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Abstract
Prostate cancer is a frequently diagnosed cancer in males with high mortality in the world. As a heterogeneous tissue, the tumor

mass contains a subpopulation that is called as cancer stem cells and displays stem-like properties such as self-renewal, epi-

thelial–mesenchymal transition, metastasis, and drug resistance. Cancer stem cells have been identified in variant tumors and

shown to be regulated by various molecules including microRNAs. MicroRNAs are a class of small non-coding RNAs, which can

influence tumorigenesis via different mechanisms. In this review, we focus on the functions of microRNAs on regulating the

stemness of prostate cancer stem cells with different mechanisms and propose the potential roles of microRNAs in prostate

cancer therapy.
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Introduction

Prostate cancer (PCa) is the most commonly diagnosed
cancer and the third leading cause of cancer-related
deaths among men in developed countries.1 According to
American cancer statistics, approximately 233,000 new
cases of PCa were diagnosed and approximately 29,480
PCa deaths occurred in the United States in 2014.2 Up to
now, the molecular mechanisms underlying PCa progres-
sions are still unclear. However, recent cancer stem cell
hypothesis has provided a novel sight for the diagnosis
and treatment of PCa.3

According to this hypothesis, cancer stem cells (CSCs)
are a subset of cancer cell subpopulations in the tumor
mass and are considered to be responsible for tumor initi-
ation, resistance to anti-cancer therapies, recurrence, and
metastasis.4 It was reported that CSCs exist in almost solid
tumors including PCa.5 In order to further understand and
explore mechanisms for the regulation of stemness of CSCs,
especially prostate cancer stem cells (PCSCs), several regu-
latory factors were identified and among them microRNA
(miRNA) is one of the critical factors.6 At present, miRNAs
were found to regulate the stemness of PCSCs either directly
by targeting stemness-related transcription factors and mar-
kers, or indirectly by targeting epithelial–mesenchymal
transition (EMT), metastasis-related factors, and drug resis-
tance-related factors. In addition, miRNAs were shown to
be associated with regulation of several stemness-related
pathways, such as TGF-b,7–9 Wnt/beta-catenin,10,11

and MAPK12 pathway (Figure 1). The aim of this review is
to summarize the involvement of specific miRNAs in reg-
ulating the stemness of PCSCs (Table 1) and prospect the
potential therapeutic application of these miRNAs for PCa.

miRNAs directly regulate the stemness
of PCSCs

CSCs are a dynamic and heterogeneous population,13 and
can be isolated by specific biomarkers, including cell surface
markers and intracellular transcription factors. Up to date,
several different cell surface markers have been employed
to identify PCSCs from prostate tumors, including CD44,14

CD133,15 integrin a2b1,16 ABCG2,17 and Sca-1.18,19 On the
other hand, several well-known transcription factors that
function in embryonic or pluripotency stem cells were
also found to be involved in the maintenance of stemness
in PCSCs.20–23 Interestingly, these surface markers and tran-
scription factors have been shown to be regulated by spe-
cific miRNAs, which affect expression and function of
specific stemness-related surface markers as well as tran-
scription factors.

miRNAs regulate the stemness of PCSCs by targeting
PCSC-related surface markers

MiR-34a. By comparing the miRNA profiling between
PCSCs and non-PCSCs, Liu et al.24 have found that miR-
34a is consistently under-expressed in six xenograft PCSC
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populations (three CD44þ, one CD133þ, one a2b1high,
and one SP) as well as in CD44þ PCSC subpopulations
from primary tumors, suggesting that miR-34a may play a
key role in negatively regulating PCSC features. Functional
experiments further demonstrated that miR-34a

overexpression inhibits holoclone formation, clonogenic
capacity, and sphere establishment in Du145, LAPC4, and
PPC-1 PCa cells. In addition, miR-34a was found to be
down-regulated in CD44þ PCa and restoration of miR-
34a in CD44þ PCa also inhibited PCSC characteristics.

Figure 1 MiRNAs that have been reported to regulate the stemness-related pathways. Multiple signaling pathways, which are associated with the maintenance of

stemness of PCSCs, have been identified to be regulated by miRNAs.

