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Background:Mutations in SOD1 cause familial amyotrophic lateral sclerosis (ALS).
Results: SOD1 undergoes palmitoylation in the spinal cord and multiple cell types. Palmitoylation occurs predominantly on
immature SOD1 and is increased for ALS-linked SOD1 mutants.
Conclusion: Palmitoylation is a reversible post-translational modification of SOD1 cysteine residues.
Significance: Palmitoylation could affect SOD1 toxicity by altering its folding, membrane targeting, and/or function.

Mutations in Cu,Zn-superoxide dismutase (mtSOD1) cause
familial amyotrophic lateral sclerosis (FALS), a neurodegenera-
tive disease resulting from motor neuron degeneration. Here,
we demonstrate that wild type SOD1 (wtSOD1) undergoes
palmitoylation, a reversible post-translationalmodification that
can regulate protein structure, function, and localization. SOD1
palmitoylationwas confirmedbymultiple techniques, including
acyl-biotin exchange, click chemistry, cysteine mutagenesis,
and mass spectrometry. Mass spectrometry and cysteine
mutagenesis demonstrated that cysteine residue 6 was the pri-
mary site of palmitoylation. The palmitoylation of FALS-linked
mtSOD1s (A4V and G93A) was significantly increased relative
to that of wtSOD1 expressed in HEK cells and a motor neuron
cell line. The palmitoylation of FALS-linked mtSOD1s (G93A
and G85R) was also increased relative to that of wtSOD1 when
assayed from transgenic mouse spinal cords. We found that the
level of SOD1 palmitoylation correlated with the level of mem-
brane-associated SOD1, suggesting a role for palmitoylation in
targeting SOD1 tomembranes.We further observed that palmi-
toylation occurred predominantly on disulfide-reduced as
opposed to disulfide-bonded SOD1, suggesting that immature
SOD1 is the primarily palmitoylated species. Increases in SOD1
disulfide bonding and maturation with increased copper chap-
erone for SOD1 expression caused a decrease in wtSOD1 palmi-
toylation. Copper chaperone for SOD1 overexpression de-
creased A4V palmitoylation less than wtSOD1 and had little
effect on G93AmtSOD1 palmitoylation. These findings suggest
that SOD1palmitoylationoccurs prior to disulfide bondingdur-
ing SOD1maturation and that palmitoylation is increasedwhen

disulfide bonding is delayed or decreased as observed for several
mtSOD1s.

ALS4 is a neurodegenerative disease characterized by the
selective loss of motor neurons. �10% of ALS cases are familial
(FALS), and �25% of FALS cases are caused by SOD1 muta-
tions. SOD1 is a homodimeric enzyme that converts toxic
superoxide free radicals into hydrogen peroxide and water.
SOD1 undergoes amaturation process that involves eachmon-
omer subunit acquiring one zinc and one copper ion, dimeriza-
tion, and the formation of an intramolecular disulfide bond
between Cys-57 and Cys-146. Copper metallation and the
intrasubunit disulfide oxidation are predominantly catalyzed
by the copper chaperone for SOD1 (CCS). Becausemany FALS-
causing mtSOD1s have full dismutase activity (1, 2) and
because deletion of SOD1 does not cause anALS-like disease in
mice (3), mtSOD1-induced pathology is thought to result from
a gain-of-function rather than loss-of-function. Although the
toxicity of mtSOD1 is not fully understood, improper folding
and aggregation of mtSOD1 are consistent features of
mtSOD1-induced FALS in patients and transgenic rodent
models andhave been proposed to lead tomotor neurondegen-
eration. Misfolding and aggregation of mtSOD1 could cause
toxicity by sequestering critical cellular components and/or by
disrupting essential cellular pathways (4). Consistent with play-
ing a toxic role in FALS,mtSOD1 aggregation is associatedwith
disruptions in motor neuron axonal transport (5, 6), ER stress
(7–13), as well as mitochondrial dysfunction (14–16). In addi-
tion, aggregation of mtSOD1 is associated with altered SOD1
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cysteine residues (17–20). Of note, wtSOD1 cysteine residues
can bemodified by oxidation, which alters its structure, and has
been proposed to be important in the pathogenesis of sporadic
ALS (21–25).
S-Palmitoylation is a dynamic and reversible post-transla-

tional modification in which the fatty acid palmitate is cova-
lently attached to cysteine residues via a thioester bond. This
post-translational modification regulates various features of a
protein, including subcellular localization, trafficking, sorting,
stability, and aggregation. For cytosolic proteins to be palmitoy-
lated, they interact with palmitoyltransferases (PATs), a family
of integral membrane proteins found primarily on membranes
of different intracellular organelles such as the Golgi and ER.
Palmitoylation provides soluble proteins with an anchor to
associate withmembranes and can target them to distinct com-
partments within cellular membranes. For instance, palmitoy-
lation targets PSD-95 to postsynaptic densities and SNAP-25 to
presynaptic termini (26). Additionally, palmitoylation is impli-
cated in the pathogenesis of neurodegenerative diseases such as
Huntington and Alzheimer (27). Here, we report that SOD1 is
palmitoylated and that palmitoylation of mtSOD1s is signifi-
cantly increased when expressed in mammalian cell lines and
spinal cords of transgenic mice at late stages of ALS-like dis-
ease. The function of SOD1 palmitoylation is not yet known.
We found that increasing SOD1 palmitoylation correlated with
more SOD1 association with cellular membranes, whereas loss
of SOD1 palmitoylation correlated with less membrane-associ-
ated SOD1, suggesting a role for palmitoylation in targeting
SOD1 to membranes. We also observed that palmitoylation
occurs predominantly on disulfide-reduced as opposed to dis-
ulfide-bonded SOD1. Increased CCS expression, which
increases SOD1 disulfide bonding and other maturation steps
(28, 29), caused a decrease in wtSOD1 palmitoylation, with a
less significant decrease in A4V and no significant change in
G93A mtSOD1 palmitoylation. These findings suggest that
SOD1 palmitoylation occurs prior to the intramolecular disul-
fide-bonding step in SOD1maturation and that palmitoylation
is increased under conditions when there is more immature
disulfide-reduced SOD1. Importantly, the immature form of
SOD1 is known to be unstable (30) and is proposed to be a
critical component in the misfolding and toxicity of mtSOD1
(31–34). Our findings that palmitoylation occurs on disulfide-
reduced SOD1, is increased for mtSOD1, and correlates with
SOD1 membrane association suggest this modification may
play a role in the pathogenesis of mtSOD1-induced FALS.

EXPERIMENTAL PROCEDURES

Antibodies and Reagents—The following antibodies were
used: mouse anti-GFP (Antibodies Inc.); mouse anti-SOD1
(Sigma); rabbit anti-SOD1 (Enzo Life Sciences); rabbit anti-
CCS, rabbit anti-Tom20, and mouse anti-Na�/K�-ATPase �1
(Santa Cruz Biotechnology); and Alexa Fluor 568 goat anti-
rabbit IgG and Alexa Fluor 488 goat anti-mouse IgG (Invitro-
gen). The following reagents were used: hydroxylamine
(HAM), triethanolamine, t-butanol tris[(1-benzyl-1H-1,2,3-
triazol-4-yl)methyl]amine, and tris(2-carboxyethyl)phosphine
(TCEP) (Sigma); streptavidin conjugated to horseradish perox-
idase (streptavidin-HRP) and EZ-link biotin-BMCC ((1-biotin-

amido-4-[4�-maleimidomethyl)cyclohexanecarboxamido] bu-
tane) (Pierce); protein G-Sepharose beads (GE Healthcare);
nickel-NTA-agarose (Qiagen); N-ethylmaleimide (NEM) (Cal-
biochem); 2-bromopalmitate (2Br) and N-methylmaleimide
(NMM) (MP Biomedicals); 17-octadecynoic acid (17-ODYA)
(Cayman Chemical Co.); azide-PEG4-biotin (biotin-azide)
(Click Chemistry Tools); and Alexa Fluor 647-conjugated
streptavidin (Invitrogen).
DNA Constructs—Construction of plasmids, WTSOD1

