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On page 1072 in the originally published version of this article, PS2 was a typo and should have read PS3 in the following

sentence: ‘‘The other most common examples of modified strength included the following: PVS1 (a predicted null

variant in a gene where LOF is a known mechanism of disease) was downgraded from very strong four times, PS2

(well-established functional studies show a deleterious effect) was downgraded three times, and BS1 (MAF is too high

for the disorder) was downgraded three times.’’ The error has been corrected online, and the authors apologize for the

oversight.
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