Table 1 MiRNAs and related targets for regulation of PCSCs’ stemness. (A color version of this table is available in the online journal.)

miRNA

Target

PCSC-related

surface marker

PCSC-related

transcription factor

EMT & metastasis

related gene

Drug resistance-

related gene

miR-34a CD4424 AR25 N/A SIRT1, Bcl283

miR-708 CD4426 N/A N/A N/A

let-7 N/A c-Myc12 EZH231 N/A N/A

miR-143 CD133, CD4432 OCT4, c-Myc, KLF432 N/A N/A

miR-145 CD133, CD4432 OCT4, c-Myc, KLF432 HEF152

Zeb253

N/A

miR-128 N/A Bmi-1, Nanog37 N/A N/A

miR-100 N/A Argonaute 240 N/A N/A

miR-200b N/A N/A Zeb1/2, Snail258

Slug59

N/A

miR-200c N/A N/A Zeb1/2, Slug60 N/A

miR-205 N/A N/A Zeb1/2, Slug60

PKC"61, �Np63a62

N/A

miR-409-3p/-5p N/A N/A STAG2, RSU167 N/A

miR-21 N/A N/A BTG269, TGFBR271 N/A

miR-30d

miR-181a miR-199a-5p

N/A N/A N/A GRP7879

N/A: data not reported (not appreciable)
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To further explore the molecular mechanisms, they dis-
covered that miR-34a inhibits PCSCs functions via sup-
pressing CD44 expression and directly binding to the
complimentary site in CD44 30UTR. Collectively, these
results suggest that miR-34a possesses tumor-inhibitory
effects in PCa cells through negatively regulating stem
cell properties in PCa cells. Besides CD44, miR-34a was
also found to regulate self-renewal capacity of PCSCs via
directly targeting AR and Notch-1 signaling, both of which
are critically involved in growth and metastasis of PCa.25

MiR-708. Besides miR-34a, it was demonstrated that miR-
708 is another PCSCs suppressive gene by targeting CD44
in PCa.26 MiR-708 is down-regulated in CD44þ PCa popu-
lation, indicating that miR-708 is associated with the stem-
ness of PCSCs. Overexpression of miR-708 in CD44þ PCa
represses sphere formation and clonogenic potential, while
inhibition of miR-708 in CD44– cells increased growth and
sphere formation ability. MiR-708 also directly regulates
Akt2, a core member of PI3K/Akt signaling pathway,
which plays a key role in tumor progression and mainten-
ance of cancer stem-like cell features.27

miRNAs regulate PCSCs-related transcriptional factors

Besides cell surface markers, many intracellular stem cell-
related transcription factors are also used to identify PCSCs,
such as KLF4,20 OCT4,21 Sox2,22 Nanog,23 and Bmi-1.28

miRNAs can regulate the stemness of CSCs also via target-
ing these key transcription factors and their downstream
pathways.6

Let-7 family. Let-7 family had been demonstrated to pos-
sess strong CSC-suppressing functions in breast cancer,29

lung cancer,30 and PCa12 through miRNA profiling assays.
Kong et al.31 reported that ectopic expression of let-7 sup-
presses stemness of PCSCs through inhibiting the expres-
sion of enhancer of Zeste homolog 2 which plays a key role
in embryogenesis, normal stem cells, and CSCs. They also
found that let-7 family expression is positively regulated by
BR-DIM (metabolite 3,30-diindolylmethan), which inhibits
the growth of PCa cells. Moreover, it has been reported
that let-7b overexpression inhibits clonal and sphere forma-
tion, via repressing c-Myc and K-Ras, both of which are
oncogenic and self-renewal molecules.12 These results indi-
cated a complex regulatory network between let-7
and CSCs-associated genes, and an essential role of let-7
in regulating the stemness of PCSCs.

MiR-143 and miR-145. Overexpression of miR-143 and
miR-145 in PC3 cells was found to inhibit the expression
of PCSC markers and stemness factors, such as CD133,
CD44, OCT4, c-Myc, and KLF4, and to suppress tumor
sphere formation as well as tumorigenesis.32 Moreover,
the transcription of miR-145 is repressed by OCT4, which
uncovers a double-negative feedback loop between OCT4
and miR-145.33 This double-negative feedback loop was
also found to modulate cell differentiation, suggesting an
important role of miR-145 in repressing stemness of PCSCs.

