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AMPK regulates autophagy by phosphorylating BECN1 at threonine 388
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ABSTRACT
Macroautophagy/autophagy is a conserved catabolic process that recycles cytoplasmic material during
low energy conditions. BECN1/Beclin1 (Beclin 1, autophagy related) is an essential protein for function of
the class 3 phosphatidylinositol 3-kinase (PtdIns3K) complexes that play a key role in autophagy
nucleation and elongation. Here, we show that AMP-activated protein kinase (AMPK) regulates autophagy
by phosphorylating BECN1 at Thr388. Phosphorylation of BECN1 is required for autophagy upon glucose
withdrawal. BECN1T388A, a phosphorylation defective mutant, suppresses autophagy through decreasing
the interaction between PIK3C3 (phosphatidylinositol 3-kinase catalytic subunit type 3) and ATG14
(autophagy-related 14). The BECN1T388A mutant has a higher affinity for BCL2 than its wild-type
counterpart; the mutant is more prone to dimer formation. Conversely, a BECN1 phosphorylation mimic
mutant, T388D, has stronger binding to PIK3C3 and ATG14, and promotes higher autophagy activity than
the wild-type control. These findings uncover a novel mechanism of autophagy regulation.
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Introduction

Macroautophagy, commonly referred to as autophagy, is an
evolutionarily conserved catabolic process that protects cells
against a variety of stresses, such as nutrient starvation, organ-
elle damage, protein aggregates and infection.1-4 Autophagy
involves the sequestration of cytoplasmic “cargo” into a phago-
phore, which expands and matures into a double-membrane
autophagosome; fusion of the latter with the lysosome exposes
the engulfed cytoplamic material to lysosomal hydrolases for
degradation and subsequent recycling.5-7 More than 40 auto-
phagy-related proteins have been identified in yeast and various
mammalian species.8 These proteins are involved in autophagy
initiation, phagophore nucleation and elongation, autophago-
some maturation, and fusion with the lysosome. In all steps,
autophagy is regulated by different molecules.

BECN1 is one of the first identified mammalian autophagy-
related proteins.9 It contains 3 structural domains: a BH3
domain at the N terminus (amino acids 114–123, which mainly
bind BCL2), a central coiled-coil domain (CCD, amino acids
144–269, a domain binds ATG14 and UVRAG [UV radiation
resistance associated]) and an evolutionarily conserved domain
(ECD, amino acids 244–337, which binds PIK3C3). Crystal
structure of the C-terminal domain of BECN1 reveals 3
b-sheet-a-helix repeats, which are required for targeting the
PIK3C3-BECN1-ATG14 complex to the phagophore. This part
of the protein is named the b-a repeated, autophagy-specific
(BARA) domain. The N-terminal region of BECN1 is responsi-
ble for vacuolar protein sorting.10 BECN1 is a component of the

PtdIns3K complexes that participate in phagophore nucleation
and elongation.11 BECN1 recruits ATG14 or UVRAG to the
PtdIns3K complexes to promote autophagy.12,13 Under normal
steady-state growth conditions, BCL2 directly binds to BECN1
through its BH3 domain and suppresses autophagy.14,15

AMPK is a key energy sensor that maintains cellular energy
homeostasis upon nutrient starvation.16 AMPK activity is depen-
dent on the AMP:ATP or ADP:ATP ratio. AMPK is a heterotri-
metric complex comprised of a catalytic a-subunit and
2 regulatory b- and g-subunits.17 AMPK catalytic subunits
contain a conventional Ser/Thr kinase domain at the N terminus.
AMPK activity is increased when its Thr172 residue in the activa-
tion loop is phosphorylated by upstream kinases.18 AMPK phos-
phorylates its substrates on a consensus sequence, RXXS/T.19

Autophagy can be stimulated under multiple stresses, such
as glucose deprivation, serum starvation, or ER stress.
Post-translational modifications of proteins, including phos-
phorylation, play critical roles in cellular stress responses. For
example, the mechanistic target of rapamycin (serine/threonine
kinase) complex 1 (MTORC1) or AMPK phosphorylate ULK1
(unc-51 like autophagy activating kinase 1) to suppress or stim-
ulate autophagy, respectively.20-23 AMPK also phosphorylates
BECN1 at S90 and S93, and PIK3C3 to regulate autophagy or
cell trafficking.21,24-26 Although BECN1 phosphorylation has
been reported in autophagy regulation, the effects of BARA
domain phosphorylation are still not understood.10 This study
demonstrates that AMPK phosphorylates BECN1 at Thr388 in
the BARA domain to induce autophagy.
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Results

AMPK is required for autophagy induction

Although AMPK has been identified as a regulator of auto-
phagy, the precise mechanism of how AMPK controls the pro-
cess still remains controversial.24-30 To address this issue, we
examined AMPK-modulated autophagy by determining the
LC3-II level, which is a marker of autophagy. The amount of
LC3-II is higher in HEK293T cells treated with AICAR, a
known AMPK activator (Fig. 1A). Autophagy was also induced
by glucose deprivation (Fig. 1B). Conversely, autophagy was

suppressed when cells were pretreated with compound C (an
AMPK inhibitor) even with glucose starvation (Fig. 1C). Simi-
larly, autophagy was attenuated when endogenous PRKAA1
(an AMPK catalytic subunit) was depleted regardless of glucose
deprivation (Fig. 1D, E, F). LC3-II was augmented in
HEK293T cells transfected with a plasmid encoding GFP-
PRKAA1-CA (a constitutively active mutant form of
PRKAA1). In contrast, LC3-II obviously decreased in GFP-
PRKAA1-KD (kinase dead PRKAA1)-transfected cells
(Fig. 1G). A higher autophagy level was found in Prkaa wild-
type (WT) than Prkaa knockout (KO) mouse embryonic

