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Correction for Kim et al., Contribution of teg49 Small RNA in the 5’
Upstream Transcriptional Region of sarA to Virulence in

Staphylococcus aureus
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Department of Microbiology and Immunology, Geisel School of Medicine at Dartmouth, Hanover, New Hampshire, USA?; Service of Infectious Diseases, Geneva
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Volume 82, no. 10, p. 4369—4379, 2014. Page 4372: Figure 2 should appear as shown below.
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