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Correction to: npj Systems Biology and Applications (2016) 2,
16002; doi:10.1038/npjsba.2016.2; published online 3 March 2016

After online publication of this article, the authors noticed an
error in the input files used for running the Prize
Collecting Steiner Forest algorithm for Figure 2 (panels 2(a)
and 2(b)) and Supplementary Figure S1 in the Supplementary
Information. Consequently, one sentence in the
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Supplementary Information in section 2

Comparison) needs to be altered.

(Algorithms  for

With publication of this corrigendum, rectified Supplementary
Information including corrected Supplementary Figure S1 has now
been published, whereas the corrected version of Figure 2 is
provided here. The authors apologize for any inconvenience
caused.

npj nature partner

journals


http://dx.doi.org/10.1038/npjsba.2016.26
http://dx.doi.org/10.1038/npjsba.2016.2
http://www.nature.com/npjsba

np)

Corrigendum

a ) b Interactions aggregated over
Interactions aggregated over ) 15 pathway reconstructions, .
15 pathway reconstructions ignoring pathway-adjacent negatives
1.0F " ——PathLinker A ResponseNet] 1.0 [ ! ——PathLinker A ResponseNet]
RWR V PCSF 3 ¢ RWR V PCSF
\ [ ShortestPaths ¢ ANAT ’ o [0 ShortestPaths ¢ ANAT
0.8 F > BowTieBuilder -@-IPA i 08} é » BowTieBuilder ~@-IPA i
. \
500 Ry ’ Il '
@ O 9 :
9 |9
o o )
<04t 1 < 04 ©-q 1
@ [ X
OO . '\ @.Q 7
0.2 1 ® R 0.2 > 1
© @ @ ®e
Ceo
0.0 & . ‘ ‘ ‘ E 0.0 b . . . : .-
0.0 0.2 0.4 0.6 0.8 1.0 0.0 0.2 0.4 0.6 0.8 1.0
Recall Recall
c Distance of interactions from d Receptors in the aggregate reconstruction
any node in the pathway 69 ===
Recall = 0.20 ) P
PathLinker g i
() 1
RWR ] !
o
" ' - = PathLinker Receptors
Recall = 0.40 RWR Receptors
PathLinker 1 . . : : ‘
0 200 400 600 800 1000
RWR Ranked Interaction
Recall = 0.60 TRs in the aggregate reconstruction
. 9 T T T
PathLinker - = PathLinker TRs ===
RWRTRs __ _|_.-==="7"7"
RWR @ ——=
Proportion of Interactions '; ,,’
,
;
@ Distance=0 [ Distance=2 [
B Distance=1 B Distance=3 - ; : ; ; ‘
stance stance 0 200 400 600 800 1000
Ranked Interaction
e Additional vs. missing f Proteins vs. interactions 9 Interactions aggregated
_receptors and TRs aggregated over 15 over Netpath and KEGG
(median over 25 random sets) NetPath reconstructions pathway databases
1.0 ' ' ' —_— _'30% 1 LOF ' '—PathLi'nkerInte'ractions i LOF —Pa'thLinker'over 15 ;\letPath I;athwaysL
-10% PathLinker Proteins —— PathLinker over 32 KEGG Pathways
0.8 — 0% 1 0.8 | 1 1
+10%
§ o5 — 5% | gos i i
@ @ @
] I3 3
£ 04} 1 & 04} 1 & 1
02} 1 0.2 1 1
0.0 & . . . . J 0.0 & . . . . J 0.0k . . . . J
00 02 04 06 08 10 00 02 04 06 08 10 00 02 04 06 08 10
Recall Recall Recall

Figure 2

obtain permission from the license holder to reproduce the material. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/

© The Author(s) 2016

npj Systems Biology and Applications (2016) 16026

Published in partnership with the S

This work is licensed under a Creative Commons Attribution 4.0 International License. The images or other third party material in this article are included in the
article’s Creative Commons license, unless indicated otherwise in the credit line; if the material is not included under the Creative Commons license, users will need to

ystems Biology Institute


http://creativecommons.org/licenses/by/4.0/

	Corrigendum: Pathway on demand: automated reconstruction of human signaling networks
	Figure 2 