Figure 1. AMPK is essential for the induction of autophagy. HEK293T cells were treated with 0.25 mM AICAR for 1 h (A) or subjected to glucose deprivation for 3 h (B).
Autophagy was determined by LC3 immunoblotting. p-AMPK was determined indicating AMPK activation. (C) After pretreatment with 10 mM compound C for 0.5 h, glu-
cose starvation was performed in HEK293T cells for 3 h. LC3 and AMPK activity were then assayed using immunoblotting. (D) HEK293T cells were transfected with pGE1-
shPRKAA and grown under nutrient-rich conditions for 36 h before being lysed for western blotting. LC3 and PRKAA were detected by immunoblotting. (E) Representative
images of cells were fixed and examined by immunofluorescence after transfection with pGE1-shPRKAA in HeLa cells for 48 h, and glucose starvation (3 h). The red dots
are LC3 puncta. Scale bars: 10 mm. (F) Quantification of GFP-LC3 puncta shown in (E). Bars are mean § SEM of triplicate samples (� 10 cells analyzed per sample). The
comparison of different groups was carried out using 2-tailed unpaired Student t test by Graphpad Prism5 (Graphpad Software, San Diego, CA, USA). Differences were
considered statistically significant (���, ###) at P < 0.05. (G) GFP-PRKAA1 WT, CA and KD were transfected into HEK293T cells to examine the role of AMPK in autophagy.
(H) Prkaa WT and KO MEF cells were subjected to glucose starvation for 3 h. Cell lysates were probed with the indicated antibodies.
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fibroblast (MEF) cells (Fig. 1H). These results indicate that
autophagy induction is closely related to AMPK activity.

AMPK phosphorylates BECN1

BECN1 can be phosphorylated by a number of different kin-
ases.31-33 Because AMPK is a protein serine/threonine kinase,
we hypothesized that AMPK may phosphorylate BECN1 to ini-
tiate autophagy. Thus, we first tested whether AMPK could
interact with BECN1. Binding of AMPK with BECN1 could be

readily found in cells co-expressing GFP-PRKAA1 and GST-
BECN1 (Fig. 2A). GST-BECN1 was cotransfected with GFP-
PRKAA1-WT, constitutively active (CA), kinase dead (KD) or
control vector. Phosphorylation of BECN1 was tested using
phosphorylated (p)-AMPK substrate antibody after glutathione
bead affinity isolation. The phosphorylation of GST-BECN1 was
obviously detected after GFP-PRKAA1-WT and CA overexpres-
sion compared to GFP-PRKAA1-KD and control (Fig. 2B).

To further elucidate the role of AMPK in BECN1 phosphor-
ylation, we examined BECN1 phosphorylation using p-AMPK

Figure 2. BECN1 is a physiological target of AMPK. (A) HEK293T cells were cotransfected with plasmids encoding GFP-PRKAA1WT and GST-BECN1. GST-BECN1 was immu-
noprecipitated using glutathione agarose beads and detected with immunoblots using the indicated antibodies. (B) GST-BECN1 was affinity isolated in various PRKAA1
mutant-expressing HEK293T cells. Phosphorylated BECN1 was detected using p-AMPK substrate antibody and anti-GST to test GST-BECN1 expression. Glucose starvation
(3 h) (C) or AICAR treatment (0.25 mM, 1 h) (D) were performed in pCDH1-Flag- BECN1-transfected HEK293T cells. p-AMPK substrate antibody was used to detect the p-
BECN1. Whole cell lysates were immunoblotted with anti-Flag, p-AMPK, PRKAA and ACTIN antibodies. (E) After transfection with Flag-BECN1, HEK293T cells were treated
with compound C (Com. C), followed by glucose deprivation for 3 h. Flag-BECN1 was immunoprecipitated and immunoblotted with p-AMPK substrate antibody. Expres-
sion of Flag proteins was used as a loading control. IP, immunoprecipitation; WCL, whole cell lysate.
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substrate antibody after glucose deprivation for 3 h. Our results
showed that BECN1 was phosphorylated by AMPK when the
kinase was activated by glucose deprivation (Fig. 2C). Consis-
tent with glucose starvation, increased phosphorylation of
BECN1 was observed in cells treated with AICAR (Fig. 2D). In
contrast, phosphorylation of BECN1 was suppressed when cells
were pretreated with compound C even when the cells were
challenged with glucose starvation (Fig. 2E). These data indi-
cated that BECN1 could be phosphorylated by AMPK.

