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Abstract
Neural stem cells (NSCs) are pluripotent precursors with the ability to proliferate and differentiate
into 3 neural cell lineages, neurons, astrocytes and oligodendrocytes. Elucidation of the
mechanisms underlying these biologic processes is essential for understanding both physiologic
and pathologic neural development and regeneration after injury. Nuclear hormone receptors
(NRs) and their transcriptional coregulators also play crucial roles in neural development,
functions and fate. To identify key NRs and their transcriptional regulators in NSC differentiation,
we examined mRNA expression of 49 NRs and many of their coregulators during differentiation
(0–5 days) of mouse embryonic NSCs induced by withdrawal of fibroblast growth factor-2
(FGF2). 37 out of 49 NRs were expressed in NSCs before induction of differentiation, while
receptors known to play major roles in neural development, such as THRα, RXRs, RORs, TRs,
and COUPTFs, were highly expressed. CAR, which plays important roles in xenobiotic
metabolism, was also highly expressed. FGF2 withdrawal induced mRNA expression of RORγ,
RXRγ, and MR by over 20-fold. Most of the transcriptional coregulators examined were expressed
basally and throughout differentiation without major changes, while FGF2 withdrawal strongly
induced mRNA expression of several histone deacetylases (HDACs), including HDAC11.
Dexamethasone and aldosterone, respectively a synthetic glucocorticoid and natural
mineralocorticoid, increased NSC numbers and induced differentiation into neurons and
astrocytes. These results indicate that the NRs and their coregulators are present and/or change
their expression during NSC differentiation, suggesting that they may influence development of
the central nervous system in the absence or presence of their ligands.
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Introduction
Nuclear hormone receptors (NRs) are intracellular molecules that mediate the actions of
their endogenous lipophilic ligands in a broad spectrum of physiological processes [1]. NRs
strongly influence the structure and functions of the central nervous system (CNS) by
affecting development, growth, differentiation, apoptosis, and death of its component cells.
For example, thyroid hormones and their receptors are essential for normal development and
function of the CNS, while steroid hormones, such as glucocorticoids, mineralocorticoids,
androgens, and estrogens, secreted from the adrenal glands and/or gonadal organs, affect
mood, cognitive function and sexual differentiation through their respective receptors
expressed in CNS [2 – 4].

Humans and mice respectively express 48 or 49 NRs, and they exert their diverse actions by
acting as ligand-dependent transcription factors [1]. NRs efficiently stimulate or repress the
transcriptional activity of their target genes either by binding to their cognate DNA
sequences (called response elements) located in the regulatory regions of their responsive
genes or by interacting with other transcription factors [5]. In the nucleus, DNA- or
transcription factor-associated NRs attract their transcriptional coregulators and chromatin-
associated molecules [6]. These cofactors influence RNA polymerase II and components of
the general transcription machinery, alter the chromatin structure through chemical
modification of histones, and ultimately stimulate or repress the transcriptional activity of
NR target genes [6]. Currently, over 200 NR cofactor molecules have been reported: These
include histone acetyl-transferase coactivators, such as the CREB-binding protein (CBP),
p300 and nuclear receptor coactivators (NCoAs), nuclear receptor corepressors (NCoRs),
histone deacetylases (HDACs), histone metyltransferases, and further, RNA coregulators,
such as the steroid receptor RNA coactivator (SRA) and the growth-specific arrest 5 (Gas5)
[6, 7].

The CNS contains populations of neural stem cells (NSCs), defined by their properties of
self-renewal and ability to differentiate into multiple neural cell lineages, such as neurons,
astrocytes and oligodendrocytes [8]. During development, NSCs provide the cells that will
comprise the CNS. In the adult CNS, populations of NSCs still persist, and their localization
and biological roles are intensely studied: 2 areas of the adult brain, the dentate gyrus of the
hippocampus and the subventricular zone lining the lateral ventricles, are the most
established neurogenic zones containing NSCs, while other brain areas comprising NSCs are
increasingly being reported [9]. Interestingly, NSCs share some characteristics with the
putative progenitor cells found in the adult adrenal medulla, suggesting that NSCs or their
related cells may also present in this peripheral neuronal tissue [10, 11]. The roles of adult
NSCs may include the supply of new neurons to the olfactory bulb (from the subventricular
zone NSC population) and to the hippocampus, thus their self-renewal and differentiation
into neural cell lineages potentially affect olfactory function and memory consolidation
subserved by these brain areas. More recently, neuroprotective roles of adult NSCs were
reported, as NSCs demonstrated powerful neuronal rescue in models of neurodegenerative
diseases and neurologic damage induced by pharmacologic treatments [9, 12 – 14].