(SOD1), SOD1-YFP, A4V SOD1-YFP, G93A SOD1-YFP, was
previously described (35). Plasmid G85R SOD1-YFP was pre-
pared by first generating a G85R SOD1 construct by site-di-
rected mutagenesis of a wtSOD1 template using forward
primer 5�-GTTGGAGACTTGCGCAATGTGACTGC-3� and
reverse primer 5�-GCAGTCACATTGCGCAAGTCTCC-
AAC-3� followed by inserting the SOD1 coding region into
pEYFP-N1 vector by PCR amplification using forward primers
5�-CCGGAATTCATGGCGACGAAGGCCGTGTGCGTG-3�
and 5�-CGCGGATCCCCTTGGGCGATCCCAATTACACC-
3�. The SOD1-His6 construct was generated by PCR am-
plification of the SOD1 coding sequence fromSOD1-YFP using
forward primer 5�-CCGGAATTCATGGACTACAAGG-
ACGACGATGACGCGACGAAGGCCGTGTGCGTG-3� and
reverse primer 5�-CCCAAGCTTTTGGGCGATCCCAATT-
ACACC-3�. The resulting PCR product was inserted into
pcDNA3.1.myc-His(�) A vector. A number of mutated WT
and A4V SOD1-YFP constructs were generated with a change
of cysteine to alanine at codon 6 (C6A), cysteine to serine at
codon 111 (C111S), or both (C6A and C111S). SOD1-YFP
C111S and A4V SOD1-YFP C111S were generated by site-di-
rectedmutagenesis of SOD1-YFP andA4V SOD1-YFP, respec-
tively, using forward primer 5�-CAGGAGACAGGAGAC-
CATTCCATCATTGGCCG-3� and reverse primer 5�-CGGC-
CAATGATGGAATGGTCTCCTG-3�. The SOD1 coding
region of SOD1-YFP and SOD1-YFPC111Swas PCR-amplified
to generate SOD1-YFP C6A and SOD1-YFP C6A-C111S,
respectively, using forward primer 5�-CCGGAATTCATGGA-
CTACAAGGACGACGATGACGCGACGAAGGCCGTGG-
CCGTG-3� and reverse primer 5�-CGCGGATCCCCTTGGG-
CGATCCCAATTACACC-3�; the PCR products were inserted
into pEYFP-NI vector. Similarly, the SOD1 coding region of
A4V SOD1-YFP and A4V SOD1-YFP C111S was PCR-ampli-
fied to generate A4V SOD1-YFP C6A and A4V SOD1-YFP
C6A-C111S, respectively, using forward primer 5�-CCGG-
AATTCATGGACTACAAGGACGACGATGACGCGACG-
AAGGTCGTGGCCGTG-3� and reverse primer 5�-CGCGGA-
TCCCCTTGGGCGATCCCAATTACACC-3�. All mutations
were confirmed by sequencing. The construct pJP001 encoding
human CCS was provided by Dr. Valeria Culotta (Johns Hop-
kins University) (36).
Cell Culture and Transfections—HEK 293 cells were main-

tained in Dulbecco’s modified Eagle’s medium (DMEM) with
10% calf serum and 2% penicillin/streptomycin. NSC-34 cells (a
gift from Dr. Neil Cashman) were maintained in DMEM con-
taining 10% fetal bovine serum, 1% L-glutamine, and 1% peni-
cillin/streptomycin. For palmitoylation experiments, HEK cells
in 60-mm culture dishes were transfected at 60–80% conflu-
ence with 2–5 �g of DNA using a calcium phosphate protocol
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for 3–5 h and then changed to normal media. To prevent pro-
tein palmitoylation, 100 �M 2-bromopalmitate was added to
cells during the media change following transfection and incu-
bated for�16 h prior to cell lysis. NSC-34 cells were transfected
using Effectene transfection reagent (Qiagen) according to the
manufacturer’s instructions.
SOD1 Immunoprecipitation—HEK and NSC-34 cells were

pelleted by centrifugation 24 and 48 h after transfection,
respectively, washed twice with PBS, and solubilized in RIPA
buffer (50 mM Tris, 150 mM NaCl, 0.1% SDS, 0.5% sodium
deoxycholate, 1% Triton X-100) containing protease inhibitors
and 50 mM NEM to block free sulfhydryls. Following 1 h to
overnight solubilization at 4 °C, lysate supernatants were col-
lected following centrifugation (14,000 rpm, 4 °C, 20 min) and
incubated with either mouse anti-SOD1 or mouse anti-GFP
antibodies at 1:100 or 1:250 dilutions, respectively, and were
rotated for 1 h to overnight at 4 °C. To assess RIPA buffer-
insoluble protein, pellets resulting from centrifugation (40,000
rpm, 4 °C, 30 min) were washed once, solubilized in 1.0% SDS,
and diluted with an equal volume of 10% Triton X-100 prior to
incubation with mouse anti-GFP antibody at 1:250 dilution.
Protein-antibody complexes were isolated by incubation with
protein G-Sepharose for 2–3 h at 4 °C. SOD1-His6 was isolated
by incubation with nickel-NTA-agarose beads in NTA wash
buffer lacking EDTA (50 mM NaH2PO4, 300 mM NaCl, 20 mM

imidazole, pH 8.0) and rotated for 1 h at 4 °C.
Spinal cordswere harvested from transgenicmice expressing

either human G93A SOD1 at the end stage of disease (mean
survival 161� 10 days), humanG85R at the end stage of disease
(mean survival 340.4 � 17.9 days), or human wtSOD1 (average
age 302 � 14.6 days). Ten percent homogenates (w/v) in RIPA
buffer containing protease inhibitors and 50 mM NEM were
prepared from spinal cords using Kontes Microtube Pellets
Pestle with motorized homogenizer (A. Daigger and Co.).
Homogenates were incubated on ice for 30 min, and superna-
tants were collected following centrifugation (14,000 rpm, 4 °C,
10 min) and incubated with mouse anti-SOD1 antibody at
1:150 dilution. Pellets resulting from centrifugation were solu-
bilized in 2.5% SDS and diluted 1:10 with RIPA buffer prior to
incubation with mouse anti-SOD1 antibody at 1:150 dilution.
Protein antibody complexes were isolated by incubation with
protein G-Sepharose for 2–3 h at 4 °C.
SOD1 Palmitoylation—The acyl-biotin exchange (ABE)

method was performed as described previously (37). Following
immunoprecipitation, beads were washed with wash buffer
(150mMNaCl, 50mMTris, pH 7.4, 5mMEDTA, pH 7.4, and 1%
Triton X-100) containing 25 mM NEM, followed by treatment
with 1 M HAM, pH 7.0, for 1 h at room temperature (RT). As
controls, duplicate samples were incubated in buffer without
HAM, preventing palmitate removal. Beads were subsequently
incubated with 0.5 �M biotin-BMCC, pH 6.3, at 4 °C for 1–2 h
to label reactive cysteine residues. Nickel-NTA-bound SOD1-
His6 was treated identically butmaintained inNTAwash buffer
lacking EDTA throughout the ABE protocol. Proteins were
eluted and processed for SDS-PAGE and immunoblot analysis.
Click chemistry was performed with the alkyne-containing