MiR-128. MiR-128 has been reported to inhibit the growth
of glioblastoma34 and breast CSCs35,36 by directly targeting
Bmi-1 (B lymphoma Mo-ML V insertion region 1 homolog),
a component of the PRC2 polycomb repressor complex and
a critical regulator of stem cell self-renewal and malignant
transformation.28 Jin et al.37 demonstrated that overexpres-
sion of miR-128 has a similar effect on suppressing prolif-
eration, invasion, clonogenic, and sphere-forming
capacities in PCa. They further found that endogenous
miR-128 levels in PCa are reversely correlated with their
clonogenic and tumorigenic potential. These findings sug-
gest that miR-128 shows inhibitory effects in PCa initiation.
By mechanistic study, miR-128 regulates a cohort of onco-
genic and stem cell-related genes in PCa cells, including
Bmi-1, Nanog, TGFBR1, and EGFR, all of which are impli-
cated in maintenance of CSCs’ stemness.37 In addition, sev-
eral PCSC populations, including CD133þ and CD44þ
show a reduced miR-128 expression level. Forced miRNA-
128 expression in CD44þ PCSCs strongly suppresses PCSC
properties, while down-regulation of miRNA-128 in CD44–
PCa enhances the stemness. These data indicate that miR-
128 can weaken the stemness of cancer stem-like cells.

MiR-320. MiR-320 has been reported to be down-regu-
lated in multiple cancers, such as breast cancer,38 colon
cancer,39 as well as PCa.10 In PCa cell line PC3 and
DU145, overexpression of miR-320 directly inhibits b-cate-
nin and significantly represses the expression of Wnt/
b-catenin pathway regulatory factors (c-Myc, LFF1, CD44,
Sox9, OCT4, cyclin D1) and stem cell markers (CD133,
CD117, CXCR4, ABCG2), so as to suppress the stemness
of PCSCs.10

MiR-100. It was found that miR-100 impairs stemness
properties of PCa cells through directly targeting
Argonaute 2, an oncogene that directly regulates expression
of stemness factors, such as Oct4, Sox2, Nanog, KLF4, and c-
Myc, following its binding to their regulatory regions.40

MiR-100 negatively regulates colony formation and spher-
oid formation of PCSCs and its expression is dramatically
down-regulated in PCa especially in the bone metastasis
patients.40,41 On the other hand, it was also reported that
a higher miR-100 expression level is positively correlated
with biochemical recurrence after radical prostatectomy.42

Therefore, these studies indicate a possible context-
dependent role shift of miR-100 between a tumor suppres-
sor and an oncogene.

Thus, examples above demonstrate that tumor suppres-
sor miRNAs can impair PCSCs’ stemness by directly target-
ing stemness-related transcription factors as well as
stemness-associated markers and in turn inhibit tumor
progression.

miRNAs regulate PCSCs indirectly through
targeting EMT- and metastasis-associated
factors

Epithelial–mesenchymal transition (EMT) is a multistep
change in which epithelial characteristics are lost and

Fang et al. microRNAs and PCSCs 1073
. . . . . . . . . . . . . . . . .. . . . . . . . . . . . . . . . . . .. . . . . . . . . . . . . . . . . . .. . . . . . . . . . . . . . . . . .. . . . . . . . . . . . . . . . . . .. . . . . . . . . . . . . . . .. . . . . . . . . . . . . .



mesenchymal phenotypes are acquired.43 EMT endows
cancer cells with malignant properties of metastasis, inva-
siveness as well as stemness.44–46 On the other hand, CSCs
also have mesenchymal-like features.47 On the molecular
mechanism, EMT and CSC development may share
common signaling pathways, such as Wnt, Notch, and
hedgehog (Hh) pathways.48 The EMT process is regulated
by multiple transcription factors including N-cadherin,
Snail1/2, and Zeb1/2, most of which are implicated in
CSCs features and are regulated by miRNAs, suggesting
that miRNAs can modulate the stemness of CSCs via reg-
ulating these EMT-associated factors. In PCa, there are mul-
tiple miRNAs reported to regulate EMT, such as miR-145,
miR-200 family, miR-205, and so on.

