrated in Fig. 1. There is a clear switch from a
morphology resembling the nontransformed parental cells
(cf. Fig. 1A, B, and E) to a rounded morphology (Fig. 1C, D,
and F) similar to that shown by NIH 3T3 cells infected with
RSV SR-D and cloned through soft agar (Fig. 1G; N-1 cells).
To determine whether the change in morphology observed

in this cell line correlated with a change in the expression of
the src gene, a src-specific kinase assay was undertaken.
This assay measures the ability of the src gene product to
phosphorylate the immunoglobulin G heavy chain in an
immune complex (8). Cells which had been maintained
continuously at subconfluence after cloning through soft
agar and showed a flat, nontransformed morphology (non-
transformed cells) had low levels of kinase activity (Fig. 2a)
very similar to those found in nontransformed NIH 3T3 cells
(Fig. 2d). This low background level of activity is attributed
to the endogenous c-src (33) and is presumably due to
cross-reactivity of the antiserum with the endogenous mouse
c-src gene product. By contrast, the cells which had been
maintained at high density after focus formation and had a
rounded, transformed morphology showed markedly ele-
vated levels of immunoglobulin G heavy-chain phosphoryla-
tion (Fig. 2b). Further, when the transformed cells were
trypsinized and maintained at subconfluent levels, the kinase
activity was reduced to near-background levels (Fig. 2c).
The results suggested that, in this cell line, src kinase

activity could be modulated by maintaining the cells at high
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FIG. 1. Morphological changes undergone by cells containing transfected v-src at confluence. (A) Nontransformed cells held confluent for
2 weeks, showing flat, nontransformed morphology in an area without foci. (B) Same field as in (A) with darkground illumination. (C) Focus
of transformed cells on the same dish as in (A). (D) Same field as in (C) with darkground illumination. (E) Parental NIH 3T3 cells held
confluent for 2 weeks. No foci were detected. (F) Cells from the confluence-sensitive line shown in (A to D), maintained at high density for
three passages. (G) NIH 3T3 cells infected with RSV SR-D and cloned through soft agar (N-1 cells).

or low density; i.e., the cell line is "confluence sensitive"
for expression of the gene. Interestingly, although the trans-
fected gene appeared intact (see below) and the metallothi-
onein promoter responds to heavy metals in several contexts
(6, 26), addition of zinc acetate to the culture medium did not
affect the levels of src kinase in the confluence-sensitive cell
line (Fig. 2) or their degree of transformation (Table 1).
Control experiments reveal that this is not due to a failure of
the cloned cells to respond to exogenous zinc, since the
endogenous MT-I gene could be induced (data not shown).

Kinetics of modulation of src kinase activity. If focus

formation in the confluence-sensitive cell line is attributable
to src kinase activity, there should be a correlation between
these two parameters. Subconfluent cells with flat morphol-
ogy were therefore replated at high density and the appear-
ance of foci was monitored. The cells were then lysed for the
kinase assay. The first foci were visible after 3 days at
confluence, when the kinase activity started to increase (Fig.
3A). Thereafter, both the number and size of the foci
increased in apparent correlation with the kinase activity.
To examine the rate of loss of src kinase activity, mor-

phologically transformed cells were replated at low density
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FIG. 2. src kinase activity in cells maintained at high or low

density. Confluence-sensitive cells grown under different conditions
were lysed, and samples containing equal amounts of protein were
assayed for src-specific kinase activity. (a) Nontransformed cells
showing a flat morphology, maintained at low density. (b) Cells with
rounded (transformed) morphology maintained at high density. (c)
Cells with partially rounded morphology, initially maintained at high
density after focus formation and then passaged twice at low
density. (d) Parental NIH 3T3 cells. (e) Chicken embryo fibroblasts
infected with RSV Pr-C. -, No zinc added to medium; +, 70 ,uM
zinc added to medium 48 h before harvest.

and the cells were lysed for kinase assay before reaching
confluence. A progressive decline in the level of src kinase
activity could be demonstrated (Fig. 3B). A clear difficulty
with this experiment is the continuing growth of cells at
subconfluence. This results in local variations in the cell

TABLE 1. Transformation and tumorigenicity of confluence-
sensitive cells expressing v-src

src Soft agar colonies Tumorigenicity
Cell line kinase in BALB/c

activity' Zn (-) Zn (+)b nicec

Confluence sensitive
Nontransformed - 0 0 0/4
Transformed +++ >2,800 >3,000 4/4
Partially + 350 500 ND
untransformed

Fully - 0 0 0/4
untransformed

NIH 3T3 - 0 0 0/4

N-1 + + + + >50,000 >50,000 ND
Constitutive + + >20,000 >20,000 4/4

expressor of
MT-src

asrc kinase activity represented on an arbitrary scale. (-) indicates level
corresponding to parental NIH 3T3 cells.

b 1 cells were dispersed in soft agar suspension on 60-mm dishes. The
colony number was determined at 3 weeks. Zn (-), No added zinc; Zn (+), 70
FM zinc acetate included in all solutions.