palmitate analog, 17-ODYA, which was reacted with biotin-
azide (38). 25 �M 17-ODYA was added to HEK cell medium

following transfection and incubated with cells for 6–16 h at
37 °C to allow for metabolic labeling of proteins that are palmi-
toylated during the labeling period. SOD1 was subsequently
immunoprecipitated as described above. Duplicate samples
were incubated in either the absence of HAM to allow for
17-ODYA to remain bound for subsequent biotinylation or in
the presence of HAM to cleave bound 17-ODYA preventing
subsequent biotinylation. Next, beads were reacted with biotin
azide under standard click chemistry conditions where a base
solution (50 mM triethanolamine, pH 7.4, 150 mM NaCl, 0.5%
Triton X-100, protease inhibitors) was mixed with 0.1 mM bio-
tin azide, 0.1 mM t-butanol tris[(1-benzyl-1H-1,2,3-triazol-
4-yl)methyl]amine, 1 mM TCEP, 1 mM CuSO4. The click reac-
tionmix was incubated with the beads in the dark at RT for 1 h.
Proteins were eluted and processed for SDS-PAGE and immu-
noblot analysis.
Separation of Membrane-associated and Cytosolic Proteins—

HEK cells were pelleted by centrifugation 24 h after transfec-
tion, washed twice with 1� PBS, and resuspended in hypotonic
PBS (0.1� PBS) containing protease inhibitors. Swollen cells
were incubated on ice for 10 min and subsequently homoge-
nized with 25 passes in a motorized homogenizer (A. Daigger
and Co.). 10� PBS was added to homogenates to result in 1�
PBS, and nuclei were pelleted by centrifugation (2,500 rpm,
4 °C, 20min). Total protein amounts were determined from the
nucleus-free supernatants, and 25 �g of total protein was
acquired for SDS-PAGE and Western blot analysis. Equal
amounts of post-nuclear supernatants were centrifuged
(43,000 rpm, 4 °C, 1 h) to separate cytosolic (supernatant) from
integral/peripheral membrane (pellet) proteins. Membrane
pellets were washed with PBS and solubilized in 100 �l of RIPA
buffer containing protease inhibitors. Equal volumes of mem-
brane lysates (25 �l) and cytosolic supernatant fractions (10 �l)
were processed for SDS-PAGE and Western blot analysis.
Western Blot Analysis—ABE or click chemistry-treated pro-

teins or proteins isolated from total, cytosolic, and membrane
fractions were separated by SDS-PAGE and subsequently
transferred to PVDF membranes. SDS-PAGE was performed
with 7.5% polyacrylamide gels with the exception of experi-
ments assessing untagged SOD1, G85R-YFP, and subcellular
protein fractions where 12% gels were used. Total protein
lysates for SOD1-YFP expressed in the presence and absence of
CCS were run on a 4–15% gradient gel. SDS-PAGE was per-
formed under reducing conditions unless specified otherwise.
To detect SOD1, membranes were incubated with rabbit anti-
SOD1 antibody (1:1000) for 1 h (RT) to overnight (4 °C) and
subsequently with Alexa Fluor 568 goat anti-rabbit IgG
(1:1000). The same membranes were also used to detect bioti-
nylated sites of palmitoylation. To do this, membranes with
SOD1-YFPwere incubatedwithAlexa Fluor 647 streptavidin at
1:1000, and membranes with unmodified SOD1 and SOD1-
His6 were incubated with streptavidin-HRP at 1:15,000 for 1 h
at RT. To detect CCS, membranes were incubated with rabbit
anti-CCS antibody (1:500) for 1 h (RT) to overnight (4 °C) and
subsequently with Alexa Fluor 568 goat anti-rabbit IgG
(1:1000). To detect Tom20, membranes were incubated with
rabbit anti-Tom20 antibody (1:400) for 1 h (RT) to overnight
(4 °C) and subsequently with Alexa Fluor 568 goat anti-rabbit
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IgG (1:1000). To detect Na�/K�-ATPase, membranes were
incubated with mouse anti-Na�/K�-ATPase antibody (1:400)
for 1 h (RT) to overnight (4 °C) and subsequently with Alexa
Fluor 488 goat anti-mouse IgG (1:1000). Blots were imaged on a
Molecular Imager Pharos-FX (Bio-Rad), whereas streptavidin-
HRP signals were detected with luminol/coumaric acid/H2O2
chemiluminescence, and exposed films were developed using
an SRX-101A film processor (Konica Minolta). Quantification
of band intensity was done using ImageJ software (National
Institutes of Health).
Statistical Analysis—Results are expressed as the means �

S.E. of n experiments. One-way analysis of variance analysis
with Newman-Keuls or Bonferroni’s multiple comparison tests
were used to calculate statistical significance of HEK and
NSC-34 cell experiments. Paired t test was performed to deter-
mine statistical significance of spinal cord experiments as well
as HEK experiments with G85R SOD1-YFP.
Mass Spectrometry (MS)—HEK cultures were lysed at 24 h

following transfection with SOD1, solubilized, and SOD1
immunoprecipitated with mouse anti-SOD1 antibody as
described above in the presence of 50 mM NEM. Beads were
next exposed to 5 �M TCEP at RT for 5 min to reduce SOD1
intramolecular disulfide bonds. Following TCEP treatment,
beads were treated with 50mMNEM at 4 °C for 15min to allow
for alkylation of newly reduced sulfhydryls. Next, the beads
were divided into two portions for treatment withHAMor, as a
control, without HAM for 1 h at RT and subsequently incu-
bated with 50 mM NMM at 4 °C for 1–2 h to label reactive
cysteines. Proteins were eluted with 0.1 M glycine-HCl buffer,
pH 2.1, and then enzymatically digested with Glu-C to ensure
that cysteine-containing peptides were of proper length
(�500–3000 Da) for optimum MS/MS by high energy colli-
sional dissociation fragmentation in aHybridOrbitrap EliteMS
system. Similar LC MS/MS were carried out as described pre-
viously (39). Collected MS and MS/MS data were peak-picked
with MASCOT Distiller and searched against the Swiss Prot
Human protein database utilizing an in-house MASCOT algo-
rithm (version 2.2.0). The parameters used in the search
included the following: glutathione, NEM, NEM � water,
NMM, NMM � water, oxidation, palmitoyl, phospho, phos-
pho, a peptide tolerance of �20 ppm, MS/MS fragment toler-
ance of�0.6 Da, and peptide charges of�7 or less. Normal and
decoy database searches were run.

RESULTS

SOD1 Is Palmitoylated—To examine whether SOD1 is
palmitoylated, we used the ABE assay for protein palmitoyla-
tion (37, 40). In the ABE assay, unmodified free cysteine thiols
are first alkylated with the thiol-reactive reagent NEM, which
blocks them from subsequent reactions. The thioester bond
that links palmitate to its cysteine site is then cleaved by HAM.
HAM cleavage exposes a free sulfhydryl group on the cysteine
that was previously palmitoylated. Newly formed free sulfhydr-
yls are then labeled with a thiol-specific biotinylation reagent
(biotin-BMCC). Once the sites are labeled, palmitoylation is
analyzed by SDS-PAGE and Western blotting using fluoro-
phore or HRP-conjugated streptavidin. The same membranes
were also used for Western blotting with an anti-SOD1 anti-

body, and streptavidin signals were normalized to the amount
of SOD1 protein present on the blot.
Untagged SOD1 or SOD1 tagged with either a His6 tag

