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There was an error on page e43. The sentence with
the error was “Current estimates indicate that up to 30%
of the sequence of the human genome is more closely
related to Gorilla than to Chimpanzee due to this process
(Scally et al. 2012).”

This is not correct, and should have been

“Current estimates indicate that up to 30% of the
sequence of the human genome is no more closely related
to Chimpanzee than to Gorilla due to this process (Scally
et al. 2012).”
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