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Corrigendum
The first author of Saeb A, David SK and Al-Brahim H. In 
 silico Detection of Virulence Gene Homologues in the Human 
Pathogen Sphingomonas Spp. Evolutionary Bioinformatics. 
2014:10 229–238 doi: 10.4137/EBO.S20710. has brought to 
the attention of the editor an error in the funding section of 

the paper. The authors wish to disclose funding from College 
of Medicine Research Center, the Deanship of Scientific 
Research, College of Medicine at King Saud University, and 
extend their appreciation for that funding. The authors confirm 
that the funder had no influence over the study design, content 
of the article, or selection of this journal.

Correction to: “In Silico Detection of Virulence Gene Homologues in the 
Human Pathogen Sphingomonas Spp.”
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CItatIon: saeb et al. correction to: “in silico Detection of virulence Gene Homologues in the Human Pathogen sphingomonas spp.”. Evolutionary Bioinformatics 2015:11 1  
doi: 10.4137/EBo.s23536.
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