AMPK phosphorylates BECN1 at Thr388

Kim et al. previously reported 2 unconventional AMPK phos-
phorylation sites (S90 and S93 in human; S91 and S94 in
mouse) on BECN1.34 However, whether BECN1 is phosphory-
lated by AMPK in a conventional manner is unknown. Based
on the alignment of consensus substrate phosphorylation
motifs,34 Thr29, Ser90 and Thr388 in BECN1 were predicted as
potential phosphorylation sites of AMPK (Fig. 3A). We then
coexpressed GFP-PRKAA1-CA and GST-BECN1 WT, T29A,
S90A and T388A in HEK293T cells to determine whether
AMPK phosphorylates BECN1 or these mutant forms. The

anti-p-AMPK substrate antibody showed that BECN1 T388,
but not T29, could be phosphorylated by AMPK (Fig. 3B).
Although S90 is a phosphorylation site of AMPK reported by
Kim et al.,26 we could not find the difference between BECN1
WT and S90A while using p-AMPK substrate antibody to
detect the phosphorylation. Human BECN1 T388 is a highly
conserved site in different species, including Drosophila mela-
nogaster, Danio rerio, Xenopus tropicalis, Mus musculus, and
Macaca mulatta (Fig. 3C). To investigate BECN1 T388 phos-
phorylation by AMPK, a plasmid encoding BECN1 WT or
phosphorylation-defective mutant (T388A) was transfected
into HEK293T cells and immunoprecipitated after glucose
deprivation. Notably, AMPK phosphorylation was nearly
completely abolished upon glucose deprivation when
BECN1T388A was overexpressed (Fig. 3D).

To further confirm BECN1 phosphorylation, we generated a
phosphospecific antibody for BECN1 T388. We verified that
the antibody preferentially recognized the exogenous GST-
BECN1WT but not GST-BECN1T388A (Fig. 3E). This antibody
also could recognize the endogenous p-BECN1 when AMPK
was activated by glucose deprivation (Fig. 3F). In vitro kinase
assay verified that AMPK phosphorylated BECN1 T388 directly

Figure 3. BECN1 Thr388 is the phosphorylated site of AMPK. (A) The putative phosphorylation sites of BECN1 by AMPK were predicted from the consensus motif of AMPK
substrates. (B) GST (G)-BECN1 wild type and mutants (T29A, S90A, T388A, S90A/T388A) were cotransfected with GFP-PRKAA1-CA in HEK293T cells and affinity isolated
with glutathione beads. Phosphorylated proteins were detected by p-AMPK substrate antibody. The lower panels demonstrate the expression of the proteins by western
blot analysis (WB) with anti-GST and anti-GFP antibodies. (C) Conservation of the potential AMPK-phosphorylated site Thr388. (D) Detection of phosphorylated BECN1 by
immunoblot analysis of immunoprecipitated GST-BECN1 using AMPK-substrate antibody. The lower panels show BECN1 expression and AMPK activation for comparison.
(E) AMPK is required for glucose starvation-induced phosphorylation of GST-BECN1 T388. Phosphospecific antibody recognized p-GST-BECN1 T388 well but not the
mutant T388A. (F) Activation of AMPK is sufficient to induce phosphorylation of endogenous BECN1. 293T cells were incubated with compound C (C.C, 20 mM, 30 min)
and then shifted into complete medium for 3 h before harvesting. In parallel, cells were deprived of glucose for 3 h. (G) In vitro AMPK kinase assay. GST-BECN1WT and
GST-BECN1T388A were affinity isolated and then incubated with AMPK for 30 min in vitro. p-BECN1 T388 antibody was used to test phosphorylation of BECN1. (H) Time
course of glucose starvation in HEK293T cells. Lysates were immunoblotted with the antibody indicated. (I) HEK293T cells incubated with AICAR (0.25 mM, 1 h), then
tested with p-BECN1 T388 antibody. (J) Determination of the phosphorylation of endogenous BECN1 protein after subjecting Prkaa WT and KO MEF cells to glucose star-
vation for 3 h.
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(Fig. 3G). The amount of p-BECN1 T388 accumulated gradu-
ally following the time course of glucose starvation and AICAR
treatment (Fig. 3H, I). p-BECN1 was augmented in Prkaa WT
MEFs during glucose starvation, but not in Prkaa KO MEFs
even with glucose depletion (Fig. 3J). Thus, our data demon-
strate that BECN1 T388 could be one phosphorylation site that
is a target of AMPK.

Phosphorylation of Thr388 in BECN1 is required for
induction of autophagy

To investigate the biological function of BECN1 phosphorylation
by AMPK, we overexpressed BECN1 WT and mutants in
HEK293 cells. Since BECN1 S93 is a reported AMPK phosphory-
lation site, we used BECN1S93A as a positive control in our assay.
Compared with BECN1WT and BECN1S93A, BECN1T388A

obviously suppressed autophagy (Fig. 4A), whereas the
BECN1T388D mutant enhanced autophagy, which was indicated
by SQSTM1 reduction and LC3-II augmentation (Fig. 4B). To
determine whether phosphorylation of T388 plays a role in
autophagy flux, we treated the cells with or without the vacuolar-
type HC-ATPase inhibitor bafilomycin A1 (Baf. A1). More
LC3-II was observed in BECN1WT- and BECN1T388D-expressing
cells than control and BECN1T388A-expressing cells in normal
conditions. A similar result was obtained in all cells treated with
Baf. A1 (Fig. 4C).