These pieces of evidence indicate that elucidation of the mechanisms that influence self-
renewal and differentiation of NSCs is essential for both understanding the physiology of
CNS development and establishing rational therapeutic approaches for neurodegenerative
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disorders and CNS injury. Recently, primary cell cultures of NSCs have been established,
showing functions reminiscent of their in vivo biology [9, 12, 13]; such systems appear
useful in testing pertinent hypotheses and rescuing in vivo brain functions [13]. In these in
vitro NSCs, maintenance of their characteristics as stem cells, such as self-renewal and
differentiation into 3 neural lineages, is absolutely dependent on the presence of fibroblast
growth factor-2 (FGF2) in the culture media [13]. Thus, we employed this valuable cellular
system – the mouse primary NSCs – and examined mRNA expression of 49 NRs and 35
selected coregulators before and in the course of differentiation induced by withdrawal of
FGF2 to identify key NRs and their transcriptional coregulators in the steady state and
differentiation process of NSCs. We found that some NRs and coregulators show distinct
expression profiles and dramatically altered expression levels during differentiation.
Activation of such NRs may offer targets for NSC proliferation and differentiation into
neural cells.

Materials and Methods
Preparation of mouse NSCs and treatments

Mouse NSCs were prepared from mouse embryos at embryonic day 13.5, as reported
previously [8, 12]. Briefly, brains were obtained from mouse fetus at E13.5 day, and their
cortex was harvested, triturated by pipetting, and cultured in N2 medium (Dulbecco’s
modified Eagle’s medium/F-12 supplemented with 0.1 mg/ml of apo-transferin, 25 μg/ml of
insulin, 0.1 μM of putrescine, 30 nM of selenite, 2 × 10−8 M of progesterone, 10 U/ml of
penicillin, 100 μg/ml of streptomycin and 0.25 μg/ml of amphotericin B) in the presence of
30 ng/ml of FGF2 for 4–5 days to isolate mouse NSCs. The purified NSCs were then
maintained in N2 medium supplemented with 30 ng/ml of FGF2 daily. NSCs were plated in
10 cm dishes at the concentration of 105 cells/plate. One day after plating, medium was
changed to N2 medium without FGF2, and cells were further cultured for another 5 days.
During the culture, total RNA was purified daily (Fig. 1). NSCs were also plated in 24-well
plates, cultured in the presence or absence of the steroids indicated, the HDAC inhibitor
trichostatin- A (TSA), and FGF2 for 2 days, and cell numbers were then counted.

PCR arrays
The custom PCR arrays, which have primer pairs for 49 mouse NRs/orphan receptors/
membrane receptors, 35 coactivators/corepressors/chromatin modulators and 5 control genes
(total 89 genes) listed in Table 1, were produced by SABiosciences Corp. (Frederick, MD),
as described previously [15]. Total RNA was purified from mouse NSCs by using the
RNeasy Mini kit (Qiagen Inc., Valencia, CA, USA), and was treated with DNase (Promega).
The samples were further reverse transcribed into cDNA by using the RT 2 First Strand Kit
(SABiosciences Corp.), and real-time PCR reactions were run on the 7 500 Real-time PCR
System (Applied Biosystems, Foster City, CA, USA), by following company’s instructions.

