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Erratum
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by Peter J.Hurlin, Christophe Qu6va,
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In the above paper, a column of letters was deleted from
the helix 2 region of Figure lA during production. A
complete Figure 1A is printed below.
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Fig. 1. Amino acid sequence comparison of murine Mad 1, MxiI, Mad3 and Mad4 proteins. (A) The sequence alignments were generated using the
Pileup program (Genetics Computer Group, Madison, WI). The Sin3-interacting domain (SID) is underlined and BHLHZip regions are boxed.
Amino acids that are conserved in at least three of the Mad family proteins are shadowed. The number of amino acid residues is shown at the
end of each sequence. * denotes the amino acid position where ANtMad4 begins. ** denotes the amino acid position where ANtMad3 begins.
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