MiR-145

MiR-145 has been reported to regulate EMT and CSCs in
breast cancer,49 lung cancer,50 and renal cancer.51 In PCa,
Guo et al. demonstrated that miR-145 suppresses EMT
and invasion partially through repressing HEF1.52 Ren
et al.53 also found that miR-145 directly suppresses Zeb2
expression and reversely Zeb2 inhibits transcription of
miR-145. Hence, there is a negative feedback loop between
Zeb2 and miR-145. Functional experiments showed that
this feedback loop inhibits EMT and stem cell properties
in PCa. Additionally, it has also been reported that p53
inhibits EMT and the stemness of PC3 and DU145 PCa
cells by directly increasing the expression of miR-145 at
the transcriptional level.54 All these data indicate that
miR-145 plays an essential role in regulating the stemness
of PCSCs and EMT.

MiR-200 family

All the four miR-200 family members (miR-200a/b/c and
miR-141) have been reported to be associated with EMT.55

Among these, miR-200b is a critical regulator for EMT, CSC
maintenance, and cancer chemosensitivity.56,57 In PDGF-D
(platelet-derived growth factor-D) induced EMT phenotype
in PC3 cells, miR-200b is down-regulated and restoration of
miR-200b leads to a reversal of the EMT phenotype and
enhanced expression of epithelial markers following
down-regulation of Zeb1/2 and Snail2.58 Liu et al. further
demonstrated that miR-200b along with miR-1 directly tar-
gets Slug and in turn inhibits tumor proliferation and
delays tumorigenesis.59 Furthermore, they also found that
Slug inhibits miR-200b expression by directly binding to the
promoter of pri-miR-200b, showing that there is a mutually
inhibitory feedback loop between miR-200b and Slug.
Besides miR-200b, overexpression of another member
miR-200c as well as miR-205 is also found to enhance
E-cad expression and to reduce expression of Zeb1/2 and
Slug, two key components closely associated with both
mesenchymal phenotypes and stemness of PCSCs.60

MiR-205

Gandellini et al. have reported that miR-205 reverses EMT
progression by negatively regulating expression of multiple
genes, such as Zeb2 and PKC", and in turn inhibits cancer

stem-like properties in PCa.61 Ectopic overexpression of
miR-205 inhibits prostasphere formation and decreases
the proportion of CD44high/CD24low and CD133þ cancer
stem-like cells in PCa cells. Moreover, they also found that
HIF-1a (hypoxia-inducible factor-1a), a malignant trans-
formation factor, directly represses miR-205 expression at
a transcriptional level.61 In addition, miR-205 can also
repress invasion through a miR-205-�Np63a auto-
regulatory network, which is essential for the maintenance
of the basement membrane in the prostate epithelium.62

MiR-409-3p and -5p

Besides the tumor-suppressor miRNAs described above,
there are several important oncogenic miRNAs that
enhance EMT and the stemness of PCSCs, including miR-
409-3p and �5p.63 These two miRNAs are members of the
DLK1-DIO3 (delta-like 1 homolog–deiodinase, iodothyro-
nine 3) gene cluster which are associated with pluripotency
levels in embryonic stem cells64 and cancer develop-
ment.65,66 MiR-409-3p has been reported to be up-regulated
in the serum of patients with high risks compared to those
with low risks.63 Josson et al. further demonstrated that
miR-409-3p and �5p are notably up-regulated in two
aggressive, bone metastatic PCa models and play an
important role in facilitating tumor growth, EMT, and
bone metastasis through inhibiting multiple tumor sup-
pressors67 such as STAG2 (stromal antigen 2) and RSU1
(ras suppressor protein 1). MiR-409-3p and -5p were also
found to be involved in prostatic tumorigenesis via tumor–
stromal interactions. Up-regulation of miR-409 in normal
prostate fibroblasts confers a cancer-associated stroma-like
phenotype and releases miR-409 into the tumor microenvir-
onment to promote tumor induction and EMT.68