106 cells were injected intraperitoneally into BALB/c mice. At 2 to 3
weeks positives were sacrificed and dissected. Tumor tissue was diagnosed as
malignant fibrosarcoma by histological examination. Negative mice showed
no overt tumors upon dissection at 8 weeks.

days 0 1 2 3 4 5 6 7 9 bg
FIG. 3. Time course of modulation of src-specific kinase activity

and transformed foci in confluence-sensitive cells. (A) Nontrans-
formed confluence-sensitive cells maintained subconfluent and hav-
ing flat morphology were replated. After incubation at confluence
for the indicated number of days, the number of foci were deter-
mined (top numbers), the cells were lysed, and samples containing
equal amounts of protein were assayed for src kinase activity. bg:
Cells plated at low density and assayed at 5 days while still
subconfluent. (B) Transformed cells maintained at high density and
having rounded morphology were replated at low density. Cells
were harvested, while still subconfluent, on the day indicated, and
the src kinase activity was assayed in samples containing equivalent
amounts of protein. bg: NIH 3T3 cells.

concentration and is likely to affect the rate of loss of src
kinase activity.
Although the kinetics varied in different experiments, the

results support the notion that confluence affects the expres-
sion of src kinase activity, and this is reflected in the
appearance of foci of transformation.

src-specific RNAs expressed at confluence. The src-specific
RNAs expressed at confluence were examined by northern
blotting. Use was made of a v-src-specific probe to distin-
guish between transcripts from the transfected and the
endogenous c-src genes. (This probe consisted of the last 40
bases of the coding region of v-src, where it diverges from
c-src [41], and the U3 sequences derived from RSV.) Only
one major v-src-specific RNA was detected in N-1 cells (Fig.
4A, lane d). Reprobing the same blot with the general src
probe confirmed this result (Fig. 4B, lane d). The size of the
authentic viral src mRNA is 2.6 kb (24, 37), in fairly good
agreement with the size range indicated by the DNA mark-
ers (lanes M). The size expected for mRNA transcribed from
the MT-src plasmid is about 2.3 kb, since the viral leader
sequence (about 400 bases [17, 27]) has been replaced by
about 60 bases from the MT-I message (14) and 70 bases 5'
to the splice acceptor site (the distance to the XhoI site used
for the construction [37]; see Materials and Methods). No
src-specific mRNAs were detected in the NIH 3T3 cells
(lanes a) or in the nontransformed confluence-sensitive cells
(lanes b). However, v-src-specific mRNA of the anticipated
size was detected in the transformed cells (lanes c, arrow).
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FIG. 4. Northern blot analysis ofRNA from nontransformed and transformed confluence-sensitive cells. Total cellular RNA was prepared
from nontransformed and transformed cells, and a sample was selected over an oligodeoxythymidylate column. The RNA was
electrophoresed on agarose-formaldehyde gels and transferred to nitrocellulose. The northern blots were hybridized with the v-src and
general src probes. (A) A 2-,ug portion of oligodeoxythymidylate-selected RNA was analyzed, and the blot was probed with the v-src-specific
probe. Lanes: a, NIH 3T3 cells; b, nontransformed confluence-sensitive cells; c, transformed confluence-sensitive cells; d, N-1 cells. (B) The
blot shown in (A) was reprobed with the general src probe. M, pBR322 size markers (numbers indicate sizes in kilobase pairs). Arrow
indicates position anticipated for MT-src mRNA.

Since this RNA comigrated with RNA from cells constitu-
tively transformed by the MT-src plasmid (not shown), it
most likely represents transcripts initiated at the MT-I
promoter. This evidence suggests that the MT-src plasmid is
correctly transcribed. However, other RNA species contain-
ing v-src as well as src sequences were expressed at conflu-
ence. In particular, an RNA migrating with a size of >5 kb
was induced in amounts similar to the MT-src mRNA.
Whether these RNAs arise from read-through transcription
of host flanking sequences or promotion from a host pro-
moter is not known. Immunoprecipitation data suggest that
only the authentic p60v-src (identified by size and reactivity
with two different antisera) was translated from the induced
mRNAs (data not shown).