(SOD1-His6) or yellow fluorescent protein (YFP; SOD1-YFP)
was transiently expressed in HEK cells. The different SOD1
proteins were precipitated with a SOD1-specific monoclonal
antibody (mAb), nickel-NTA-agarose, or a GFP-specific mAb,
respectively, and processed with the ABE assay. As shown in
Fig. 1A, only SOD1 treated with HAM was significantly bioti-
nylated, and all three forms of SOD1 were specifically labeled,
indicating that theywere palmitoylated. These results also indi-
cate that the His6 and YFP tags at the SOD1 C terminus do not
interfere with its palmitoylation.
We used a second independentmethod, click chemistry (41),

to confirm SOD1 palmitoylation. With this approach, cells are
metabolically labeled with the alkyne-containing palmitic acid

FIGURE 1. SOD1 is palmitoylated. A, unmodified SOD1, SOD1-His6, and
SOD1-YFP were immunoprecipitated from transfected HEK cell lysates and
subjected to the ABE protocol followed by Western blotting with anti-SOD1
antibody (bottom panel) and streptavidin (top panel). HAM-sensitive signals
were detected for each version of SOD1. B, HEK cells transiently expressing
SOD1-YFP were labeled with 17-ODYA. SOD1-YFP was immunoprecipitated
and treated with biotin-azide under click chemistry reaction conditions and
subsequently analyzed by Western blotting with anti-SOD1 antibody (bottom
panel) and streptavidin (top panel). Click biotin labeling of SOD1 was sensitive
to HAM because treated samples had a 2-fold reduction in normalized biotin
labeling (streptavidin signal divided by anti-SOD1 signal) relative to
untreated samples (n � 3 experiments). C, HEK cells transiently expressing
unmodified SOD1 were either untreated or treated with 2Br. SOD1 was immu-
noprecipitated and subjected to the ABE protocol followed by Western blot-
ting with anti-SOD1 antibody (bottom panel) and streptavidin (top panel). Bio-
tin labeling was both HAM- and 2Br-sensitive. The bar graph shows the
average normalized densitometry data (streptavidin signal divided by anti-
SOD1 signal) displayed as a fraction of 2Br-untreated/HAM-treated SOD1,
which is set to 1. Normalized biotin labeling of 2Br-treated/HAM-treated
SOD1 was reduced �3.3-fold relative to 2Br-untreated/HAM-treated SOD1
(n � 3 experiments, *, p � 0.001). Molecular masses for detected bands are 18
kDa (unmodified SOD1), 24 kDa (SOD1-His6), and 45 kDa (SOD1-YFP). D,
palmitoylation of endogenous and overexpressed wtSOD1 in HEK cells. SOD1
was immunoprecipitated from HEK cell lysates that were either sham-trans-
fected (endogenous SOD1) or transfected with unmodified SOD1. Immuno-
precipitated SOD1 was subjected to the ABE protocol followed by SDS-PAGE
under nonreducing conditions and then Western blotted with anti-SOD1
antibody (bottom panel) and streptavidin (top panel). Biotin labeling was spe-
cific for HAM-treated samples and occurred predominantly for disulfide-re-
duced SOD1. Arrows indicate the 20-kDa marker. � indicates anti.
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analog 17-ODYA. Palmitoylation occurring during the meta-
bolic labeling period results in the incorporation of 17-ODYA.
17-ODYA labeling is then detected with the click compound,
biotin-azide, which binds to the alkyne group on 17-ODYA
under click chemistry reactions conditions (38, 42). HEK cells
expressing SOD1-YFP were metabolically labeled with
17-ODYA. SOD1-YFP was immunoprecipitated, and duplicate
sampleswere either incubatedwithHAMas a control (to cleave
17-ODYA) or left untreated (to leave 17-ODYA bound) and
subsequently reacted with biotin-azide under click reaction
conditions. As shown in Fig. 1B, SOD1-YFP was labeled with
17-ODYA and biotin-azide, indicating its palmitoylation.
Unlike the ABE approach, click chemistry labeling is independ-
ent of palmitate cleavage by HAM. Here, palmitoylation is
assayed by the incorporation of the palmitate analog,
17-ODYA, as seen with the non-HAM treated sample. As a
control to test for thioester linkage of 17-ODYA to SOD1,
duplicate samples were exposed to HAM prior to the click
chemistry reaction. HAM exposure reduced the streptavidin
signal, demonstrating that thioester cleavage of 17-ODYA pre-
vented click biotin labeling of SOD1.
We also tested whether SOD1 palmitoylation was sensitive

to the palmitoylation inhibitor 2Br. HEK cells expressing SOD1
were treated with 100 �M 2Br overnight, and the level of SOD1
palmitoylation was compared with untreated cells expressing
SOD1. Exposure to the inhibitor reduced SOD1 palmitoylation
by 70% relative to the level of SOD1 palmitoylation in untreated
cells (Fig. 1C), further confirming the palmitoylation of SOD1.
Qualitatively, all three assays of SOD1 palmitoylation, ABE

assay, click chemistry, and 2Br inhibition of cellular palmitoy-
lation confirmed the palmitoylation of wtSOD1. However,
there were quantitative differences in the results. In contrast to
the robust labeling with the ABE assay, the signal from click
chemistry labeling was weak, and the inhibition of ABE labeling
with 2Br treatment was �70% despite the long periods of
17-ODYA labeling and 2Br exposure (up to 16 h for both). One
difference among the three assays is that the ABE approach
measures total protein palmitoylation, whereas click chemistry
and 2Br inhibition measure only transient protein palmitoyla-
tion that occurs during their exposure to cells. Our finding of
relatively weak labeling by click chemistry, relatively weak 2Br
inhibition, and strong ABE labeling suggest that SOD1 palmi-
toylation does not undergo frequent cycles of depalmitoylation
and repalmitoylation.
Palmitoylation Occurs Predominantly on Disulfide-reduced

SOD1—An intramolecular disulfide bond forms between resi-
dues Cys-57 and Cys-146 during SOD1maturation (43). Disul-
fide-bonded (mature) SOD1 can be separated from disulfide-
reduced (immature) SOD1 by SDS-PAGE under nonreducing
conditions following thiol protection (44). SOD1 expressed in
HEK cells was solubilized and immunoprecipitated in the pres-
ence of the thiol blockerNEMand subsequently processedwith
the ABE assay. As observed previously, the disulfide-bonded
SOD1 (lower bands) migrated faster than disulfide-reduced
SOD1 (upper bands) in nonreducing SDS-PAGE and Western
blot analysis (Fig. 1D, bottom). Both disulfide-reduced and dis-
ulfide-bonded forms of SOD1 were detected when SOD1 was
overexpressed. However, only disulfide-bonded SOD1 was

detected for endogenous SOD1 from sham-transfected cells.
These results are consistent with the previous finding that
SOD1 overexpression in HEK cells overwhelms the capacity of
CCS to catalyze the formation of SOD1 intramolecular disul-
fide bonds during its maturation (36). Consequently, trans-
fected SOD1 is increased in the disulfide-reduced form,
whereas SOD1 present at endogenous levels is entirely disul-
fide-bonded. ABE labeling was barely detectable for disulfide-
bonded SOD1, whereas disulfide-reduced SOD1 was much
more highly palmitoylated (Fig. 1D, top). As a result, the palmi-
toylation of endogenous SOD1 was relatively low. Our results
suggest that immature disulfide-reduced SOD1 is the predom-
inantly palmitoylated form of SOD1.
SOD1 Is Palmitoylated on Cysteine 6—S-Palmitoylation

