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Erratum OXFORD

Erratum

Correction of “Ma, J., R. Wang, X. Li, B. Gao, and S. Chen. 2016.
Transcriptome and gene expression analysis of Cylas formicarius
(Coleoptera: Brentidae) during different development stages. J. Insect
Sci. 16: 63.”

Doi: 10.1093/jisesa/iew053.

In “Transcriptome and Gene Expression Analysis of Cylas formicar-
ius (Coleoptera: Brentidae) During Different Development Stages”
the sentence “The SYBR Green real-time PCR assay was performed
on a LightCycler 480 real-time PCR instrument (Roche Diagnostics,
Mannheim, Germany) using the SG fast gPCR master mix (BBI Life
Science, Ontario, Canada) according to the manufacturer’s protocol
in a total volume of 20ul, containing 2ul of cDNA, 0.4 pl of 10puM
of each primer, and 10ml Master Mix,” was incorrect. 10 ml
Master Mix should have been 10ul Master Mix. The correct sen-
tence is: “The SYBR Green real-time PCR assay was performed on a
LightCycler 480 real-time PCR instrument (Roche Diagnostics,
Mannheim, Germany) using the SG fast qPCR master mix (BBI Life
Science, Ontario, Canada) according to the manufacturer’s protocol
in a total volume of 20pl, containing 2pl of cDNA, 0.4pl of 10uM
of each primer, and 10pl Master Mix.”
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