Cells expressing v-src are transformed and tumorigenic. To
determine whether expression of v-src conferred a trans-
formed phenotype as well as altered morphology on the
confluence-sensitive cells, they were tested for the ability to
grow in soft agar and cause tumors in mice. The nontrans-
formed cells, which had background levels of src kinase
activity, failed to grow in soft agar or cause tumors (Table 1).
In contrast, cells with levels of src kinase activity near those
found in virally infected NIH 3T3 cells (N-1 cells) gave rise
to colonies (with an efficiency of about one-tenth that of the
constitutively transformed cells) and caused tumors. The
tumors were diagnosed as malignant fibrosarcomas, a pathol-
ogy consistent with v-src-induced transformation (42). After
being maintained at subconfluence, the cells ("partially

untransformed" and "fully untransformed") lost the ability
to grow in soft agar and cause tumors, along with src kinase
activity. Thus expression of the v-src gene correlates well
with the occurrence and loss of the transformed phenotype,
and both can be fully reversed.
The transfected gene is amplified in transformed cells. The

phenotype described has been retained after several cycles
of alternating high- and low-density growth (>10 cycles),
continuous passage at high or low density (for more than 30
passages), and recloning through soft agar (9 of 10 clones
retained the confluence-sensitive phenotype). Further, when
foci form, hundreds may be counted on a 60-mm tissue
culture dish before they cover the dish. These observations
argue for a stable integrated gene. Nonetheless, it was
important to determine whether the fused gene was intact
and if detectable changes in the gene occurred during
induction.
To analyze the transfected gene, we digested DNAs from

nontransformed and mass transformed cells (as opposed to
an individual focus) with either endonuclease EcoRI or
BamHI. EcoRI should release the intact MT-src fused gene
from the pBR322 sequences and genomic DNA, whereas
BamHI linearizes the plasmid and would release a fragment
the full size of the input, if the plasmid is in tandem array. As
shown in the Southern blot (Fig. 5A), a band comigrating
with the fused gene was detected in the EcoRI digests of
nontransformed and transformed cell DNAs, using the v-src-
specific probe. Since this band also hybridized with a DNA
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FIG. 5. Southern blot analysis ofDNA from nontransformed and
transformed confluence-sensitive cells. (A) DNA was prepared from
cells at different degrees of transformation and digested with EcoRI
or BamHI, and 20 p.g was electrophoresed on a 1% agarose gel.
After transfer the nitrocellulose blot was probed for v-src-specific
sequences. Lanes: a, nontransformed cells; b, partially transformed
cells; c, transformed cells; d, transformed cells; M, input MT-src
plasmid (25 pg) digested with EcoRI or BamHI (numbers indicate
sizes in kilobase pairs). (B) src kinase activity from dishes parallel to
those used for preparation of DNA and analyzed in (A); lanes are as
in (A).

fragment from the MT promoter but not with a pBR322
probe (not shown), it most likely represents the intact fused
gene. The intensity of the hybridizing bands increased
>50-fold in the induced cells. The additional bands (about 6
and 20 kb) which are detected in EcoRI-digested DNA from
transformed cells are most likely junction fragments between
host cell and transfected DNA since they contain new
restriction sites and are not detected with the MT promoter
probe. The control for expression of the amplified gene is

shown in Fig. SB; both gene amplification and src kinase
activity appear to increase in parallel.

Alterations in the mobilities of the hybridizing bands

during induction were not detected in the EcoRI or the
BamHI digests (Fig. SA), suggesting that rearrangement was
not occurring upon amplification. The latter digests also
revealed that full-sized copies of the plasmid were not
present. Because the MT-src fused gene appeared intact,
sequences from pBR322 must have been deleted. The undi-
gested DNAs were also analyzed by Southern blotting; the
hybridizing material migrated at about 48 kb, with the bulk
of the DNA (not shown). The transfected gene is therefore
part of a high-molecular-weight complex and is most likely
integrated. The intensity of the hybridizing bands appeared
to increase coordinately in the induced cells (Fig. SA). This
suggests that they are part of one amplifying unit and is
consistent with a single site of integration for the transfected
gene. From the sizes of the bands detected with the v-src
and pBR322 probes, the minimum size that can be estimated
for this unit is about 40 kb.