MiR-21

A well-known oncogenic miRNA, miR-21, has also been
found to contribute to EMT by directly targeting BTG2
(basal protein B-cell translocation gene 2), which is impli-
cated in PCa transformation and progression.69 Bao et al.
reported that miR-21 is induced by hypoxia and HIF and
involved in acquisition of EMT, maintenance of CSCs func-
tions, and therapeutic resistance.70 They also demonstrated
that miR-21 down-regulation represses prostasphere forma-
tions, expression of CSC markers CD44, and EpCAM as
well as CSCs-related factors VEGF.70 In addition, AR was
reported to activate the transcription of miR-21 and in turn
inhibit TGF-b receptor II (TGFBR2) expression in PCa cells,
so to escape the growth inhibition from the TGF-b/Smad 3
pathway.71 These results indicate that miR-21 plays
an important role in enhancing PCSCs’ stemness by enhan-
cing EMT.

Thus, besides repressing the expression of stemness fac-
tors directly, tumor suppressive miRNAs can also impair
PCSCs’ stemness indirectly by reversing EMT and inhibit-
ing metastasis. On the contrary, oncogenic miRNAs can also
enhance PCSCs’ stemness indirectly by repressing the
expression of these EMT-inhibiting factors.
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miRNAs regulate PCSCs indirectly through
targeting drug resistance-associated factors

As mentioned above, one feature of CSCs is therapeutic
resistance.72,73 In PCa, after androgen deprivation and che-
moradiotherapy, most patients eventually progress to cas-
tration resistance prostate cancers and metastasis.74 PCSCs
have been reported to be tightly associated with drug resist-
ance and to express related genes at a high level.75,76 Several
signaling pathways regulating the self-renewal behavior of
CSCs, including PI3K/Akt and Ras pathway, are identified
to be associated with chemotherapy.77,78 Underlying mech-
anisms of CSCs-related therapy resistance are associated
with DNA damage response, apoptosis resistance, autoph-
age, etc.72 Thus, multiple miRNAs related to drug resist-
ance, including miR-143 and miR-34a, are reported to
regulate the stemness of PCSCs indirectly.

MiR-143

Xu et al. found that PC3 and DU145 transfected with miR-
143 inhibits cell growth and enhances the sensitivity to doc-
etaxel through suppressing K-Ras, a key component in
EGFR/RAS/MAPK pathway, which is associated with
PCSCs’ stemness.78

MiR-30d, miR-181a, and miR-199a-5p

Su et al. demonstrated that miR-30d, miR-181a, and miR-
199a-5p cooperatively increases the sensitivity of several
different human cancer cell lines including C42B (a PCa
cell line) to an HDAC inhibitor TSA through suppressing
a key signaling regulator GRP78,79 which is significantly
associated with stemness maintenance, drug resistance,
and apoptosis resistance in different types of cancers.80–82

MiR-34a

In addition to the direct regulatory function of miR-34a on
repression of PCSCs’ stemness, Kojima et al. reported that
miR-34a attenuates paclitaxel-resistance of castration resist-
ance prostate cancers through directly targeting SIRT1
(silent mating type information regulation 2 homolog 1)
and Bcl2, both of which play a crucial role in promoting
tumorigenesis and developing drug resistance.83

Moreover, Corcoran et al. also demonstrated that miR-34a
is essential in reducing chemoresistance to docetaxel in PCa
patients.84

The above studies demonstrate that besides repressing
the expression of stemness factors directly, tumor suppres-
sive miRNAs can also impair PCSCs’ stemness indirectly by
reducing chemoresistance and increasing their drug
sensitivity.

Conclusion

Mounting evidences indicate that tumor suppressive
miRNAs can repress the stemness of PCSCs both directly
(via inhibiting the expression of stemness-related transcrip-
tion factors and stemness-associated markers) and indir-
ectly (via reversing EMT and restoring the drug
sensitivity). In the future, identification of more miRNAs

that specifically block the PCSCs’ stemness or stemness-asso-
ciated pathways (Figure 1) directly or indirectly and elucida-
tion of their acting mechanisms will still be helpful. We
predict that specific stemness-related miRNAs will become
not only very useful markers for the diagnosis and prognosis
but also potential therapeutic molecules for PCa.

