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On page 1280, in Figure 2 a line of the sequence corresponding
to nucleotides 3361 to 3420 had been omitted. The corrected se-

quence is:
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CCCCTTGCCTCCTTAGCTCTCAAGTAGAAAAGGAAGAGAGGCTTTTGGGGCTTTTTGGCT
TTAAGCCTCATTTTATGAGCAGGAGGAGCTTGTTGCAACTTGAGAGGCGTTTTGAGGCTT
CCAGGCAGAGAATACTCACAGACCCCACACAGTCTAGACGCTCAGAAGCATCTCTAGCTG
CAACAAGCAAGATGGATAGAATTCTTACTAAAGAAGAAAAGCAAGCCTTAATAAGTTTAC
TAGATTTGGAGCCACAATATTGGGGAGACTATGGACGAATGCAGAAATGCTACAAGAAAA
AGTGTCTTCAACTGCATCCTGATAAAGGTGGCAATGAAGAGCTCATGCAACAGCTTAATA
CCCTGTGGACCAAACTAAAAGATGGTCTTTACAGAGTTAGGCTGTTACTTGGGCCTAGTC
AGGTAAGAAGACTTGGAAAAGATCAGTGGAATTTATCTTTACAGCAAACATTTTCTGGTA
CCTACTTTAGGAGGCTCTGCAGACTCCCCATTACCTGCCTAAGAAACAAGGGAATTAGTA
CCTGCAATTGCATACTTTGTTTGCTCAGAAAACAGCATTTTCTGCTAAAGAAGTCCTGGA
GAGTACCTTGCCTGGTGTTAGGAGAATGCTACTGCATAGACTGCTTTGCCTTATGGTTTG
GCCTGCCAGTTACCAATATGCTGGTTCCATTATATGCACAATTTCTTGCTCCAATACCTE
TGGATTGGCTTGATCTGAATGTTCATGAGGTCTACAATCCGGCCTCAGGTATGTATGAAT
ATGGGGGGCTTATAGTTGTAACTGTACAAGTTTAAAATGTGCTTTTTTCAGGACCCTAAT
GCTTCCACCTCCACCAGCAGACCCGGAGAGTTCTACAATCCTGACACAGGAGGATACTGG
TCCTACTCTTATGGGTCAGCAGGATACTCTGACCAGCAGAAGAAATACTGGGAAGAGTTT
TTCTCTAAGTGGGATGTTAATGAGGACCTCACCTGCCAAGAAGAGTTATCATCATCAGAA
GATGAATTCACCCCCTGGCATCCCAATCCCCCCCCCTCCCCTGTTTCTATTTCCAGTGAC
AGCTCCAGTTCCTCCTGTGACGAGGAATACCCAAGAAACTCAAGCAGAAAGAGAAAACGA
GTACATGCCAATGGCTCCCCAAATACACCTATACAGCCAAATAAGAGAGCCCACACACCA
GGAGGAGGAAGAACCACAATACGAGGAGATACCGATATACCTAGAACTCCTGCCAGAGAA
TCCCAATCAACATTTGGCTCTTACTTCAACAGCACGGAGGAGCTTGAGGAGGAAATATCA
CAAACACAACAGTCACATCATAACACAACGCCAAAGAAACCGCCTCCGACGGTTAGTCCT
GATGATTTTCCTACTATCCTTAGGGGGTTTCTTTCTCACGCTATTTTTTCTAATAAAACG
CAAAATGCATTTATAATCTACAGTACTAAGGAAAAATGTGAAGTACTTTATGAACAAATA
GACAAATATAATCCAGACTATAAAGGTATCTTCATTATGAAACAAACAGAAGCATTTGTA