To further validate these findings, we examined endogenous
LC3 puncta by immunofluorescence when BECN1 mutants were
transfected into HeLa cells. LC3 puncta accumulation was
observed when BECN1WT was overexpressed. More puncta were
found in BECN1T388D-transfected cells, whereas the numbers of
LC3 puncta were reduced in BECN1T388A-overexpressing cells
(Fig. 4D, E). Similar results were observed in stable cell lines
expressing BECN1 and different mutants (Fig. 4F, G). We
knocked down endogenous BECN1 by targeting its 30 untrans-
lated region (UTR), which could not affect exogenous BECN1
only containing CDS (coding DNA Sequence) (Fig 4H).
BECN1WT and BECN1T388D were overexpressed in knockdown
cells and incubated with/without glucose. The data showed that
LC3-II levels were enhanced in BECN1WT cells, but not in con-
trol cells when cells subjected to glucose starvation. LC3-II levels
were higher in T388D cells regardless of glucose deprivation
(Fig. 4I). These results demonstrated that phosphorylation of
BECN1 T388 is crucial for autophagy.

AMPK is necessary for BECN1 Thr388 phosphorylation-
induced autophagy

Glucose starvation activates AMPK and consequently pro-
motes autophagy. Therefore, we tested whether AMPK is
essential for the autophagy induction regulated by BECN1
T388 phosphorylation. Endogenous PRKAA1 was knocked
down and then LC3 was examined by western blot. Notably,
autophagy was suppressed in cells overexpressing GST and
GST-BECN1WT but not GST-BECN1T388D when PRKAA
was knocked down (Fig. 5A). Moreover, we deprived cells
of glucose for 3 h when Prkaa WT and Prkaa KO MEF
cells were cultured. We found that p-BECN1 was enhanced
after Prkaa WT MEFs suffered glucose starvation, but the

phosphorylation was abolished in Prkaa KO MEF cells.
LC3-II was increased when Prkaa WT MEF cells were
subjected to glucose starvation (Fig. 5B). Flag, Flag-
BECN1WT and Flag-BECN1T388D were overexpressed in
Prkaa WT or KO MEF cells to further validate that AMPK-
phosphorylated BECN1 T388 regulates autophagy. The
results demonstrated that Flag-BECN1T388D promoted
autophagy in both Prkaa WT and KO MEF cells, but Flag-
BECN1WT failed to induce autophagy in Prkaa KO MEF
cells (Fig. 5C). The immunofluorescence experiments led to
a similar conclusion (Fig. 5D, E). These data established a
physiological role for AMPK in the phosphorylation of
BECN1 T388-induced autophagy in response to glucose
starvation.

Phosphorylation of BECN1 Thr388 enhances the
interaction between BECN1 and PIK3C3

It has been reported that BECN1 interacts with PIK3C3-
PIK3R4/VPS15 to form protein complexes that play a key role
in autophagy regulation.35 To determine whether the associa-
tion of BECN1 with PIK3C3 was affected by AMPK activity,
we cotransfected plasmids encoding PIK3C3 along with GST-
BECN1 and performed co-immunoprecipitation experiments
after glucose starvation. As anticipated, the results showed that
interaction between BECN1 and PIK3C3 was augmented after
AMPK was activated by glucose deprivation (Fig. 6A). Simi-
larly, GST-BECN1 bound more PIK3C3 in HEK293T cells
treated with AICAR (Fig. 6B). Conversely, depletion of endoge-
nous PRKAA decreased the interaction between BECN1 and
PIK3C3 (Fig. 6C).

To further investigate how AMPK regulates the formation of
the BECN1-PIK3C3 complex, we coexpressed PIK3C3 and
GST-BECN1 mutants in HEK293T cells. Subsequently, GST-
BECN1 was immunoprecipitated after transfection for 24 h.
Interestingly, all GST-BECN1 mutants containing T388A
bound less PIK3C3 than BECN1WT, but the other mutants
pulled down the same amount of PIK3C3 as the wild-type
counterpart (Fig. 6D).

Previously, we demonstrated that glucose starvation leads
to an enhanced interaction between BECN1 and PIK3C3. To
study how phosphorylation of BECN1 T388 influences
PIK3C3 complex formation, we cotransfected plasmids
encoding PIK3C3 with GST-BECN1WT or the GST-
BECN1T388A mutant, and then subjected the cells to glucose
starvation. The results showed that less BECN1T388A-PIK3C3
complex formed even during glucose starvation (Fig. 6E).
In contrast, BECN1T388D bound more PIK3C3 than its
wild-type counterpart (Fig. 6F). Similar results were obtained
in stable cell lines overexpressing Flag-BECN1WT and
Flag-BECN1T388A (Fig. 6G).

ATG14, a crucial part of the PIK3C3-BECN1 complex, is
important for autophagy activation.36 To study whether phos-
phorylation of BECN1 affects its interaction with ATG14, a
plasmid expressing GFP-ATG14 was cotransfected with
Flag-BECN1WT, Flag-BECN1T388A or Flag-BECN1T388D.
Immunoprecipitation results showed that Flag-BECN1T388D

had a stronger binding affinity to GFP-ATG14 than wild-type
Flag-BECN1. Conversely, in stable cell lines, less GFP-ATG14

AUTOPHAGY 1451



was immunoprecipitated by Flag-BECN1T388A (Fig. 6H). Simi-
larly, less endogenous ATG14 was detected in the immunopre-
cipitated Flag-BECN1T388A-expressing cells than those with

Flag-BECN1WT (Fig. 6I). Therefore, AMPK phosphorylation
facilitates BECN1 interaction with PIK3C3 and ATG14 to
promote autophagy.