occurs only on cysteine residues. SOD1 has four cysteine resi-
dues as follows: Cys-6, Cys-57, Cys-111, and Cys-146. Because
Cys-57 and Cys-146 form a stable intramolecular disulfide
bond (43), they are unlikely to be palmitoylated, making Cys-6
and/or Cys-111 the residues most likely to be palmitoylated.
We assayed whether Cys-6 and/or Cys-111 are palmitoylated
by cysteine mutagenesis substituting Cys-6 with alanine (C6A)
andCys-111with serine (C111S) to produce two singlemutants
and a double mutant (C6A/C111S) of SOD1-YFP. The palmi-
toylation of thesemutantswasmeasured using theABE assay as
in Fig. 1. Palmitoylation of the C6A single mutant and C6A/
C111S double mutant was highly reduced, almost to back-
ground levels, consistent with palmitoylation of the Cys-6 res-
idue. However, palmitoylation of the C111S single mutant was
also reduced, with �4-fold less of a reduction than the C6A
mutant (Fig. 2A). These results suggest that Cys-111 may also
be palmitoylated, but to a lesser extent than Cys-6. Another
possibility is that mutation of Cys-111 changes the SOD1 con-
formation so that it is less palmitoylated on Cys-6.
To further identify palmitoylated residue(s), we used a novel

modification of ABE methodology where palmitoylated cys-
teines of immunopurified SOD1 were labeled with NMM,
instead of the biotinylated thiol-specific reagent used in Fig. 1,
andNMM-labeled cysteineswere subsequently identified using
high resolution tandem mass spectrometry (MS). When com-
paring HAM-treated and untreated (control) samples, only
Cys-6 was unambiguously identified as labeled by NMM in the
HAM-treated samples. The MS/MS identification of a peptide
with NMM-labeled Cys-6 is displayed in Fig. 3. The labeling of
the remaining three cysteines was inconclusive, consistent with
our findings that Cys-6 is the primary site for palmitoylation.
ABE labeling was necessary for our detection of SOD1 palmi-
toylation byMS because we were unable to detect the presence
of palmitate on SOD1 peptides, perhaps due to the labile and
hydrophobic nature of palmitate.
FALS-linked SOD1Mutants A4V, G93A, andG85RAreMore

Highly Palmitoylated than wtSOD1—We next examined the
palmitoylation of three FALS-linked SOD1 mutants, A4V,
G93A, and G85R. Constructs expressing these SOD1s were
transfected into HEK cells, and the palmitoylation of these
mutants was measured using the ABE assay. Palmitoylation of
A4V, G93A, and G85R SOD1-YFP was increased �10.1-, 6.5-,
and �3.5-fold, respectively, relative to that of wtSOD1-YFP
(Fig. 2B). The same cysteine mutagenesis performed on SOD1-
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YFP was also performed on A4V SOD1-YFP (Fig. 2C). Like
wtSOD1, the C6A mutation and double C6A/C111S mutation
blocked virtually all A4V SOD1-YFP palmitoylation, whereas
the C111S mutation partially blocked palmitoylation.
To assay the palmitoylation of FALS-linked SOD1 mutants

in neuronal cells, we first examined palmitoylation ofG93A and
A4V in the NSC-34 motor neuron cell line (45). The ABE assay
demonstrated that palmitoylation of G93A and A4V SOD1-
YFP was increased �4.8 and 6.7-fold, respectively, relative to
that of wtSOD1-YFP. In addition, the C6A mutation blocked
virtually all A4V SOD1-YFP palmitoylation (Fig. 4A). Next, we
examined palmitoylation of SOD1 immunoprecipitated from
spinal cords harvested fromSOD1 transgenicmice.We assayed
mice expressing humanG93A SOD1 at the end stage of disease
(mean survival 161 � 10 days), human G85R SOD1 at the end
stage of disease (mean survival 340.4 � 17.9 days), and human
wtSOD1 (average age 302 � 14.6 days). Immunoprecipitated
WTandG93A SOD1 proteinwas detected in anti-SOD1West-
ern blots, and ABE labeling demonstrated that palmitoylation
of G93A SOD1 was increased �2-fold relative to that of
wtSOD1 (Fig. 4B). Additionally,G93ASOD1 fromRIPAbuffer-
insoluble pellets of spinal cord homogenateswere solubilized in
SDS, immunoprecipitated, and then subjected to the ABE
assay. InsolubleG93A SOD1was palmitoylated to similar levels
as that seen for soluble G93A (Fig. 4, C and D). The level of
palmitoylation of A4V SOD1-YFP immunoprecipitated from
HEK cell RIPA buffer-insoluble pellets was also similar to that

seen with RIPA buffer-soluble A4V fromHEK cell lysates (data
not shown).
G85R SOD1 immunoprecipitated from transgenic mouse

spinal cord lysates was barely detectable by Western blot.
Despite the lack of detectableG85RbyWestern blot, ABE label-
ing demonstrated a biotinylated band corresponding to G85R,
which, as expected, migrated characteristically faster than
wtSOD1 and other mtSOD1s in SDS-PAGE (Fig. 4B) (2). The
intensity of the ABE-labeled G85R SOD1 band was roughly
equal to that of wtSOD1. The intensity of the G85R SOD1 pro-
tein band was too low to reliably quantify protein levels. The
lowprotein levelsmay have resulted from reduced immunopre-
cipitation as a result of a lower affinity of the antibody for G85R
or because of the relatively lower steady state of G85R SOD1
protein levels in transgenicmice (44, 46). Assuming that the low
level of the G85R SOD1 Western blot signal is an accurate
measure of protein levels, then G85R SOD1 palmitoylation was
significantly higher than that of bothwtSOD1 andG93ASOD1.
In Fig. 4D, we also testedwhether palmitoylatedwtSOD1 and

G93A SOD1 from transgenic mouse spinal cord lysates was
disulfide-bonded or disulfide-reduced. As before in Fig. 1D, we
assayed SOD1 palmitoylation using ABEwith subsequent SDS-
PAGE carried out under nonreducing conditions allowing for
the separation of disulfide-bonded from disulfide-reduced
SOD1. Only disulfide-reduced SOD1 (Fig. 1D, upper band) was
found to be significantly palmitoylated for WT and G93A
SOD1 whether solubilized or present in the insoluble pellet.

FIGURE 2. Palmitoylation of WT and mtSOD1 in HEK cells. wtSOD1-YFP and indicated cysteine mutants (A), wtSOD1-YFP, A4V SOD1-YFP, G93A SOD1-YFP,
and G85R SOD1-YFP (B), and A4V SOD1-YFP and indicated cysteine mutants (C) were immunoprecipitated from transfected HEK cell lysates and subjected to
the ABE protocol followed by Western blotting with anti-SOD1 antibody (bottom panel) and streptavidin (top panel). Biotin labeling was specific for HAM-
treated samples. All arrows indicate the 50-kDa marker. Bar graphs on the right provide average normalized densitometry data (streptavidin signal divided by
anti-SOD1 signal) after subtraction of background (�HAM) displayed as a fraction of wtSOD1-YFP (A and B) or A4V SOD1-YFP (C), with each set to 1. The
normalized biotin labeling of SOD1-YFP C6A and SOD1-YFP C6A/C111S was reduced �16-fold, whereas labeling of SOD1-YFP C111S was reduced �4.5-fold
relative to wtSOD1-YFP (n � 4 experiments, ***, p � 0.001) (A). The normalized biotin labeling of A4V and G93A SOD1-YFP was increased by 10.1- and 6.5-fold,
respectively, relative to wtSOD1-YFP (n � 5 experiments, *, p � 0.05; **, p � 0.01). In separate experiments, the normalized biotin labeling of G85R SOD1-YFP
was increased by 3.5-fold relative to wtSOD1-YFP (n � 3 experiments, *, p � 0.05) (B). Labeling of A4V SOD1-YFP C6A and A4V SOD1-YFP C6A-C111S was
reduced �15- and 25-fold, respectively, whereas labeling of A4V SOD1-YFP C111S was reduced �2.3-fold relative to A4V SOD1-YFP (n � 4 experiments, ***, p �
0.001) (C). � indicates anti.