ATGTTTATGACTCCTGGAAAACATAGAGTAGCTGCAGTTAAAAGTTACTGTTGTAAATTT
TGTACCGTTAGCTTCCTGCTATGCAAAGCTGTTACAAAACCGTTAGAGTTGTATAACTGT
GTGGCTAAATGTGATGACTTTCAAATTTTAAAAGAAAATAAGCCTGGTCTATATCATTTT
GAATTCTGTGATGAAAAAAAAGAGGTGAAGCAAATAGACTGGAATTTCCTAACATCTTTT
GCAGTTGAAAATGAGTTAGATGATCCTCTTGTAATTATGGGACATTATCTAGAATTTAGT
CAGTGTGAAAGCTCTTGCAAAAAGTGTGCAGAAGCTTTACCAAGGATGAAAGTCCACTGG
GCTAACCACAGTCAGCACTTAGAGAATGCTGAGCTTTTCTTACACTGCAAACAACAGAAA
AGTATCTGTCAGCAAGCAGCAGATAATGTTCTGGCAAGGAGAAGATTAAAGGTCCTTGAA
TCAACAAGACAAGAATTGTTGGCAGAGAGACTGAACAAACTGTTAGACCAATTAAAAGAT
TTATCTCCTGTAGATAAGCATTTATATCTTGCTGGAGTAGCCTGGTACCAATGTATGTTT
CCTGATTTTGAGATGATGTTATTAGATATTTTAAAATTGTTTACTGAAAATGTTCCAAAA
AAAAGAAATGTACTTTTTAGAGGTCCTGTAAATTCAGGGAAAACTAGCCTTGCTGCAGCT
ATCATGAATCTTGTAGGAGGAGTTGCCCTCAATGTTAATTGTCCTGCAGATAAGCTCAAC
TTTGAACTTGGTGTTGCTATAGATAAATTTGCAGTAGTCTTTGAAGATGTCAAAGGACAA
ACCGGAGATAAGAGACACCTACAGTCTGGACTTGGAATTAATAACCTTGATAACCTGAGA
GATTACCTTGATGGAAGTGTAAAGGTTAATTTAGAAAAGAAGCATGTAAATAAGAGGTCC
CAGATATTTCCTCCTTGTATTGTTACTGCTAATGAATATTTTTTTCCTCAAACACTCTAT
GCCAGATTCCATAAAGTTTATAACTTTGAAGTGAAGGATTTTCTTGCCAAGAGCCTTGAG
GAAAACAGTTACATGGGGAGACATAGAGTCTGTCAAAGTCCACTTACAATGCTGATAGCA
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TTGCTTTGGAATGTACCCACTGAAAATTTTGATAAGTCTCTCAAAGAGAAGGTGGAAACA
GAAAAGAAGGTTTTGTCTGATATGTGTAACTTTACTACATTTGCAGAAATGTGTCTCAAT
ATTCAGAGGGGTGCTGATCCCCTTGAGGCATTGTAATTGAGGAGGAAACAATAATTGATG
AATAAAGCATTTATTAGAAGCTCTGTGTACAGTCATTTTTCAAGCATTAGTTTGCTGGTT
TTGCAGGGGGTTTAGTATGCTGTTGGCCATACTTGTCAATGAACCTATTCACATCTGGGT
CACCAGGAACAGCCTCTGTACCCTCATAAATCCTGACTTCTTCTACCTGAGCAGCTTCTC
CTTCCATGGGCTGGCCTTCAATTGTTGGAAGCATATTGTTGTACAAAGAAGCTAGCAAGC
TTGTAACTGGGTAAGGATTTTTCACCCATCTTTTTCTCAAGGTCACATTAAAATATCTAG
GCAGCCCCCTCCAATGCCAGCCTGCACTGTTGTATTCTATGTACCAGCCCATAACATCTG
CTGCACTGAGATAAAGCCCATCTCCTTTGCAAAGAGGCCCAACCCCATTTTCATCCAGAA