Figure 4. Phosphorylation of BECN1 Thr388 plays a key role in autophagy induced by AMPK. (A) BECN1 T388A mutant represses autophagy. Autophagy was detected by
LC3 immunoblot of GST (G)-BECN1, S93A (positive control, reported previously) and T388A-transfected HEK293T cell lysates. BECN1 expression was detected with GST
antibody. (B) The BECN1T388D mutant promotes autophagy. HEK293T cells were transfected with a plasmid encoding GST-BECN1WT, GST-BECN1T388A or GST-BECN1T388D.
Lysates were immunoblotted with the antibodies indicated. (C) Plasmids encoding BECN1WT, BECN1T388A or BECN1T388D were transfected into HEK293T cells. The cells
were treated or not with the inhibitor Baf. A1. LC3-II was detected to explore the autophagy flux. Expression of BECN1 variants was detected by blotting with anti-GST
antibody; the expression of ACTIN was monitored as a loading control. L.E., long exposure. (D) Representative images of endogenous LC3 puncta in HeLa cells transfected
with plasmids encoding Flag-BECN1WT, Flag-BECN1T388A, or Flag-BECN1T388D. Scale bars: 10 mm. (E) Quantification of endogenous LC3 puncta is shown in (D). (F) Co-trans-
fection of pCDH1-Flag (F)-BECN1, T388A or T388D with a plasmid encoding GFP-LC3 into HeLa cells. Representative images of GFP-LC3 puncta are shown as indicated.
Scale bars: 10 mm. (G) Quantification of GFP-LC3 puncta shown in (F). (H) Endogenous BECN1 was knocked down by shBECN1. (I) Autophagy level was determined in sta-
ble cell lines after endogenous BECN1 knockdown.
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Association of BECN1 and BCL2 is decreased when BECN1
is phosphorylated by AMPK

As a BH3 domain-containing protein,37 BECN1 determines the
initiation of autophagy or apoptosis by selectively interacting

with BCL2. It has been reported that DAPK (death associated
protein kinase) phosphorylates BECN1 to induce the dissocia-
tion of the BECN1-BCL2 complex.38 To investigate whether
AMPK-induced BECN1 phosphorylation could lead to a simi-
lar outcome, we assessed the GST-BECN1 and GFP-BCL2

Figure 5. AMPK is necessary for BECN1 Thr388 phosphorylation-induced autophagy. (A) PRKAA knockdown decreased autophagy in cells transfected with GST and GST (G)-
BECN1. After coexpression of pGE1 or pGE1-shPRKAA and GST, GST-BECN1WT or GST-BECN1T388D in HEK293T cells for 48 h, cell lysates were probed with the indicated antibodies.
L.E., long exposure. (B) Decreased BECN1 T388 and attenuated autophagy were found in Prkaa KO MEF cells. PrkaaWT and KO MEF cells were subjected to glucose starvation for
3 h. p-BECN1 and LC3-II were detected. (C) Autophagy enhanced by phosphorylation of BECN1 is specifically detected in Prkaa WT MEF cells. MEFs were infected with lentivirus
and lysed after 48 h. F, Flag. (D) Immunofluorescence was performed after MEFs were infected with the indicated virus. Representative images of endogenous LC3 puncta are
shown as indicated. Scale bars: 10 mm. (E) Quantification of GFP-LC3 puncta. Bars are mean § SEM of triplicate samples (� 10 cells analyzed per sample).
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interaction in transfected HEK293T cells. Fewer BECN1-BCL2
complexes were detected under glucose-starvation conditions
(Fig. 7A).

We speculated that AMPK could modulate the associa-
tion of BECN1 and BCL2. Therefore, we first tested the
amount of BECN1-BCL2 complexes in PRKAA-depleted
cells. The results illustrated that PRKAA knockdown
enhanced the interaction between BECN1 and BCL2
(Fig. 7B). To further explore whether phosphorylation of
BECN1 T388 affected its interaction with BCL2, we cotrans-
fected GST-BECN1 variants with MYC-BCL2 in HEK293T

cells. Our results showed that BECN1T388A and 3A mutant
(S90/93/T388A) bound more BCL2 than the wild-type
control (Fig. 7C). After tansfection, GFP-BCL2 and
GST-BECN1WT or GST-BECN1T388D cells were treated with
the AMPK inhibitor compound C. Immunoblotting showed
that more BECN1-BCL2 complexes formed when AMPK
activity was inhibited; however, GST-BECN1T388D consis-
tently bound less BCL2 (Fig. 7D). Compound C treatment
decreased BECN1 T388 phosphorylation by inhibiting
AMPK activity in WT cells, but the T388D mutant binding
to BCL2 was not changed.