SYBR Green-based real-time PCR
mRNA expression of some NRs and coregulators that demonstrated characteristic
expression patterns was further confirmed by using regular SYBR Green-based real-time
PCR. Total RNA samples obtained from mouse NSCs were reverse-transcribed to cDNA
with the TaqMan reverse transcription reagents (Applied Biosystems), and real-time PCR
was performed in triplicate using the SYBR Green PCR Master Mix (Applied Biosystems)
in the 7500 Real-time PCR System (Applied Biosystems), as described previously [16]. The
primer pairs used for measuring mRNA levels of THRα, RORγ, COUP-TFI, ERRβ, GR,
MR, AR, PR, LRH1, PMC11, and HDAC11 in this assay are shown in Table 1. Obtained
threshold cycle (C t) values of these molecules were normalized for those of the acidic
ribosomal phosphoprotein P0 (RPLP0) and their relative mRNA expressions are
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demonstrated as fold induction over baseline. The dissociation curves of the primer pairs
used showed a single peak and samples after PCR reactions had a single expected DNA
band in agarose gel analysis (data not shown).

Indirect immunostaining
Mouse NSCs were plated on 24-well plates or 2-well slide chambers, and were incubated
with the indicated steroid(s) or TSA in the absence of FGF2. Cells were then fixed with 4 %
paraformal-dehyde and the expression of the glial fibrillary acidic protein (GFAP: astrocyte
marker) and neuron-specific class III β-tubulin (TUJ1: neuron marker) was examined by
staining with their specific antibodies (purchased from Dako North America, Inc.,
Carperinteria, CA, USA and R & D Systems, Minneapolis, MN, USA, respectively)
followed by appropriate fluorescence-conjugated secondary antibodies. Cells were also
stained with the 4′,6-diamidino-2-phenylindole (DAPI). Some cells were cultured in the
absence of FGF2 for 5 days, and they were stained with anti-MR (H-300, catalogue #
sc-11412, lot # D1709) or -HDAC11 antibody (Q-5, catalogue # sc-101065) purchased from
Santa Cruz Biotechnology, Inc. (Santa Cruz, CA, USA). Staining of these molecules was
evaluated under the Leica DMIRB inverted microscope (Leica Microsystems Inc.,
Bannockburn, IL, USA). Nomarski and fluorescence images were obtained with the
C4742-95 CCD camera (Hamamatsu Photonics, Bridgewater, NJ, USA), and were analyzed
with the OpenLab v2.2.5 software (Agilent Technologies Inc., Santa Clara, CA, USA).

Statistical analysis
Statistical analyses were carried out by unpaired Student’s t -test with the 2-tailed p-value.

Results
Many NRs and all coregulators examined are expressed in NSCs

We first examined mRNA expression of 49 NRs and some coregulators in mouse NSCs
maintained in the presence of FGF2. C t values of these molecules are shown in Table 2.
Thirty seven out of 49 NRs and all (35) coregulators examined were expressed in these cells
based on the criterion that the C t value ≤ 35 was the lowest limit for expression. The mean
C t value of expressed NRs was 28.62 ± 0.74, while that of coregulators was 26.13 ± 0.74 (p
= 0.025), indicating that coregulators tend to be expressed at higher levels than NRs (Fig.
2a).

mRNA of the NRs known to have a significant impact on CNS development and function,
such as the thyroid hormone receptor α (THRα), retinoid X receptors (RXRs), and chicken
ovalbumin upstream promoter-transcription factors (COUP-TFs), NUR77 and v-ErbA
related 2 (EAR2) [2, 17 – 19], were highly expressed in NSCs. In addition to these
receptors, the peroxisome proliferator-activated receptor δ, testicular receptor (TR) 2 and 4,
and the constitutive androstane receptor (CAR), which play important roles in fatty acid,
retinoid and xenobiotic metabolism [20 – 22], were abundantly expressed. Among steroid
hormone receptors, mRNA of the glucocorticoid (GR), androgen (AR) and progesterone
receptor (PR) were moderately expressed in NSCs, while the estrogen receptor (ER) α, ERβ
and mineralocorticoid receptor (MR) were poorly expressed or undetectable. Other
unexpressed NRs were the retinoic acid receptor (RAR) α and β, PPARγ, farnesoid X
receptors (FXRs), vitamin D receptor (VDR), hepatocyte nuclear receptor 4γ (HNF4γ),
estrogen-related receptor α (ERRα), neuron-derived orphan receptor 1 (NOR1), and small
heterodimer partner (SHP). Among the membrane-associated receptors, the progesterone
membrane component 11 (PMC11) was moderately expressed. For coregulators, mRNA of
CBP and p300, NCoAs, thyroid hormone receptor-associated protein (TRAP) 220 and 150,
HDAC1, 3, 6, and 7, NCoRs, Sin3A, Set/temperature-activating factor (TAF)-Iβ,
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coactivator-associated arginine methyltransferase 1 (CARM1), HRMT1-like 2, C-terminal
tail-binding protein 1 (CtBP1), SNF2 histone linker PHD RING helicase (SHPRH) and the
SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A
member 4 (SMARCA4) were all highly expressed in NSCs.

