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VIJENDER SINGH, NICOLA WROBEL, KARIM GHARBI, GORDON G. SIMPSON, TOM OWEN-HUGHES,
MARK BLAXTER, and GEOFFREY J. BARTON

RNA 22: 839–851 (2016)

In the above-noted article, the following information should have been included in the Acknowledgments section:

“We acknowledge funding from the Wellcome Trust (095062; 098439/Z/12; 92530/Z/10/Z; WT097945; WT092340;
WT083481), the Medical Research Council (MR/K001744/1), and the Biotechnology and Biological Sciences Research
Council (BB/M004155/1; BB/H002286/1).”

This article has been corrected in both the PDF and full-text HTML files online.

doi: 10.1261/rna.058339.116

RNA 22:1641; Published by Cold Spring Harbor Laboratory Press for the RNA Society 1641

ERRATUM