ACKNOWLEDGEMENTS

This study was supported by funds to Yu-Xiang Fang from the
National Natural Science Foundation of China (81301857),
Shanghai Education Committee Supporting Project for Youth
Investigator in Colleges and Universities, Shanghai Jiao Tong
University Foundation of Medicine-Engineering Science Project
(YG2012MS47). This study was also supported by funds to Wei-
Qiang Gao from the Chinese Ministry of Science and Technology
(2012CB966800 and 2013CB945600), the National Natural Science
Foundation of China (81130038 and 81372189), Science and
Technology Commission of Shanghai Municipality (Pujiang pro-
gram), Shanghai Education Committee Key Discipline and
Specialty Foundation (J50208), Shanghai Health Bureau Key
Discipline and Specialty Foundation and KC Wong foundation.

Author contributions: All authors participated in the design
and interpretation of the studies; Y-XF and Y-LC wrote the
manuscript, and WQG edited the manuscript. Y-XF and Y-LC
contributed equally to this work.

REFERENCES

1. Shen MM, Abate-Shen C. Molecular genetics of prostate cancer: new

prospects for old challenges. Genes Dev 2010;24:1967–2000

2. Siegel R, Ma J, Zou Z, Jemal A. Cancer statistics, 2014. CA Cancer J Clin
2014;64:9–29

3. Visvader JE, Lindeman GJ. Cancer stem cells in solid tumours: accu-

mulating evidence and unresolved questions. Nat Rev Cancer
2008;8:755–68

4. Visvader JE, Lindeman GJ. Cancer stem cells: current status and evol-

ving complexities. Cell Stem Cell 2012;10:717–28

5. Domingo-Domenech J, Vidal SJ, Rodriguez-Bravo V, Castillo-Martin M,

Quinn SA, Rodriguez-Barrueco R, Bonal DM, Charytonowicz E,

Gladoun N, de la Iglesia-Vicente J, Petrylak DP, Benson MC, Silva JM,

Cordon-Cardo C. Suppression of acquired docetaxel resistance in

prostate cancer through depletion of notch- and hedgehog-dependent

tumor-initiating cells. Cancer Cell 2012;22:373–88

6. Liu C, Tang DG. MicroRNA regulation of cancer stem cells. Cancer Res
2011;71:5950–4

7. Yu Y, Kanwar SS, Patel BB, Oh PS, Nautiyal J, Sarkar FH, Majumdar AP.

MicroRNA-21 induces stemness by downregulating transforming

growth factor beta receptor 2 (TGFbetaR2) in colon cancer cells.

Carcinogenesis 2012;33:68–76

8. Wang Y, Yu Y, Tsuyada A, Ren X, Wu X, Stubblefield K, Rankin-Gee EK,

Wang SE. Transforming growth factor-beta regulates the sphere-initi-

ating stem cell-like feature in breast cancer through miRNA-181 and

ATM. Oncogene 2011;30:1470–80

9. Wu K, Ding J, Chen C, Sun W, Ning BF, Wen W, Huang L, Han T,

Yang W, Wang C, Li Z, Wu MC, Feng GS, Xie WF, Wang HY. Hepatic

transforming growth factor beta gives rise to tumor-initiating cells and

promotes liver cancer development. Hepatology 2012;56:2255–67

10. Hsieh IS, Chang KC, Tsai YT, Ke JY, Lu PJ, Lee KH, Yeh SD, Hong TM,

Chen YL. MicroRNA-320 suppresses the stem cell-like characteristics of

prostate cancer cells by downregulating the Wnt/beta-catenin signaling

pathway. Carcinogenesis 2013;34:530–8

11. Liu J, Ruan B, You N, Huang Q, Liu W, Dang Z, Xu W, Zhou T, Ji R,

Cao Y, Li X, Wang D, Tao K, Dou K. Downregulation of miR-200a

Fang et al. microRNAs and PCSCs 1075
. . . . . . . . . . . . . . . . .. . . . . . . . . . . . . . . . . . .. . . . . . . . . . . . . . . . . . .. . . . . . . . . . . . . . . . . .. . . . . . . . . . . . . . . . . . .. . . . . . . . . . . . . . . .. . . . . . . . . . . . . .