Palmitoylation of SOD1 and ALS-linked Mutants

JULY 26, 2013 • VOLUME 288 • NUMBER 30 JOURNAL OF BIOLOGICAL CHEMISTRY 21611



Again, the results suggest that immature disulfide-reduced
SOD1 is the predominant palmitoylated species.
Co-expression of CCS Reduces SOD1 Palmitoylation Levels—

To further examine the relationship between SOD1 palmitoy-
lation and its maturation, we co-expressed CCS with wtSOD1
or mtSOD1s in HEK cells. Because CCS increases SOD1 intra-
molecular disulfide bonding and maturation (28, 29, 36), we
wanted to test how increasing CCS levels affect SOD1 palmi-
toylation. As expected, we observed an increase in the relative
levels of disulfide-bonded to disulfide-reduced SOD1-YFP
whenCCS levelswere increased (Fig. 5A). The increase in disul-
fide bonding was most apparent for wtSOD1 and less so for
A4V and G93A mtSOD1s. ABE analysis demonstrated that
SOD1-YFP palmitoylation was decreased by CCS co-expres-
sion (Fig. 5,B andC). wtSOD1-YFP co-expressedwith CCS had
a 3-fold decrease in palmitoylation (Fig. 5C). Increasing CCS
levels also significantly decreased the palmitoylation of A4V
SOD1-YFP, although less strongly than with wtSOD1-YFP
(2-fold; Fig. 5C). There appeared to be a decrease in palmitoy-
lation of G93A SOD1-YFP with CCS co-expression (1.3-fold;
Fig. 5C), but it was not significantly different from the palmi-
toylation in the absence of overexpressed CCS. These results
indicate an inverse relationship between SOD1 palmitoylation
and CCS-mediated disulfide bonding of SOD1. This inverse

relationship appears to have a role in the increased palmitoyla-
tion of mtSOD1s relative to wtSOD1 because mtSOD1s have
higher relative levels of the disulfide-reduced form (Fig. 5A).
Level of SOD1 Palmitoylation Correlates with Its Targeting to

Membranes—To determine whether the level of SOD1 palmi-
toylation affects its membrane targeting, SOD1-YFPs with
varying levels of palmitoylation were expressed in HEK cells,
and total membrane fractions were isolated by high speed cen-
trifugation. Total, cytoplasmic, and membrane fractions were
quantitatively assessed by Western blot using an anti-SOD1
antibody to determine the relative amount of SOD1 present in
each fraction. A4V SOD1-YFP, which has increased palmitoy-
lation relative to wtSOD1-YFP (Fig. 2B), had increased mem-
brane association relative to wtSOD1-YFP (Fig. 6B). In addi-
tion, the C6A mutation, which abolishes SOD1 palmitoylation
(Fig. 2, A and C), resulted in decreased membrane association
for both wtSOD1-YFP and A4V SOD1-YFP (Fig. 6).

DISCUSSION

In this study, we used five different assays (ABE, click chem-
istry, inhibition of palmitoylation by 2Br, cysteinemutagenesis,
and MS following ABE labeling) to examine whether human
wtSOD1 is palmitoylated. The results of all applied assays are
consistent with wtSOD1 being palmitoylated and with Cys-6
being the primary site of palmitoylation (Figs. 2 and 3).Multiple
methods were employed because palmitoylation of SOD1 had
not yet been detected, despite many prior biochemical and bio-
physical studies of SOD1 structure (reviewed in Ref. 47). Sev-
eral factors may have contributed to why SOD1 palmitoylation
had gone undetected in the past. First,many studies have exam-
ined SOD1 purified from expression systems, such as E. coli,
where PATs are absent and enzymatic palmitoylation is not
thought to occur. Second, SOD1 palmitoylation might have
gone undetected if the assay was not sensitive enough. Prior to
the development of ABE and click chemistry labeling, the only
assay for protein palmitoylation was metabolic labeling with
radiolabeled palmitate. As discussed above, metabolic labeling
only measures palmitoylation that occurs during the assay and
not the total palmitoylation. The relatively weak results from
click chemistry and 2Br inhibition suggest that SOD1 does not
undergo cycles of depalmitoylation and repalmitoylation and
thereforewould not be easily assayed bymetabolic labelingwith
radiolabeled palmitate. In addition, the large increase in
mtSOD1 palmitoylation relative to that of wtSOD1 by the ABE
assay suggests that a relatively small fraction of total wtSOD1 is
palmitoylated. Our experiments were also conducted largely
with transfected SOD1, which increased the degree to which
SOD1 was palmitoylated compared with endogenous SOD1
(Fig. 1D). Thus, SOD1 palmitoylation was likely missed before
more sensitive assays were developed. Consistent with this,
other post-translational modifications of SOD1 have only
recently been detected byMS approaches, including the report
that SOD1 purified from human erythrocytes is glutathiony-
lated at Cys-111 (48). Finally, the hydrophobic and labile nature
of palmitate likely complicates detection by MS, which is why
we used the less direct approach of ABE NMM labeling as the
readout for palmitoylation in our MS analysis.

FIGURE 3. Identification of the ABE-modified cysteine (Cys-6) of SOD1 by
LC-MS/MS. Immunoprecipitated and ABE-labeled SOD1 was eluted from
protein beads and enzyme-digested with Glu-C, prior to injection onto a C18
RP attached to an EASY-nLC system in line with an LTQ Orbitrap ELITE mass
spectrometer. Peptides were separated over a 50-min linear gradient, and MS
scans (A) and MS/MS scans (C) were collected over the entire run time. B,
zoomed in region of the MS scan where the molecular ion of the NMM-Cys-
6-containing peptide was observed. The corresponding NMM-Cys-6 peptide
ion (*) was q-isolated within the mass spectrometer and fragmented in the
subsequent MS/MS scan (C). The peptide identity was based on the molecular
ion of NMM-Cys-6 and the corresponding b- and y-fragment ions series
labeled in D. The site of fragmentation on the NMM-Cys-6 peptide backbone
is represented by the  and  for the y- and b-ion, respectively.
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During the preparation of this manuscript, Marin et al. (49)
published a study inwhich they identified endogenous SOD1 in
endothelial cells as palmitoylated by an ABE and MS-based
palmitoyl proteomic screen. The authors confirmed palmitoy-
lation of SOD1 with overexpression followed by ABE analysis
and tritiated palmitate incorporation, and they found that
mutation of Cys-6 prevented palmitoylation (49). Our inde-
pendent discovery of SOD1 palmitoylation reported here is
consistent with the findings reported in Marin et al. (49). We
extended these findings by demonstrating increased palmitoy-
lation of FALS-linked mtSOD1s relative to wtSOD1 in HEK
cells, NSC-34 neuronal cells, and in the spinals cords of
mtSOD1 transgenic mice.
G93A SOD1 isolated from the spinal cords of G93A trans-

genic mice during the end stage of disease was increased 2-fold
in palmitoylation relative to wtSOD1 (Fig. 4B). If the process of
palmitoylation were directly causing aggregation and insolubil-
ity, then the expectation would be that insoluble mtSOD1
should bemore highly palmitoylated than solublemtSOD1.We

found that G93A immunoprecipitated from RIPA buffer insol-
uble pellets was palmitoylated at similar levels to soluble G93A
(Fig. 4,C andD). Insoluble A4V fromHEK cells was also palmi-
toylated at a level comparablewith that of solubleA4V (data not
shown). Thus, mtSOD1 appears to be equally palmitoylated
regardless of whether it is soluble or in insoluble aggregates.
We also examined the palmitoylation of FALS mtSOD1,