Figure 6. Phosphorylation of BECN1 Thr388 is required for PIK3C3-BECN1-ATG14 complex formation. Overexpression of GST (G)-BECN1 in HEK293T cells, followed 24 h
later by glucose deprivation for 3 h (A) or with AICAR treatment for 1 h (B), or endogenous PRKAA depletion (C). Endogenous PIK3C3 was detected in GST-BECN1 immuno-
precipitates. Whole cell lysates and immunoprecipitates were immunoblotted with the indicated antibodies (D). Recombinant BECN1T388A coimmunoprecipitates less
recombinant PIK3C3. pcDNA3.1-PIK3C3 was cotransfected with plasmids encoding various BECN1 mutants (T29A, S90A, T388A, S90A/T388A, T29A/S90A/T399A) and WT
in HEK293T cells. Immunoblots of glutathione bead immunoprecipitates from HEK293T cells expressing PIK3C3 and GST-BECN1 proteins, as indicated. (E-G) BECN1 Thr388
phosphorylation affects the interaction between BECN1 and PIK3C3. (E) GST-BECN1WT- or GST-BECN1T388A mutant-transfected HEK293T cells were incubated with or with-
out glucose for 3 h. Immunoblots of glutathione bead immunoprecipitates from HEK293T cells expressing GST-BECN1 proteins, as indicated. (F) Plasmids encoding GST-
BECN1WT, GST-BECN1T388A or GST-BECN1T388D were transfected into HEK293T cells with pCDNA3-PIK3C3. T388A served as a negative control. Immunoblots of glutathione
bead immunoprecipitates from HEK293T cells expressing PIK3C3 and GST-BECN1 proteins, as indicated. (G) BECN1 variant stable cell lysates were immunoprecipted by
Flag (F) beads, the immunoprecipitates were resolved by SDS-PAGE and detected by western blot with the indicated antibodies. (H and I) BECN1 Thr388 phosphorylation
decreases PIK3C3-BECN1-ATG14 complex formation. (H) A plasmid encoding GFP-ATG14 was cotransfected with plasmids encoding GST-BECN1WT or either of 2 mutants
(T388A, T388D) into HEK293T cells. Immunoblots of glutathione bead immunoprecipitates from HEK293T cells expressing GFP-ATG14 and GST-BECN1 proteins, as indi-
cated. (I) Flag-BECN1WT or 2 mutants (T388A, T388D) were overexpressed in HEK293T cells. Immunoblots of anti-Flag immunoprecipitates from HEK293T cells expressing
Flag-BECN1 proteins, as indicated.

1454 D. ZHANG ET AL.



Figure 7. BCL2-BECN1 complex formation is attenuated by phosphorylation of BECN1 Thr388. (A) GST (G)-BECN1 and GFP-BCL2 were cotransfected into HEK293T cells and sub-
jected or not to glucose starvation for 3 h (right panel). Immunoblots of glutathione immunoprecipitates from HEK293T cells expressing GFP-BCL2 and GST-BECN1 proteins, as
indicated. (B) Plasmids expressing GST-BECN1, MYC-BCL2 and pGE1-shPRKAA were transfected into HEK293T cells and cultured for 48 h. Immunoblots of glutathione immuno-
precipitates from HEK293T cells expressing MYC-BCL2 and GST-BECN1 proteins, as indicated. (C) A plasmid expressing MYC-BCL2 was cotransfected with various GST-BECN1 con-
structs into HEK293T cells. Immunoblots of glutathione immunoprecipitates from HEK293T cells expressing MYC-BCL2 and GST-BECN1 proteins, as indicated. (D) Compound C
treatment increases the interaction of BCL2 and BECN1WT but not the BECN1T388D mutant. A plasmid expressing GFP-BCL2 was cotransfected with plasmids expressing GST-
BECN1WT or GST-BECN1T388D or GST control into HEK293T cells. After 24-h transfection, the cells were treated with or without compound C (Com. C). Immunoblots of glutathi-
one immunoprecipitates from HEK293T cells expressing GFP-BCL2 and GST-BECN1 proteins, as indicated. (E and F) The Thr388 phosphorylation of BECN1 decreased the forma-
tion of BECN1 homodimers. (E) Plasmids expressing the GST- or Flag-tagged BECN1 variants were transfected and affinity isolated with GST beads, followed by westerns blot
detection with Flag antibody. L.E., long exposure. (F) The co-immunoprecipitates from anti-Flag beads in lysates of Flag (F)-BECN1WT-, Flag-BECN1T388A- and Flag-BECN1T388D-
expressing stable cells were detected with anti-BECN1 antibody. (G) Model: autophagy is induced by AMPK phosphorylation of BECN1 during glucose deprivation.
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The crystal structure of the BECN1 CCD revealed that
BECN1 can form a homodimer.39 The homodimer would
increase affinity to BCL2 and attenuate ATG14 recruitment.
To dissect the detailed mechanism of this modification, we
studied whether this phosphorylation of BECN1 could influ-
ence its homodimerization. We transfected different tagged
BECN1 and mutants in HEK293T cells, and the results
showed that T388A, a phosphorylation defective mutant,
could form more homodimers. In contrast, fewer homo-
dimers were detected in T388D-overexpressing cells
(Fig. 7E). We obtained similar results that BECN1T388A

pulled down more endogenous BECN1 in stable cell lines
(Fig. 7F). These data indicated that phosphorylation of
BECN1 T388 by activated AMPK decreases formation of the
BECN1-BCL2 complex.

Discussion

In this study, we demonstrate that AMPK phosphorylates
BECN1 to induce autophagy (Fig. 7G). AMPK is activated and
then phosphorylates BECN1 at Thr388 during glucose depriva-
tion. BECN1 phosphorylation is required for autophagy
induction and LC3 puncta accumulation. Our findings high-
light a more precise mechanism on how AMPK regulates
autophagy when cells encounter serious stress.