Alteration of NR and coregulator mRNA expression upon differentiation of NSCs
We next examined mRNA expression profiles of NRs and coregulators during
differentiation of NSCs by culturing them in the absence of FGF2 for up to 5 days (Fig. 2b,
c and Suppl. info Table 1). Both fold increase and decrease of NRs after differentiation were
greater than changes of coregulator expression (p = 0.007 and 0.001, respectively),
indicating that FGF2 withdrawal and subsequent differentiation of NSCs affected more
significantly the NR mRNA expression than that of coregulators.

These results further indicate that NR-mediated biological changes observed during
differentiation may be regulated more significantly at the levels of NRs than at those of their
coregulators. Among NRs, THRα (mean fold expression ± S.E.: 32.98 ± 30.68 on the 2nd

day after FGF2 withdrawal), RORγ (40.68 ± 8.28, 4th day), RXRγ (50.94 ± 16.77, 2nd day)
and MR (32.73 ± 15.80, 4th day) showed the most significant expression changes, while
COUP-TFI, ERRβ and LHR1, which play important roles in the development of CNS [2, 18,
23, 24], demonstrated moderate changes (2.5–5-fold changes).

We confirmed mRNA expression of some of these NRs using SYBR Green-based real-time
PCR (Fig. 3a, c). Since MR demonstrated a quite dramatic change, we examined its mRNA
expression together with that of other steroid hormone receptors in this assay system (Fig.
3b). Significant expression of MR mRNA (over 20-fold) upon differentiation was observed,
while GR mRNA expression was elevated by 2-fold. mRNA expression of PR was reduced
by ~80 %, whereas that of AR showed minor fluctuations. The progesterone membrane
receptor component 11 (PMC11), a membrane steroid hormone receptor expressed in NSCs
in the presence of FGF2, did not show any detectable changes in its mRNA expression in the
SYBR Green-based realtime PCR (Fig. 3c). Among coregulators, HDAC2, HDAC11,
HDAC4 and HDAC10 demonstrated significant mRNA increase (13.23 ± 2.73, 2nd day;
11.35 ± 2.72, 4th day; 8.79 ± 2.70, 2nd day and 6.76 ± 1.87, 2nd day, respectively) in the
screening using the PCR arrays, while mRNA expression of HDCA11 demonstrated an ~ 8-
fold increase in the SYBR Green-based real-time PCR (Fig. 3c). mRNA expression of p300
(4.66 ± 2.54, 2nd day), nuclear receptor-interacting protein 1 (4.06 ± 1.06, 2nd day), nuclear
receptor coregulator 6 (5.04 ± 2.43, 2nd day), nuclear receptor corepressor 1 (5.83 ± 2.59,
2nd day) and SRA (6.92 ± 4.79, 2nd day) demonstrated moderate increases upon
differentiation. By using indirect immunostaining, we confirmed that MR and HDCA11
were also increased at the protein level upon differentiation (Fig. 3d).