G85R, from transgenic mouse spinal cords at end stage of dis-
ease. Although a biotinylated G85R band was detected at the
expected molecular weight of G85R (2), indicative of palmitoy-
lation, a corresponding band was not observed in the anti-
SOD1Western blot (Fig. 4B). This not only indicates that G85R
SOD1 is palmitoylated in transgenic mouse spinal cords but
suggests it is more highly palmitoylated than wtSOD1 and
G93A because G85R had a similar ABE biotinylation signal to
that seen with wtSOD1 and G93A despite the lower level of
G85R SOD1 protein. The lack of G85R SOD1 immunolabeling
could be the result of only a small amount of this protein being
immunoprecipitated due to a relatively lower steady state of

FIGURE 4. Palmitoylation of WT and mtSOD1 in neuronal cells. A, wtSOD1-YFP, G93A SOD1-YFP, A4V SOD1-YFP, and A4V SOD1-YFP C6A were immuno-
precipitated from transfected NSC-34 cells and subjected to the ABE protocol followed by Western blotting with anti-SOD1 antibody (bottom panel) and
streptavidin (top panel). Biotin labeling was specific for HAM-treated samples. Arrows indicate the 50-kDa marker. Bar graphs on the right provide average
normalized densitometry data (streptavidin signal divided by anti-SOD1 signal) after subtraction of background (�HAM) displayed as a fraction of wtSOD1-
YFP, which is set to 1. Normalized biotin labeling of G93A and A4V SOD1-YFP was increased by 4.8- and 6.7-fold, respectively, relative to wtSOD1-YFP (n � 3
experiments for wtSOD1-YFP, A4V SOD1-YFP, and G93A SOD1-YFP; n � 2 experiments for A4V SOD1-YFP C6A, *, p � 0.05). B, SOD1 was immunoprecipitated
from spinal cords harvested from human G93A SOD1 transgenic mice at the end stage of disease (mean survival 161 � 10 days), human G85R SOD1 transgenic
mice at the end stage of disease (mean survival 340.4 � 17.9 days), or human wtSOD1 transgenic mice (average age 302 � 14.6 days) and subjected to the ABE
protocol followed by Western blotting with anti-SOD1 antibody (bottom panel) and streptavidin (top panel). Biotin labeling was specific for HAM-treated
samples. Arrows indicate the 20-kDa marker. Bar graphs on the right provide average normalized densitometry data (streptavidin signal divided by anti-SOD1
signal) after subtraction of background (�HAM) displayed as a fraction of wtSOD1, which was set to 1. Normalized biotin labeling of G93A SOD1 was increased
by 1.9-fold relative to wtSOD1 (n � 3 experiments where three wtSOD1 spinal cords and four G93A SOD1 spinal cords were examined, *, p � 0.05). C, spinal
cords harvested from G93A SOD1 transgenic mice at the end stage of disease and human wtSOD1 transgenic mice were solubilized in RIPA buffer, centrifuged,
and then immunoprecipitated with anti-SOD1 antibody from supernatants (RIPA-soluble) and pellets (RIPA-insoluble). Immunoprecipitated SOD1 was sub-
jected to the ABE protocol followed by SDS-PAGE under nonreducing conditions and then Western blotted with anti-SOD1 antibody (bottom panel) and
streptavidin (top panel). Biotin labeling was specific for HAM-treated samples and occurred only for reduced SOD1. Arrows indicate the 20-kDa marker. D, bar
graph provides the average relative densitometry data (streptavidin signal divided by �-SOD1 signal) for G93A SOD1 processed as in C. Normalized biotin
labeling was similar regardless of whether G93A SOD1 was purified from RIPA-soluble or RIPA-insoluble fractions (n � 3 experiments, four spinal cords
examined). � indicates anti.
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G85R SOD1 protein levels in transgenic mice (44, 46) and/or
the high aggregation potential of this mutant (33), which could
impact accessibility to immunoprecipitation. Alternatively,
higher levels of G85R could have been immunoprecipitated but
may be evading antibody detection by Western blot. However,
we suspect the lack of G85R protein detected in the ABEWest-
ern blot is most likely due to inefficient immunoprecipitation
because we were able to detect G85R in spinal cord lysates on
Western blots (without immunoprecipitation) using the same
antibodies (data not shown). Overall, our findings that palmi-
toylation of FALS-linked mtSOD1s is increased relative to
wtSOD1 in multiple systems suggests that this post-transla-
tional modification of SOD1 may play a role in FALS
pathogenesis.
How palmitoylation affects the biology of SOD1 is not yet

clear. Palmitoylation of SOD1 is presumably not required for
proper folding into a functional enzyme because SOD1 is func-
tional when expressed in E. coli, which lack the PATs needed to
palmitoylate proteins. However, SOD1 palmitoylationmay still
regulate the level of activity. In support of this, Marin et al. (49)
report that mutation of C6S, which prevents palmitoylation,
leads to a reduction in SOD1 activity in vivo and in vitro.

The cysteine residues of SOD1 have been extensively studied
and are critical for several features of its biology. Cys-111, a

potential site of palmitoylation, undergoes oxidation (23, 50)
and glutathionylation (48) and is thought to be important for
copper binding (51), all processes implicated in the structural
stability of SOD1. The reactivity of Cys-111 is not surprising
given its location on the surface of the protein near the dimer
interface. In contrast, Cys-6 is more buried within the �-barrel
of mature SOD1 (52) and becomes more solvent-accessible
upon the loss of metal ions, which destabilizes the SOD1 struc-
ture (32). The inaccessibility of Cys-6 inmature SOD1 suggests
that access of the PAT protein catalytic region to Cys-6 may be
blocked for mature SOD1 and that palmitoylation occurs
before SOD1 is in the fully mature folded state.
Consistent with palmitoylation occurring before or during

its maturation, the palmitoylated SOD1 was predominantly in
the disulfide-reduced state, as opposed to the disulfide-bonded
state (Figs. 1D and 4C). Of note, low levels of SOD1 palmitoy-
lation were detected for endogenous and transfected HEK cell
SOD1whendisulfide-bonded (Fig. 1D). If SOD1palmitoylation
occurs prior to disulfide bonding, the low levels of palmitoy-
lated disulfide-bonded SOD1 suggest a depalmitoylation step
may occur during maturation. Alternatively, when palmitoy-
lated, SOD1may be less likely to undergo disulfide bonding and
maturation. In support of SOD1 palmitoylation occurring
before or during its maturation is the result of our experiments
with increased CCS levels, which enhanced SOD1 maturation
(Fig. 5A) (29, 36). The increased disulfide bonding byCCS over-
expression correlated with decreased levels of both wtSOD1
and mtSOD1 palmitoylation relative to when CCS was at
endogenous levels (Fig. 5). The reduction in palmitoylation by

FIGURE 5. Palmitoylation of wtSOD1 and mtSOD1 in the presence or
absence of overexpressed CCS. A, HEK cells were transfected with wtSOD1-
YFP, A4V SOD1-YFP, or G93A SOD1-YFP as indicated and were either co-trans-
fected or not with wtCCS. Equal amounts of total protein lysates were run on
nonreducing SDS-PAGE and then Western blotted with anti-SOD1 and anti-
CCS antibodies. B, wtSOD1-YFP, A4V SOD1-YFP, and G93A SOD1-YFP were
immunoprecipitated from transfected cell lysates and subjected to the ABE
protocol followed by Western blotting with anti-SOD1 antibody (bottom
panel) and streptavidin (top panel). Biotin labeling was specific for HAM-
treated samples. Arrows indicate the 50-kDa marker. C, bar graphs provide
average normalized densitometry data (streptavidin signal divided by anti-
SOD1 signal) after subtraction of background (�HAM) displayed as a fraction
of the equivalent SOD1-YFP without coexpression of CCS, which is set to 1.
Normalized biotin labeling of wtSOD1-YFP, A4V SOD1-YFP, and G93A SOD1-
YFP was decreased �3.0-, 2.0-, and 1.3-fold respectively, relative to when CCS
was present at endogenous levels (n � 3 experiments, *, p � 0.05; **, p �
0.01). � indicates anti.