induces EMT phenotypes and CSC-like signatures through targeting

the beta-catenin pathway in hepatic oval cells. PLoS One 2013;8:e79409

12. Liu C, Kelnar K, Vlassov AV, Brown D, Wang J, Tang DG. Distinct

microRNA expression profiles in prostate cancer stem/progenitor cells

and tumor-suppressive functions of let-7. Cancer Res 2012;72:3393–404

13. Shackleton M, Quintana E, Fearon ER, Morrison SJ. Heterogeneity in

cancer: cancer stem cells versus clonal evolution. Cell 2009;138:822–9

14. Patrawala L, Calhoun T, Schneider-Broussard R, Li H, Bhatia B, Tang S,

Reilly JG, Chandra D, Zhou J, Claypool K, Coghlan L, Tang DG. Highly

purified CD44þ prostate cancer cells from xenograft human tumors are

enriched in tumorigenic and metastatic progenitor cells. Oncogene

2006;25:1696–708

15. Richardson GD, Robson CN, Lang SH, Neal DE, Maitland NJ,

Collins AT. CD133, a novel marker for human prostatic epithelial stem

cells. J Cell Sci 2004;117:3539–45

16. Rentala S, Yalavarthy PD, Mangamoori LN. Alpha1 and beta1 integrins

enhance the homing and differentiation of cultured prostate cancer

stem cells. Asian J Androl 2010;12:548–55

17. Zhou S, Schuetz JD, Bunting KD, Colapietro AM, Sampath J, Morris JJ,

Lagutina I, Grosveld GC, Osawa M, Nakauchi H, Sorrentino BP. The

ABC transporter Bcrp1/ABCG2 is expressed in a wide variety of stem

cells and is a molecular determinant of the side-population phenotype.

Nat Med 2001;7:1028–34

18. Mulholland DJ, Xin L, Morim A, Lawson D, Witte O, Wu H. Lin-Sca-

1þCD49f high stem/progenitors are tumor-initiating cells in the Pten-

null prostate cancer model. Cancer Res 2009;69:8555–62

19. Xin L, Lawson DA, Witte ON. The Sca-1 cell surface marker enriches for

a prostate-regenerating cell subpopulation that can initiate prostate

tumorigenesis. Proc Natl Acad Sci USA 2005;102:6942–7

20. Moad M, Pal D, Hepburn AC, Williamson SC, Wilson L, Lako M,

Armstrong L, Hayward SW, Franco OE, Cates JM, Fordham SE,

Przyborski S, Carr-Wilkinson J, Robson CN, Heer R. A novel model of

urinary tract differentiation, tissue regeneration, and disease: repro-

gramming human prostate and bladder cells into induced pluripotent

stem cells. Eur Urol 2013;64:753–61

21. Lin Y, Yang Y, Li W, Chen Q, Li J, Pan X, Zhou L, Liu C, Chen C, He J,

Cao H, Yao H, Zheng L, Xu X, Xia Z, Ren J, Xiao L, Li L, Shen B, Zhou H,

Wang YJ. Reciprocal regulation of Akt and Oct4 promotes the self-

renewal and survival of embryonal carcinoma cells. Mol Cell

2012;48:627–40

22. Rodriguez-Pinilla SM, Sarrio D, Moreno-Bueno G, Rodriguez-Gil Y,

Martinez MA, Hernandez L, Hardisson D, Reis-Filho JS, Palacios J.

Sox2: a possible driver of the basal-like phenotype in sporadic breast

cancer. Mod Pathol 2007;20:474–81

23. Noh KH, Kim BW, Song KH, Cho H, Lee YH, Kim JH, Chung JY,

Kim JH, Hewitt SM, Seong SY, Mao CP, Wu TC, Kim TW. Nanog sig-

naling in cancer promotes stem-like phenotype and immune evasion.

