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Correction for Dinis et al., Deep Sequencing Reveals Potential
Antigenic Variants at Low Frequencies in Influenza A Virus-Infected
Humans

Jorge M. Dinis,® Nicholas W. Florek,® Omolayo O. Fatola,” Louise H. Moncla,® James P. Mutschler,® Olivia K. Charlier,?

Jennifer K. Meece,® Edward A. Belongia,® Thomas C. Friedrich®¢

Department of Pathobiological Sciences, University of Wisconsin School of Veterinary Medicine, Madison, Wisconsin, USA?; Department of Biological Sciences, University
of Maryland, Baltimore, Maryland, USA®; Center for Clinical Epidemiology and Population Health, Marshfield Clinic Research Foundation, Marshfield, Wisconsin, USAS;
Wisconsin National Primate Research Center, Madison, Wisconsin, USAY

Volume 90, no. 7, p. 3355-3365, 2016. Page 3356, column 2, “Template preparation” paragraph, lines 7 and 8: “H3N2-F (AGCAAAA
GCAGGGGATAATTC) and H3N2-R (AGTAGAAACAAGGGTGTTTTTA)” should read “H3N2-F (GGTTTTCGCTCAAAAACT
TCC) and H3N2-R (GCAAATGTTGCACCTAATGTTG).”

Page 3356, column 2, “Template preparation” paragraph, lines 8 to 10: “HIN1pdm-F (ATATACGCGTAGCGAAAGCAGGGGAA) and
HINIpdm-R (ATATACGCGTAGTAGAAACAAGGTGT)” should read “HIN1pdm-F (AGCAAAAGCAGGGGAAAACAA) and
HINIpdm-R (AGTAGAAACAAGGGTGTTTTTC).”

Citation Dinis JM, Florek NW, Fatola OO, Moncla LH, Mutschler JP, Charlier OK,
Meece JK, Belongia EA, Friedrich TC. 2016. Correction for Dinis et al., Deep
sequencing reveals potential antigenic variants at low frequencies in influenza A
virus-infected humans. J Virol 90:8029. doi:10.1128/JV1.01041-16.

Copyright © 2016, American Society for Microbiology. All Rights Reserved.

September 2016 Volume 90 Number 17 Journal of Virology jviasm.org 8029


http://dx.doi.org/10.1128/JVI.03248-15
http://dx.doi.org/10.1128/JVI.01041-16
http://crossmark.crossref.org/dialog/?doi=10.1128/JVI.01041-16&domain=pdf&date_stamp=2016-8-12
http://jvi.asm.org