Amplification is reversible and parallels expression. If am-
plification is important in regulating expression of the v-src
gene, it should increase at confluence in parallel with expres-
sion and decrease at subconfluence. To test this, cells were
maintained at confluence or subconfluence for various lengths
of time. DNA and cytoplasmic extracts prepared from the
same cells were then probed for src DNA and RNA se-
quences by dot hybridization, using the general src probe. In
the experiment shown in Fig. 6A, amplification at confluence
was rapid and was readily detected after 2 days. An appar-
ently corresponding increase in cytoplasmic RNA was ob-
served. Conversely, in the subconfluent cells, src gene
sequences were lost, and a parallel loss of src cytoplasmic
RNA was detected (Fig. 6B). As noted above for the kinetics
of modulation of src kinase activity, the time courses of
amplification and deamplification varied in different experi-
ments. The results show that amplification is reversible and
correlates fairly well with the levels of src-specific RNA,
implying that amplification and expression are linked. It
should be noted that the RNA dot blots in Fig. 6A and B
were hybridized separately, using different preparations of
probe, and cannot, therefore, be compared directly.
DMs are found in transformed cells. Gene amplification is

often associated with the appearance of homogeneously
staining regions or double minute chromosomes (DMs).
Characterisitcally, unstable amplification is associated with
the latter (7, 35, 40). Metaphase chromosome spreads were
prepared from nontransformed and transformed cells which
had been maintained at high density for several passages and
stained for DNA. Figure 7 shows that multiple minute
chromosomes, both single and double, could be detected in
the transformed cells but not in the nontransformed cells;
nor could they be detected in confluence-sensitive cells
which had been transformed and then maintained at subcon-
fluence, parental NIH 3T3 cells, in cells infected with virus
(N-1 cells), or another cell line which constitutively ex-
presses the transfected MT-src fused gene (data not shown).

DISCUSSION
Expression of the transfected gene and transformation. In

many respects the expression and biological activity of the
v-src gene construct in the confluence-sensitive cell line
were normal. src-specific kinase activity and v-src RNA
sequences were detected in expressing cells (Fig. 2 and 4);
these cells showed a transformed (rounded) morphology
(Fig. 1), were able to grow in soft agar, and caused tumors in
mice (Table 1) of the type expected for transformation by
v-src (42). Moreover, when transformed cells were main-
tained at subconfluence until v-src kinase activity was unde-

v-src
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FIG. 6. src sequence amplification and expression in confluent and subconfluent cells. Nontransformed confluence-sensitive cells were
maintained at confluence, and transformed induced cells were maintained at subconfluence for the indicated number of days. The cells were
lysed for preparation of cytoplasmic extracts, and DNA was prepared from the pelleted nuclei. Amounts of 10 and 2 p.g of DNA were applied
to nitrocellulose, whereas cytoplasmic extracts from 2 x 10i cells and a twofold dilution were analyzed. The blots were probed with the
general src probe. Because the cytoplasmic extract blots ("RNA," A and B) were hybridized separately and with different preparations of
probe, the two blots are not directly comparable. (A) Nontransformcd confluence-sensitive cells were maintained at confluence for the
indicated number of days. (B) Transformed cells were maintained at subconfluence.

tectable, the transformed phenotype was no longer observed
(Table 1). The correlation between expression of this known
transforming gene and the transformed phenotype strongly
suggests that the v-src gene product is responsible for the
transformation observed.

Selection versus induction. The confluence-dependent na-
ture of v-src expression in this cell line is unusual. Only 1 of
40 cell lines generated by transfection showed this pheno-
type. Although expression of the transfected gene was not
detected in the nontransformed cells (Fig. 2 and 4; Table 1),

there is the possibility that a small proportion of the cells
spontaneously amplify v-src sequences or contain amplified
v-src sequences and are constitutively transformed. At con-
fluence these cells would be selected since they are not
density inhibited and can overgrow the nontransformed cells
(18, 31, 32, 46). The "induction" observed would then be the
result of selection and not a true induction.

Several lines of evidence argue against this hypothesis. (i)
The original cell line was cloned through soft agar, and so
most likely originated from one cell. (ii) When recloned