J Clin Invest 2012;122:4077–93

24. Liu C, Kelnar K, Liu B, Chen X, Calhoun-Davis T, Li H, Patrawala L,

Yan H, Jeter C, Honorio S, Wiggins JF, Bader AG, Fagin R, Brown D,

Tang DG. The microRNA miR-34a inhibits prostate cancer stem cells

and metastasis by directly repressing CD44. Nat Med 2011;17:211–5

25. Kashat M, Azzouz L, Sarkar SH, Kong D, Li Y, Sarkar FH. Inactivation of

AR and Notch-1 signaling by miR-34a attenuates prostate cancer

aggressiveness. Am J Transl Res 2012;4:432–42

26. Saini S, Majid S, Shahryari V, Arora S, Yamamura S, Chang I, Zaman MS,

Deng G, Tanaka Y, Dahiya R. miRNA-708 control of CD44(þ) prostate

cancer-initiating cells. Cancer Res 2012;72:3618–30

27. Dubrovska A, Kim S, Salamone RJ, Walker JR, Maira SM, Garcia-

Echeverria C, Schultz PG, Reddy VA. The role of PTEN/Akt/PI3K

signaling in the maintenance and viability of prostate cancer stem-like

cell populations. Proc Natl Acad Sci USA 2009;106:268–73

28. Lukacs RU, Memarzadeh S, Wu H, Witte ON. Bmi-1 is a crucial regu-

lator of prostate stem cell self-renewal and malignant transformation.

Cell Stem Cell 2010;7:682–93

29. Yu F, Yao H, Zhu P, Zhang X, Pan Q, Gong C, Huang Y, Hu X, Su F,

Lieberman J, Song E. let-7 regulates self renewal and tumorigenicity of

breast cancer cells. Cell 2007;131:1109–23

30. Hua S, Xiaotao X, Renhua G, Yongmei Y, Lianke L, Wen G, Yongqian S.

Reduced miR-31 and let-7 maintain the balance between differentiation

and quiescence in lung cancer stem-like side population cells. Biomed
Pharmacother 2012;66:89–97

31. Kong D, Heath E, Chen W, Cher ML, Powell I, Heilbrun L, Li Y, Ali S,

Sethi S, Hassan O, Hwang C, Gupta N, Chitale D, Sakr WA, Menon M,

Sarkar FH. Loss of let-7 up-regulates EZH2 in prostate cancer consistent

with the acquisition of cancer stem cell signatures that are attenuated by

BR-DIM. PLoS One 2012;7:e33729

32. Huang S, Guo W, Tang Y, Ren D, Zou X, Peng X. miR-143 and miR-145

inhibit stem cell characteristics of PC-3 prostate cancer cells. Oncol Rep
2012;28:1831–7

33. Xu N, Papagiannakopoulos T, Pan G, Thomson JA, Kosik KS.

microRNA-145 regulates OCT4, SOX2, and KLF4 and represses pluri-

potency in human embryonic stem cells. Cell 2009;137:647–58

34. Godlewski J, Nowicki MO, Bronisz A, Williams S, Otsuki A, Nuovo G,

Raychaudhury A, Newton HB, Chiocca EA, Lawler S. Targeting of the

Bmi-1 oncogene/stem cell renewal factor by microRNA-128 inhibits

glioma proliferation and self-renewal. Cancer Res 2008;68:9125–30

35. Masri S, Liu Z, Phung S, Wang E, Yuan YC, Chen S. The role of

microRNA-128a in regulating TGFbeta signaling in letrozole-resistant

breast cancer cells. Breast Cancer Res Treat 2010;124:89–99

36. Zhu Y, Yu F, Jiao Y, Feng J, Tang W, Yao H, Gong C, Chen J, Su F,

Zhang Y, Song E. Reduced miR-128 in breast tumor-initiating cells

induces chemotherapeutic resistance via Bmi-1 and ABCC5. Clin Cancer
Res 2011;17:7105–15

37. Jin M, Zhang T, Liu C, Badeaux MA, Liu B, Liu R, Jeter C, Chen X,

Vlassov AV, Tang DG. miRNA-128 suppresses prostate cancer by

inhibiting BMI-1 to inhibit tumor-initiating cells. Cancer Res
2014;74:4183–95

38. Bronisz A, Godlewski J, Wallace JA, Merchant AS, Nowicki MO,

Mathsyaraja H, Srinivasan R, Trimboli AJ, Martin CK, Li F, Yu L,
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Lopes LH, Sañudo A, Antunes AA, Srougi M. Change in expression of

miR-let7c, miR-100, and miR-218 from high grade localized prostate

cancer to metastasis. Urol Oncol 2011;29:265–9

42. Leite KR, Tomiyama A, Reis ST, Sousa-Canavez JM, Sañudo A,
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