Glucocorticoid, mineralocorticoid and TSA alter the numbers of NSCs
MR was one of the most highly induced NRs upon NSC differentiation. This receptor,
together with the classic receptor GR, mediates strong and diverse actions of glucocorticoids
in the CNS, as the MR has a higher affinity to glucocorticoids than GR and the CNS does
not express 11β-hydroxysteroid dehydrogenase type 2 (HSD2), the enzyme that converts
active corticosterone into inactive 11-dehydrocorticosterone [5, 25]. Thus, we focused on
these receptors, and examined the effects of the synthetic glucocorticoid dexamethasone and
its receptor inhibitor RU 486, and the endogenous mineralocorticoid aldosterone and its
inhibitor spironolactone on cell numbers of NSCs by culturing them for 2 days in the
presence of the steroid(s) and FGF2. We also tested the general HDAC inhibitor TSA in the
same assay system, as mRNA expression of several HDACs was highly regulated upon
differentiation. Fig. 4a shows images of DAPI staining of cells cultured with the indicated
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compounds, while Fig. 4b demonstrates percentage changes of the cell numbers before and
after culturing with these compounds. Both dexamethasone and aldosterone significantly
increased numbers of NSCs, with the former showing a more pronounced effect. Since these
effects were suppressed by co-incubation with their receptor antagonists, we suggest that the
observed effects were mediated by the GR and MR, respectively. TSA treatment reduced
NSC numbers by ~ 50 % after 2-day culture. Since we did not observe massive cell death
during the culture with FGF2, these compounds and/or TSA, it appears that dexamethasone
and aldosterone stimulated proliferation of NSCs, while TSA suppressed it. This further
suggests that HDACs are necessary for NSCs to maintain their potential for proliferation/
self-renewal.

Dexamethasone and aldosterone, but not TSA, alter differentiation of NSCs into neurons
and astrocytes

Since GR, MR and HDACs have stimulatory effects on NSC numbers, we next examined
dexamethasone, aldosterone, their antagonists and TSA on the differentiation of NSCs into
the glial and neuronal lineages, by culturing these cells for 2 days in the presence of these
steroid(s) and/or TSA during the differentiation process. We subsequently stained them with
the antibodies for GFAP (astrocytes: green) and TUJ1 (neuron: red) for identifying the
corresponding neural cells. Given the strong effects of these compounds within the brief
treatment period in our experimental setup and slow differentiation of oligodendrocytes and
the late expression of their specific cell markers after FGF2 withdrawal, we limited our
studies to the glial and neuronal fates, omitting analysis on oligodendrocytes. Fig. 5a
demonstrated Nomarski images of the cells treated with the indicated compounds.
Dexamethasone significantly increased astrocytes and neurons, while addition of RU 486
strongly suppressed differentiation of NSCs into these cells. Aldosterone increased neuron
numbers but not those of astrocytes. TSA had no effect on the differentiation of NSCs (Fig.
5b, c). Percentages of the neurons and astrocytes differentiated from NSCs and those
remaining undifferentiated are shown in Table 3.

Discussion
We showed that many NRs and their coregulators were expressed in NSCs and their
expression was altered during differentiation induced by FGF2 withdrawal. These findings
indicated that the NR signaling pathways are an integral component of NSC self-renewal
and differentiation into 3 neural cell lineages, possibly by mediating the biologic actions of
their ligands, such as steroids, lipid metabolites and other compounds available in the
environment or produced during cell culturing. Importantly, mRNA expression of many
NRs and coregulators were highly elevated or reduced at specific time points after FGF2
withdrawal, suggesting that their effects on NSC differentiation may have specific windows
during the differentiation process of these cells.

As expected, THRα, RXRs, COUP-TFs, NUR77 and EAR2, which are known to play
important roles in the development/function of the CNS during the fetal life and/or after
birth, were highly expressed in NSCs, and their expression levels were relatively constant
throughout the differentiation process, consistent with their general and important roles in
CNS biology. We also found that PPARδ, TR2 and 4, and CAR were constitutively
expressed in NSCs at high levels. Indeed, PPARδ ligands are known to stimulate
differentiation of NSCs into oligodendrocytes and to suppress inflammation induced by
radiation in microglia [20, 26 – 28]. TR2 and 4, the orphan receptors known to play
important roles in spermatogenesis and lipid and lipoprotein metabolism [21], are expressed
in the embryonic brain particularly in highly proliferating regions, such as the subventricular
zone where embryonic NSCs are accumulated, and are required for normal CNS
development [21]. Recent reports indicate that TR2 accumulates in the plaques in the brains