Proteins accomplish a variety of functions by different post-
translational modifications, including acetylation, ubiquitina-
tion and phosphorylation. These modifications are involved
in the entire process of autophagy. For example, when cells are
treated with the pan-HDAC inhibitor panobinostat, acetylated
HSPA/HSP70 proteins induce SUMOylation of PIK3C3 and
increases PIK3C3s binding to BECN1.39 Wang et al. and Wei
et al. found that both EGFR (epidermal growth factor receptor)
and AKT can individually regulate the activity of autophagy by
phosphorylating BECN1.31,40 Kim et al. also showed that
AMPK phosphorylates BECN1 S91/S94 (S90/S93 in human) to
induce autophagy.26 These 2 sites do not correspond to classical
AMPK phosphorylation motifs. In this study, we found a clas-
sic AMPK phosphorylation site, Thr388, in BECN1 that regu-
lates autophagy. Kim et al. showed S93 phosphorylation does
not affect the binding of ATG14 to the PtdIns3K complex, but
our results indicate that phosphorylation at Thr388 increases
ATG14 binding. These data suggest that AMPK may regulate
autophagy via BECN1 through different molecular
mechanisms.

Our findings reveal that phosphorylation of BECN1 Thr388
also increases its interaction with PIK3C3. The BECN1T388D

mutant has a higher binding activity toward PIK3C3 whereas
the T388A mutant has reduced binding between PIK3C3 and
BECN1. BECN1T388A also has less binding with ATG14.
Although the function of the BARA domain is not clear, struc-
tural analysis shows that the BARA domain of BECN1 is essen-
tial for autophagy and for targeting of the PtdIns3K to the site
of phagophore formation.10 Presumably, it may play a key role
in promoting the formation of the PIK3C3-BECN1-ATG14
complex. Because Thr388 is located in repeat 3 of the BECN1
BARA domain it is possible that BECN1 Thr388 is important
to the formation of the PIK3C3-BECN1 complex and nucle-
ation of phagophores. Our data thus provide a feasible

mechanism to explain how the BARA domain of BECN1 regu-
lates autophagy during cellular stress.

As a BH3-containing protein, BECN1 can directly interact
with BCL2. Indeed, the BCL2-BECN1 complex inhibits auto-
phagy under starvation conditions.41 Our study further demon-
strates that AMPK phoshophylates BECN1 on Thr388 to
decrease its interaction with BCL2. These data indicate that
AMPK regulates autophagy not only by promoting formation
of the PIK3C3-BECN1 complex, but also by inhibiting the
interaction of BECN1 and BCL2 to release more available
BECN1 to form complexes including PIK3C3.

BECN1 Thr388 phosphorylation promotes autophagy by
inhibiting BECN1-BCL2 complex formation and increasing
PIK3C3-BECN1-ATG14 complex formation at the same time
after glucose deprivation. Then, a question arises: how does
Thr388 in the BARA domain influence both the BH3 domain
(BCL2 binding domain) and CCD (ATG14 binding domain)? A
possible explanation is that repeat 3 of the BARA domain may
be near to the BH3 and CCD in the tertiary structure of BECN1.
The phosphorylation of Thr388 thus causes conformational
changes and induces interaction changes between different
BECN1 complexes. Yet, a detailed structural analysis of the full-
length BECN1 protein is required to confirm this hypothesis.

In conclusion, AMPK promotes phagophore nucleation by
phosphorylating BECN1 Thr388 to regulate PIK3C3-BECN1
complex formation. These findings provide a new molecular
mechanism of AMPK-regulated autophagy.

Materials and methods

Antibodies and reagents

Anti-PIK3C3 (4263), phospho-PRKAA/AMPKa T172 (2531),
PRKAA1/AMPKa1 (2532), PRKAA2/AMPKa2 (2757), phos-
pho-(Ser/Thr) AMPK substrate (5759), MYC (2278), ATG14
(5504) and GFP (2956) antibodies were from Cell Signaling
Technology. LC3 antibody (NB100-2220) was from NOVUS
Biologicals. PRKAA1/AMPKa1 (sc-1929) and ACTB/
b-ACTIN antibodies (sc-47778) were from Santa Cruz Biotech-
nology. SQSTM1 antibody (ab56416) was from Abcam. GST
(E022040-01) was from EARTHOX, compound C (P5499) and
Flag (F3165) were purchased from SIGMA. Anti-phospho-
BECN1 T388 antibody was generated by immunizing rabbits
with the corresponding phosphopeptides coupled with keyhole
limpet hemocyanin. The phosphospecific antibody was affinity
purified (ABclonal Technology).

DNA constructions

The constructs encoding GFP-PRKAA1-WT, GFP-PRKAA1-
CA and GFP-PRKAA1-KD were obtained from Prof. Xiaolong
Liu (Institute of Biochemistry and Cell Biology, Shanghai,
China). Wild type, mutants (T29A, S90A, T388A, S90A
T388A) of BECN1 were obtained by PCR amplification and
subcloned into the GST(modified from pRK5) or pCDH1-Flag
vectors (which is modified based on pCDH1; System Bioscien-
ces,CD810A-1). The constructs were sequenced to confirm that
no secondary mutation was introduced. GFP-BCL2, GFP-
ATG14 and pCDNA3.1-PIK3C3 were also from PCR

1456 D. ZHANG ET AL.



amplification and subcloned into EGFP-C1 and pcDNA3.1C
vectors (Clontech,6084–1; Thermofisher, V79020). shRNAs
against PRKAA1 (sense: GCACAGACAATTGCAGTAAAT)
and PRKAA2 (sense: CCCACTGAAACGAGCAACTAT) were
cloned into the pGE1 backbone (Stratagene, 240094). shRNAs
against BECN1 50UTR-1 (sense: GAGCGATGG-
TAGTTCTGGA), 50UTR-2 (sense: AGACAGAGCGATGG-
TAGTT) and 30UTR (sense: CATGCCATCTATAGTTGCC)
were cloned into the pGIPZ backbone (Dharmacon, RHS4346)
by direct mutagenesis to introduce the necessary sites.

