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Volume 6, no. 5, e01491-15, 2015, https://doi.org/10.1128/mBio.01491-15. Influenza
viruses A, B, and C were inadvertently labeled “no target” in Table S1 in the supple-
mental material. The revised table indicates that these viruses are targeted by the
VirCapSeq-VERT probe set. The file for Table S1 has been replaced online.
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