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Medical Sciences. In the article "Epstein-Barr virus-
transformed pro-B cells are prone to illegitimate recombina-
tion between the switch region of the , chain gene and other
chromosomes" by Ender Altiok, George Klein, Lore Zech,
Masatsune Uno, Barbro Ehlin Henriksson, Shosh Battat,

Yasushi Ono, and Ingemar Emberg, which appeared in
number 16, August 1989, of Proc. NatI. Acad. Sci. USA (86,
6333-6337), the authors request that the following correc-
tions be noted. The author and affiliation lines should read as
follows.
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On p. 6333, Fig. 1 should be as follows. In particular, the
cultivation time ofFLEB 14-14 at the time of the detection of
the rearrangements should be 52 months and the IGH con-
figuration should be "R."
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On p. 6334, Fig. 2 legend, the lane designations should be as
follows.
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FIG. 1. Origin of the FLEB 14 sublines. IGH gene configuration
was examined during culturing by Southern blot analysis ofBamHI-
digested DNA, followed by C, hybridization. G, germ-line fragment;
R, rearranged fragment.
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FIG. 2. Analysis of the IGH region in six FLEB 14 sublines by
Southern blot. The endonuclease used for digestion and the probe
used are indicated. (A and B) Lanes: 1, fetal liver; 2, 14-3; 3, 14-4; 4,
14-6; 5, 14-8; 6, 14-14; 7, 14-7. (C-F) Lanes: 1, fetal liver; 2, 14-3; 3,
14-4; 4, 14-6; 5, 14-7; 6, 14-8; 7, 14-14. Germ-line fragments are
indicated by arrowheads; rearranged fragments are indicated by tick
marks and sizes (kb). (G) Germ-line IGH map of FLEB 14 sublines
and the location of translocation breakpoints. The estimated location
of breakpoints in each subline is indicated by a horizontal bar over
the S.A region. The exons are shown by solid rectangles. Probes are
shown below each region. Probes: a, JH; b, S.; c, C,. R, EcoRI; H,
HindIII; B, BamHI; P, Pst I; Bg, Bgl II; S, Sac I. All Psi Iand EcoRI
sites are not shown on the map.
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