FIGURE 6. Membrane targeting of wtSOD1 compared with mtSOD1s with
reduced or increased palmitoylation. A, HEK cells expressing wtSOD1-YFP,
C6A SOD1-YFP (reduced palmitoylation relative to wtSOD1), A4V SOD1-YFP
(increased palmitoylation relative to wtSOD1), or A4V C6A (reduced palmitoy-
lation relative to wtSOD1 and A4V SOD1) were homogenized, and post-nu-
clear supernatants were subjected to high speed centrifugation to separate
cytosolic (supernatant) and membrane (pellet) fractions. Membrane pellets
were solubilized, and equivalent amounts of total protein from total (cyto-
plasmic and membrane fractions prior to high speed spin), cytosolic, and
membrane fractions were run on SDS-polyacrylamide gels and Western blot-
ted for the amount of SOD1 present in each fraction. Blots were additionally
probed for the plasma membrane marker Na�/K�-ATPase and the mitochon-
drial marker Tom20. B, bar graph represents the densitometry values for SOD1
protein present in the membrane fraction normalized to the SOD1 protein
present in the corresponding total fraction presented as raw intensity values.
C, bar graph represents the normalized membrane/total SOD1 protein inten-
sity values as a ratio of wtSOD1-YFP (for C6A SOD1-YFP) and as a ratio of A4V
SOD1-YFP (for A4V C6A SOD1-YFP), with each set to one. (n � 3 experiments;
*, p � 0.01). (Cyto, cytoplasmic; Mb, membrane; �, anti.)
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increased CCS levels was significantly less for the mtSOD1s,
A4V and G93A SOD1. This differential effect of CCS on
wtSOD1 versus mtSOD1 palmitoylation correlates with the
ability of overexpressed CCS to facilitate SOD1 disulfide bond-
ing. As seen in Fig. 5A and as previously reported (36), CCS
causes more disulfide bonding of wtSOD1 than G93A SOD1.
These results suggest that SOD1palmitoylation increaseswhen
SOD1 folding and maturation are delayed or blocked. Indeed,
FALS-causing mtSOD1s have delayed folding kinetics com-
pared with wtSOD1, consistent with more mtSOD1 in an
unfolded state relative to wtSOD1 (53). Also, a recent study
found that a domain including Cys-6 of FALS-linkedmtSOD1s
had a different conformation than wtSOD1 (54). Thus, it is
possible that delayed maturation of FALS mtSOD1s results in
the observed increases in palmitoylation by increasing cysteine
accessibility to PATs.
In addition to playing a role in folding, the SOD1 cysteine

residues, in particular Cys-6 andCys-111, have been implicated
in several potentially pathological processes, including inter-
molecular disulfide bonding (17, 18, 55, 56), aggregate forma-
tion (31, 57–61), and the toxicity of mtSOD1 (60). Similar to
previous studies, we found that cysteine residuemutations that
block SOD1 palmitoylation (C6A and C111S) decrease the for-
mation of aggregates in vitro (data not shown). It is unclear
whether this decrease in aggregation is related to a decrease in
palmitoylation of mtSOD1 or whether the cysteine itself influ-
ences aggregation for other reasons, e.g. if aggregation results
from an altered protein structure or from the formation of
intermolecular disulfide bonds. Palmitoylation could indirectly
impact aggregation by affecting the reactivity of SOD1 cys-
teines, in particular Cys-6, which may be more frequently
exposed in apo-SOD1 and/or misfolded FALS mtSOD1s.
Mutation of all four cysteine residues of human SOD1 leads to
aggregation (58), suggesting that palmitoylation is not required
for aggregate formation. However, it is possible that the mis-
folding and aggregation resulting from mutating all four cys-
teines may not be equivalent to misfolding and aggregation
associated with mtSOD1-induced FALS. Of note, C6S and C6F
mutations cause FALS (62, 63), suggesting that palmitoylation
atCys-6 is not required formotor neuron disease or that SOD1-
induced FALS can be associated with both an increase and
decrease in SOD1 palmitoylation. It is possible, for example,
that the C6S and C6F mutations abolish some interactions and
post-translationalmodifications of Cys-6 that are neuroprotec-
tive. It is also possible that different mtSOD1s vary in their
mechanism of toxicity. C6F SOD1 is improperly folded in vitro
(53) and forms aggregates, whereas C6A, C6S, and C6G
mutants do not (58, 59), suggesting that phenylalanine at posi-
tion 6 ismore of a toxic determinant than simply a loss of Cys-6.
Understanding the roles of Cys-6 and Cys-111 in mediating
SOD1 stability, aggregation, and toxicity will be critical in
understanding how palmitoylation affects these processes.
A major function of cytosolic protein palmitoylation is to

target proteins to the cytosolic interface of cellularmembranes.
In order for SOD1 to be palmitoylated, it must first be targeted
to the appropriate PAT(s), which aremultispanningmembrane
proteins located at different cellularmembranes (64). Although
primarily cytosolic, a fraction of SOD1 is found at membranes

of different organelles, includingmitochondria (65) and the ER-
Golgi pathway (66, 67). Mitochondrial localization only occurs
for immature SOD1 lacking copper and disulfide bonds (68),
and it is dependent on CCS (69). Thus, one possibility is that
SOD1 palmitoylation occurs early during its maturation and
targets it from its site of palmitoylation tomitochondria. If true,
increases in palmitoylation of mtSOD1 would increase target-
ing to mitochondria and potentially affect mitochondrial func-
tion. Consistent with this, we find that the level of SOD1 palmi-
toylation correlates with its membrane targeting in HEK cells.
A4V SOD1, which has a 10-fold increase in palmitoylation rel-
ative to wtSOD1 (Fig. 2B), was more membrane-associated,
whereas loss of SOD1 palmitoylation by introduction of the
C6Amutation into both wtSOD1 and A4V SOD1 backgrounds
reduced SOD1 membrane association to lower levels (Fig. 6B).
Similar results have been reported in previous studies where
several mtSOD1s were found to accumulate in and on mito-
chondria to a greater extent than wtSOD1, whereas Cys-6 and
Cys-111mutations reduced SOD1 localization tomitochondria
(14, 69). Importantly, mtSOD1 accumulation on mitochondria
results inmitochondrial dysfunction, which is a feature of FALS
(5, 6, 14, 15, 70). It is also possible that palmitoylation targets
SOD1 to the ER-Golgi pathway, a site for uptake and aggrega-
tion of mtSOD1, and could thus contribute to the pathogenic
effects of ER stress (7–13) and possibly nonautonomous cell
degeneration resulting from the secretion of toxic misfolded
mtSOD1 (19, 66, 71, 72). Thus a role for palmitoylation in tar-
geting SOD1 to membranes represents a means by which this
modification could impact the toxicity of mtSOD1.
In summary, our results demonstrate that SOD1 is palmitoy-

lated and that palmitoylation of mtSOD1 (A4V, G93A, and
G85R) is increased. Because wtSOD1 in sporadic ALS also has
aberrant structural and biochemical properties (21–25, 73, 74),
altered SOD1 palmitoylation could be a pathogenic feature of
sporadic disease as well as mtSOD1-induced FALS.
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