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Mycoplasma genitalium has been implicated as a cause of acute and chronic
nonchlamydial nongonococcal urethritis (NCNGU) and pelvic inflammatory dis-

ease (PID) (1). In New Zealand, as with many other countries, the preferred treatment
for NCNGU is either azithromycin or doxycycline (2). The presence of macrolide
resistance in M. genitalium isolates from New Zealand has been reported previously
from a small sample size, but there has been no further testing or any continued
surveillance reported since then (3).

The Microbiology Department in LabPLUS receives specimens mostly from the
clinics of the Auckland Regional Sexual Health Service (ARSHS) for M. genitalium testing,
which is performed in-house using TaqMan real-time PCR on an ABI 7500 system
(Applied Biosystems Life Technologies, NY, USA). This targets the M. genitalium MgPa
adhesion gene, as previously described (4). A PlexPCR M. genitalium ResistancePlus kit
(SpeeDx Pvt Ltd., Sydney, Australia), a commercial multiplexed real-time PCR assay that
detects the presence of M. genitalium and mutations in the 23S rRNA gene (5), was
used for this retrospective study. (Ethics approval was received from the Auckland
District Health Board [Ethics: 16/CEN/188]). In the study design, M. genitalium-
positive DNA specimens stored at �70°C from 2009 until 2015 were retrieved and
retested by the use of a PlexPCR kit. M. genitalium-positive DNA specimens showing
mutations in the 23S rRNA gene by the PlexPCR assay had the 23S rRNA gene
sequenced on ABI 3130xl sequencer (Applied Biosystems Life Technologies, NY,
USA) to confirm the point mutations in the 23S rRNA gene, using a previously
published method (6).

Over the period from the start of the M. genitalium testing by LabPLUS in 2009
until 2015, a total of 779 clinical specimens were tested, 149 (19%) of which were
positive for M. genitalium. Of the 149 stored M. genitalium-positive samples, 116
(79%) were able to be amplified and further sequenced to confirm the mutation in
the 23S rRNA gene detected by PlexPCR. Among the M. genitalium-positive samples
recovered for testing by PlexDX PCR, there was agreement in the result with the
in-house MgPa real-time assay result. PlexPCR detected mutations in the 23S rRNA
gene in 86 of the 116 specimens, all of which were confirmed by in-house
sequencing of the 23S rRNA gene. Mutation was detected at both position A2058
(32.5%) and position A2059 (67.5%). The predominant mutants were A2058G
and A2059G, while less than 4% of each of A2058C, A2058T, and A2059C were
detected.

This laboratory-based study shed light on the prevalence of macrolide resistance
in the patients presenting with persistent urethritis to the clinics of the ARSHS. Of
the 116 specimens tested, 79 were patient specimens sent for testing only once, 17
were patient specimens sent twice within a 1- to 6-month interval to the laboratory
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for testing, and 3 were specimens from 1 patient who had specimens sent 3 times
within a 1- to 3-month interval. Most of the repeat specimens were due to either
failed treatment or reinfection. Taking the repeat specimens into consideration, a
total of 97 patients were tested in this study. Overall, 70 patients were positive for
macrolide resistance among the 97 M. genitalium-positive patients tested, repre-
senting 72% of all the patients tested retrospectively. The yearly distribution of the
number of specimens processed for Mycoplasma genitalium detection, the number
of specimens positive for Mycoplasma genitalium, the number of M. genitalium-
positive specimens used for the study, and the number of Mycoplasma genitalium
strains with a mutation in the 23S rRNA gene conferring macrolide resistance tested
retrospectively from 2009 until 2015 are shown in Fig. 1. The results from this study
show high macrolide resistance in Mycoplasma genitalium strains causing infection
in the cohort of patients tested in Auckland, New Zealand. The study data support
continued testing for macrolide resistance to monitor whether treatment failure is

due to antimicrobial resistance.
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