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Université Montpellier, 34293 Montpellier, France, 5Institut de Biologie Computationnelle (IBC), 34293 Montpellier,
France, 6Institute of Bioengineering, University ITMO, 197101 St. Petersburg, Russia and 7CNR Institute of
Neuroscience, 35121 Padova, Italy

Nucl. Acids Res. (2016) doi: 10.1093/nar/gkw1136

The Authors wish it to be known that, in their opinion, the first two authors should be regarded as joint First Authors.

*To whom correspondence should be addressed. Tel: +39 0498276269; Fax: +39 0498276260; Email: silvio.tosatto@unipd.it
†

These authors contributed equally to the paper as first authors.
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