Androutsellis-Theotokis et al. Page 6

Horm Metab Res. Author manuscript; available in PMC 2013 September 24.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



of patients with Alzheimer’s disease, while TR4 might function as a receptor for vitamin A
[29, 30]. CAR plays a central role in the xenobiotic response by binding to many exogenous
compounds like phenobarbital, and by inducing the enzymes for catalyzing their clearance
from the body [29]. It would, thus, be quite interesting to examine in future the impact of
xenobiotic compounds on NSC activities and subsequent CNS development.

We found that mRNA and protein expression of the MR were highly regulated upon NSC
differentiation. In the brain, MR mediates the actions of glucocorticoids in addition to those
of mineralocorticoids [31]: These hormones are 2 major steroids produced and secreted from
the adrenal glands, and respectively play central roles in the adaptive response to stress by
functioning as end products of the hypothalamic-pituitary-adrenal (HPA) axis, and
electrolytes and water absorption in the kidney by regulating sodium-potassium exchange in
the cortical collecting tubules of this organ [5, 32]. Since corticosterone circulates at 2 log
units higher concentrations than the natural mineralocorticoid aldosterone and MR has
higher affinity to corticosterone than GR [33], basal physiologic levels of circulating
corticosterone fully activate the MR in the CNS, which does not express 11βHSD2, while
GR is affected primarily by elevated levels of corticosterone during the circadian surge or
during stress [31]. NSCs are found in the dentate gyrus of the hippocampus in humans
throughout the lifespan and produce granular cell neurons, which support consolidation of
new memories [34]. Interestingly, this portion of the brain expresses high levels of GR and
MR, and plays important roles in learning, memory consolidation, emotion and in the
control of the HPA axis [31]. Further, increasing cortisol response as occurs in stress is
positively associated with encoding of new memories in young subjects, while it correlates
negatively with efficiency of their retrieval in older subjects [35]. We found that both
dexamethasone and aldosterone increased the numbers of NSCs and induced differentiation
of these cells into neurons. Dexamethasone also stimulated their differentiation into
astrocytes. We did not examine the effects of these steroids on the differentiation of NSCs
into oligodendrocytes. Previous reports indicated that MR activation was protective to
granular cell neurons of the hippocampus, while persistent GR stimulation was toxic to these
cells [31, 36]. Further, glucocorticoids induce apoptosis of neurons and neural precursor
cells in the dentate gyrus of the rat hippocampus as well as the corresponding primary cell
cultures, while they inhibit growth of astrocytes in this brain area [37, 38]. These effects of
MR and GR on hippocampal neurons may ultimately affect memory consolidation and
alterations in mood, cognition and activity of the HPA axis [31]. Thus, our results may
provide important information on glucocorticoid-mediated regulation of neurons and
astrocytes, underlying in part the known effect of glucocorticoids on neuronal cell fate, and
memory consolidation and retrieval. However, it should be kept in mind that our NSCs were
obtained from the embryonic brain cortex and were maintained in vitro, in contrast to
hippocampal neurons in vivo, which have numerous cellular connections with surrounding
and distant cells and are exposed to extracellular bioactive molecules secreted in a paracrine
and/or autocrine fashion.

The mRNA and protein expression of several HDACs, including HDAC11, was highly
regulated upon NSC differentiation. The HDAC inhibitor TSA decreased numbers of NSCs,
but did not influence their differentiation. There are 4 subgroups of HDACs and they
influence diverse functions of CNS by deacetylating many molecules localized at different
subcellular compartments [39]. Our results are consistent with previous reports that HDAC-
mediated transcriptional repression was essential for the proliferation and self-renewal of
NSCs through cooperation with the Tailless (TLX) orphan nuclear receptor [40, 41].
Valproic acid, a compound frequently used as a mood stabilizer and as an anticonvulsant, is
a HDAC inhibitor [42]. Further, several other HDAC inhibitors alter the fate of neural cells,
and are now intensive research targets as potential therapeutic agents for several
neurodegenerative diseases, cognitive disorders, multiple sclerosis and CNS trauma/injuries
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[39, 43 – 45]. Thus, it is quite interesting to elucidate the exact roles of HDAC subtypes on
the functions/differentiation of NSCs.