FIG. 7. Metaphase chromosome spreads from transformed and nontransformed confluence-sensitive cells. Cells transformed at conflu-
ence, and maintained at high density for several passages, were treated with colcemid and harvested by "mitotic shake-off." The fixed spread
chromosomes were stained with 4',6-dianidino-2-phenylindole. Two spreads are shown from each sample. Inserts show enlargements of
central areas containing DMs. (A) Transformed confluence-sensitive cells; (B) nontransformed confluence-sensitive cells. Arrows indicate
examples of minute chromosomes.
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through soft agar, the conflurnce-sensitive phenotype was
retained at the level of gene amplification in 9 of 10 separate
cell lines (not shown). (iii) Cells which have been continu-
ously maintained at high or low density for several months
(more than 30 passages), which should select for either
transformed or nontransformed cells, are still confluence
sensitive for transformation (not shown). (iv) Neither mor-
phologically nontransformed cells nor cells which have been
transformed and then maintained at low density grow in soft
agar (Table 1). This is unexpected if part of the population is
constitutively transformed or spontaneous amplification oc-
curs at subconfluence. (v) The induced cells grow at low
efficiency (3%) in soft agar compared with constitutively
transformed cells (20 to 50%; Table 1). This observation is
most readily rationalized in terms of deamplification at
subconfluence since the cells are dispersed as a single cell
suspension in soft agar. Only after some rounds of division
would a self-sustaining clone, in which the cells are in close
contact ("confluent"), be formed.

It therefore seems reasonably to conclude that the initial
phase of v-src expression is due to induction in nonexpres-
sing cells. However, once the cells have become trans-
formed there will be selection because trwinsformed cells are
not density inhibited and can overgrow.

Amplification and expression. At confluence, the increased
expression of the v-src gene parallels the increase in the gene
copy number at the level of kinase activity (Fig. 5A and B)
and cytoplasmic RNA (Fig. 6A). At subconfluence a similar
correlation was observed, with both the gene copy number
and RNA decreasing (Fig. 6B). Further, preliminary exper-
iments indicate that inhibitors of DNA synthesis also pre-
vent accumulation of v-src RNA at confluence and prevent
its loss at subconfluence (unpublished data). Thus the
amounts of gene template and transcripts appear to corre-
late. Since the cell line is apparently clonal, these data
suggest that regulation of expression of the transfected gene
is at the level of amplification.

Corroborative evidence for gene amplification comes from
the detection of DMs in the transformed cells, but not the
nontransformed cells (Fig. 7), or cells which have been
maintained at high and then low density, or constitutively
transformed cells. Although the gene has not been proven to
be carried by these structures, and the time course of DM
induction is not yet known, the generally unstable nature of
the structures (7, 35, 40) fits well with the phenotype
described for the confluence-sensitive cell line.

Is the phenotype a position effect? As revealed by Southern
blotting, the transfected v-src gene fusion was intact and
contained the metal responsive region of the MT-I promoter
(Fig. 5A) (6, 26), and at a gross level no rearrangement of the
gene was detected during amplification (Fig. 5A). Northern
blotting showed that a v-src mRNA species of the size
anticipated for transcription from the MT-I promoter was
expressed at confluency (Fig. 4), suggesting that the intact
copies of the gene could function as template. However, the
response of the promoter to zinc was clearly lacking in this
cell line (Fig. 2, Table 1). Because the transfected gene is
most likely integrated, the simplest explanation for the lack
of zinc response is a position effect due to the DNA
sequences flanking the v-src gene, although mutation cannot
be ruled out.
A position effect would also appear to provide an expla-

nation for amplification of the v-src gene at confluence. The
confluence-sensitive phenotype is unusual: neither virally
infected cell lines (five have been surveyed) nor other lines
derived by transfection of the MT-src plasmid show ampli-

fication or a change in the level of src expression at conflu-
ence (unpublished data). The apparent rarity of the pheno-
type would fit well with the nontargeted nature of the
integration undergone by transfected genes (40). Further,
there is precedent for the hypothesis, since in cell lines
transfected with the cloned CAD gene and then subjected to
selection, differences in the frequency of amplification of up
to 100-fold were detected (44). This result has been inter-
preted as a positipn effect, because the sites of integration
were all different. It thus seems clear that the site of
integration can influence the ability of a gene to amplify and
be expressed. Indeed, the developmentally specific amplifi-
cation of the chorion genes of Drosophila spp. appears to be
a position effect subject to both cis (38, 39) and trans
regulation (28), the elevated levels of expression associated
with amplification of these genes being required for viability
of the eggs (28). Finally, work with the dhfr gene has shown
that a twofold or greater amplification can occur within one
cell cycle (25).
The hypothesis that amplification of the transfected v-src

gene is a position effect has some interesting implications:
the v-src gene has most likely integrated into a region close
to an origin of replication. Moreover, if the locus amplifies at
confluence in the absence of v-src, it raises the possibility
that other genes in the amplifying unit may play a role in
either maintaining or regulating the growth state of the cells.
The high degree of amplification obtained in the presence of
v-src should simplify cloning of the flanking sequences for
examination of this hypothesis in detail.
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