Cell culture and transfection

HEK293T, HeLa, Prkaa WT and KO MEF cells were cultured
in high-glucose (25 mM) DMEM (Hyclone, SH30243.01B) sup-
plemented with 10% fetal bovine serum (Hyclone, SV30084.03)
and 50 mg/ml penicillin/streptromycin (Gibco, 15140–122).
HepG2 stable cell lines were cultured in high-glucose DMEM
supplemented with 10% fetal bovine serum, puromycin
(SIGMA, 58-60-6; final concentration 1 mg/ml ) and 50 mg/ml
penicillin/streptromycin. Glucose starvation performed in this
study was carried out by switching the culture medium from
complete medium to the same medium lacking glucose (Gibco,
11966–025). For transient expression of proteins, cells were
transfected with recombinant DNA plasmids using polyethyle-
nimine (SIGMA, 408727) performed as previously reported.42

Cells were harvested 24 h after transfection for co-immunopre-
cipitation assay or western blot analysis unless otherwise stated.

Immunoprecipitation and immunoblotting

Cells were lysed with Lysis Buffer (20 mM Tris-HCl, pH 7.2,
1 mM EDTA, 100 mM NaCl, 0.1% NP-40 [Calbiochem,
492016], 1% Triton X-100 [Sigma, X100]) containing a prote-
ase inhibitor cocktail (Roche, 04693132001) and phosphatase
inhibitor cocktails (Roche, 04906837001). The clarified lysates
were subjected to immunoprecipitation using glutathione aga-
rose (Thermo Scientific, 16102) or anti-Flag M2 affinity gel
(Sigma, A2220) and incubated at 4�C for 5 h. The resulting
immunocomplexes were washed 5 times with lysis buffer and
boiled in SDS-sample buffer. Samples were subsequently sepa-
rated by SDS-PAGE and transferred onto PVDF membranes
(Bio-Rad). Immunoblot analysis was performed with the indi-
cated antibodies and visualized with Super-Signal West Pico
Chemiluminescent substrate (Pierce Chemical, 34080).

Immunofluorescence staining

HeLa cells transfected with GST-BECN1 or mutants
(T388A, T388D) and GFP-LC3 plasmid using polyethyleni-
mine and cultured on 4-well chamber slides. After 24-h
transfection, the cells were fixed with 4% paraformaldehyde
in PBS for 15 min at room temperature (RT), and permea-
bilized with 0.1% Triton X-100 in PBS for 10 min at RT.
The cells were washed 3 times with PBS, then blocked with
5% BSA (Sigma, A2058) in PBS for 1 h at RT. Cells were
incubated with anti-LC3 (1:500) and anti-GST (1:1000)
antibodies for 1 h at RT. The cells were washed with PBS
and then incubated with Alexa Fluor 488-conjugated anti-

rabbit IgG antibody or Alexa Fluor 568-conjugated anti-
mouse IgG (Invitrogen, A-11004; 1:1000) for 1 h. ProLong
Gold antifade reagent with DAPI (Invitrogen, D1306) was
used to resist photobleaching. Images were acquired on an
Olympus microscope (Olympus; IX71) coupled to the DPS-
PSW software. Statistical significance (P-value) was deter-
mined by 2-tailed unpaired Student t test by Graphpad
Prism5.

In vitro kinase assay

GST and GST-BECN1 were overexpressed in HEK293T cells,
which were lysed and subjected to centrifugation (10 min,
21130 £ g). The clarified lysates were then subjected to immu-
noprecipitation using glutathione agarose and incubated at 4�C
for 5 h. After washing the beads (cold PBS) 3 times, dephos-
phorylates the pulldown by CIP (Alkaline Phosphatase, Calf
Intestinal, New England Biolabs, M0290) at 37�C for 1 h. Using
cold PBS wash 3 times and then wash beads with AMPK kinase
assay buffer (50 mM HEPES, pH 7.5, 1 mM DTT, 0.02% Brij35
[Fisher Scientific, BP345], AMP [300 mM; Sigma, A2252):ATP
[150 mM;Sigma, A1852)). The beads were resuspended with
25 ml kinase assay buffer, followed by the addition of 5 mg
AMPK (Creative Biomart, AMPK(A1/B2/G1)-244H) and incu-
bation at 37�C for 30 min. The beads were then washed with
cold PBS 3 times, followed by the addition of SDS loading
buffer and boiled at 95�C for 8 min. Phosphorylation of
BECN1 was detected using the specific antibody p-BECN1
T388.

Abbreviations

AICAR 5-amino-1-b-D-ribofuranosyl-imidazole-4-
carboxamide

AMPK AMP-activated protein kinase
BCL2 B-cell CLL/lymphoma 2
BECN1 Beclin 1, autophagy related
CA constitutively active
KD kinase dead
KO knockout
MAP1LC3/LC3 microtubule associated protein 1 light

chain 3
MEF mouse embryonic fibroblast
PtdIns3K phosphatidylinositol 3-kinase
UTR untranslated region
WT wild type
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