In summary, many NRs and their coregulators are differentially expressed in NSCs and
show characteristic changes in their expression during the process of their differentiation.
These molecules regulate diverse cellular activities after binding to their ligands, changing
the expression of their target genes. Compounds, such as glucocorticoids, gonadal steroids
and endocrine disruptors, derived from mothers either by endogenous production or
acquisition from the environment, or secreted inside the fetus, could influence epigenetically
the development of the CNS and its function after birth by affecting NSC self-renewal and
differentiation into neuron and glial cells. These compounds might have potent therapeutic
importance for neurodegenerative diseases and CNS injury.

Supplementary Material
Refer to Web version on PubMed Central for supplementary material.
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Fig. 1.
Experimental procedures for evaluating NR/coregulator mRNA expression profiles upon
differentiation of NSCs. NSCs were plated one day before FGF2 withdrawal. They were
then cultured in the absence of FGF2 for 5 days. Total RNA was extracted from the cells
daily for examining mRNA expression of NRs and their coregulators using the custom PCR
arrays.
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Fig. 2.
mRNA expression of 49 NRs and coregulators in NSCs at the baseline and fold changes
after FGF2 withdrawal. a The mRNA of 37 NRs receptors and 35 coregulators is expressed
in NSCs. Thirty seven NRs and all coregulators examined were expressed in mouse NSCs at
baseline, under the criterion that the Ct value ≤ 35 is the lowest limit for expression (shown
as a dashed line). Their Ct values are shown as open circles, while mean values are indicated
with bold horizontal lines. mRNA expression profiles of NRs and coregulators at the
baseline condition were used to create this Figure. b and c Fold increase b and decrease c of
mRNA expression of NRs and coregulators in NSCs before and after FGF2 withdrawal.
Fold changes in the C t values of expressed NRs and coregulators are shown as open circles,
while their mean values are indicated with bold horizontal lines. Dashed line indicates the
fold change of “1”. Maximum fold changes found in the mRNA expression profiles of NRs
and coregulators upon FGF2 withdrawal were used to create this Figure.
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Fig. 3.
mRNA and protein expression of selected NRs and HDAC11 in NSCs before and after
FGF2 withdrawal. a, b, and c mRNA expression of selected NRs and HDAC11 in NSCs
upon FGF2 withdrawal. mRNA expression of THRα, RORγ, COUP-TFI and ERRβ a, GR,
MR, AR and PR b, and LRH1, PMC11, and HDAC11 c were examined with the SYBR
Green-based real-time PCR using their specific primers listed in Table 1. Total RNA
samples employed in Fig. 1 were used. Bars represent the mean ± S.E. values of fold mRNA
expression upon FGF2 withdrawal compared with baseline (in the absence of FGF2
withdrawal). D: days after GFG2 withdrawal. *p < 0.05, **p < 0.01, n. s.: not significant,
compared to baseline. d Protein expression of MR and HDAC11 in NSCs upon FGF2
withdrawal. NSCs before and after incubation for 5 days in the absence of FGF2 were
immunostained with anti-MR or -HDAC11 antibody, and subsequently, by appropriate
fluorescence-conjugated secondary antibodies. Cells were also stained with DAPI.
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Fig. 4.
Dexamethasone and aldosterone increase NSC numbers, while TSA suppresses them. NSCs
were cultured in the presence of 10−6 M of dexamethasone (Dex) and/or RU 486, 10−8 M of
aldosterone (Aldo) and/or spironolactone (Spironol), or 10−6 M of trichostatin-A (TSA) in
the presence of FGF2 for 2 days. Cells were then fixed and stained with DAPI and their
images were taken or the numbers of NSCs were counted under fluorescence microscopy.
Images of DAPI staining are shown in a, while percent increases of cell numbers compared
to baseline (the cells before FGF2 withdrawal) are shown in b. Bars indicate mean ± S.E.
values of % cell numbers compared to control. *p < 0.05, **p < 0.01, n. s.: not significant,
compared to control.
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Fig. 5.
Dexamethasone and aldosterone influence differentiation of NSCs. NSCs were cultured in
the presence of 10−6 M of dexamethasone (Dex) or RU 486, 10−8 M of aldosterone (Aldo)
or spironolactone (Spironol), or 10−6 M of trichostatin-A (TSA) for 2 days in the absence of
FGF2, and were fixed for staining of GFAP (astrocytes: green) and TUJ1 (neurons: red).
Nomarski images are shown in a, while images of immunostaining for GFAP and TUJ1
together with DAPI staining are shown in b. c demonstrates results of individual images of
GFAP, TUJ1, and DAPI staining for the cells cultured in the presence or absence of
dexamethasone.
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Table 1

Primer pairs used in the SYBR Green-based real-time PCR.

Gene name Primer sequence

AR Forward 5′-CAGAAGATGACTGTATCAC-3′

Reverse 5′-CTAGATAACAAGGCAGCAAAGG-3′

COUP-TFI Forward 5′-GTCGACTCTGCCGAGTACAG-3′

Reverse 5′-CAGGGCACACTGTGATTTCTC-3′

ERRβ Forward 5′-GTGGTGGCTTTGGCATTGC-3′

Reverse 5′-CATGTACTCGCATTTGATG-3′

GR Forward 5′-GTTCCTAAGGAAGGTCTGAAGAG-3′

Reverse 5′-CAATTCTGACTGGAGTTTCC-3′

HDAC11 Forward 5′-GAGCCACCATCATTGATCTC-3′

Reverse 5′-GATGGCCTCTTTAGCAAAGC-3′

LRH1 Forward 5′-CGAAGATCATGGCTTACC-3′

Reverse 5′-GTTCCCTGAAGAAGATACTACTC-3′

MR Forward 5′-GTGTGCTGGAAGAAATGAC-3′

Reverse 5′-CAGCTTCTTTGACTTTCG-3′

PMC11 Forward 5′-GCTGTAATGCAAATGGTAAAGC-3′

Reverse 5′-CAGTGTGTGTGCACTTACC-3′

PR Forward 5′-CCAGATAACCCTGATTCAG-3′

Reverse 5′-CTGCTCATTTAGGATTAGATCAG-3′

RORγ Forward 5′-GAGGAGAGTGGAACATCTG-3′

Reverse 5′-CTGCAGCTTTTCCACATGTTG-3′

THRα Forward 5′-GTGCTGCTAATGTCAACAG-3′

Reverse 5′-GTTGTGTTTGCGGTGGTTGAC-3′

RPLP0 Forward 5′-GAGGACCTCACTGAGATTCG-3′

Reverse 5′-CTGGAAGAAGGAGGTCTTCTC-3′

AR: androgen receptor; CAR: constitutive androstane receptor; COUP-TFI: chicken ovalbumin upstream promoter-transcription factor I; ERRβ:
estrogen-related receptor β; GR: glucocorticoid receptor; HDAC11: histone deacetylase 11; LRH1: liver receptor homologue 1; MR:
mineralocorticoid receptor; PMC11: progesterone membrane component 11; PR: progesterone receptor; RORγ: RAR-related orphan receptor γ;
THRα: thyroid hormone receptor α; RPLP0: acidic ribosomal phosphoprotein P0.
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Table 3

Percentages of indicated cell lineages in NSC cultured in the absence of FGF2 for 2 days.

Treatment Undifferentiated cells Cell types (means±S.D.) (% of total) Neurons Astrocytes

No steroids 77.71±6.67 7.86±2.88 14.39±5.13

Dexamethasone 20.12±3.09** 19.31±3.82* 60.58±7.46**

Aldosterone 67.15±5.28 14.47±0.62* 18.37±5.45

*
p < 0.05,

**
p < 0.01, compared to the baseline (no steroids)
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