GCACAGTAGTCAAGGTATTAGTAAACTGCATCACTGGTGGAGTACCAGTACCACCTGTGA
AATTCCCATAGTATCTGCTGTTTTCATTTTTAGAAGGATCAGGACCCCATATTTCTATGG
GGTACCTACCATCCTTGTCCAATTTTGCTTTTGCAGTAGGGTCCAGCACCTGGTTTGTGG
AAGTCATTGCTTTGCCAGTAACAGTTTTGATACTAACAATAGCTGCCTCATAATTTGCAT
TATAGTTCTGCACTAGGCCTTGCAAATCTAATGGTTCTCCTCCCACTGCAAACATGTGGT
AAGTTGTACCCTCAACTGGTTTGGAAATTCCAATATCCTTTGTCTCACTTCTGGAGCCAT
ATCCATGCACATTTAGAAGGGATCCCACTCCAACAACTTCAGTTTTTACAGATACAGCCT
CCCACATTTGAAGGGTATCACAGGTCAAATCTTCATTCAGTGTTGGAAGCTGTATTTTAG
CCATACTGTAATATGGCAGTTGATTAGCCTTCACTTCATCAGCAGTAAGGGAGCTATTTA
CTTTAATACTCTGGGAGAACCCATAATACTGGCCATCAGTTCCTGTGCCAGGCTTGTTCT
GACCCATTCTAGGATTAAGGTAGGCCTCAATTTGTGTGATACTGTCTTCTCCTGTTACAA
GATCAAGCACACCCACACCACCCCGCATAATAAGCTTGGGAACATTAGCAGGCTTTGGAC
AGGGTTTCCACAGGGGTTTGCACATCTACTGGAAGCGCCGCTTTTTCTTTT CAT
ACTCAACCTCATCAATGTATGTCTGCCAAGTAGGACTAATGTCTCCGTACAATCCTAGAA
TTAAAGGAAGCATCCAATCAGGTGTCACTCTTTGGTGGGCTCCACCAGGAGCAAAATACC
TCATGATATTTGCCCCTGATTCAAACCAACTAGAAGAGTCTTCCTGCTGTTGACTTCTTC
TCTGGACATCAGGTCTCCCTAGTTCAGCTTCTAATACTTGTCTGCTATTGGCATCTTCAA
TAGAAGGTCTATTACTGTATTCTAAAGCTCTTTCTATTTGTCTTCTTTGAGCTGGATTAA
TTCCTGGAAGTTCTGCATAGTAGTTTTGTAGGCCACCATATATTCTACTATAGGCCTCTC
TAGGTAAATTAGTAACAACCCATCTACTATTTTCCATCATTCTGGCAATGGCATCTAAAA
ATTGATGGGTGGTCTGCAAACTTAAGTCCCTCACAGCAGATTCTACAGCTCCTTGAGTTT
CCCTTCTCAAAGTATCCCAGATATACTCTCCTACAGATTGAAATAATGAGTGGCCCCAGC
CATGAATAACATCCAAGGCATGGGTAAATGACTGTACACCAGGGAATAATATATCATAGT
AGTCAGCTGGTCTCCTGGGAATAAGTGCCATGTTTCTATTCACAATCGGTACTTCGTGAG
CAAGATAGCCGTGTAGACTTCCCAAAGAGAAGGCTGCTGAACCTGCAACAGTTTGAAAAA
TAAATGCTGTCTGGACTGATTCTCTCACAAACTCAGTCATTACTGTTGATGTTAACTCAG
GGGCAGCTTGCATAAATATAAACATGTCTTCACTTAGGCCAATTGAAGACAAAGCTGTCT
CAGCTCCTAAAAACCCCTCCATAGTTATTAATGAAGTAACTTGGGCATCTATCGCGGCAA
AGGCTTCTCCACTAAGTATGGCCTCTACTGAAATTCCAGTAACTGATGAAATTTCGGAGA
GGTAGCTGATCATCTCAATAATCACTGAAATGGCAGATCCCATGTTGACTTACTTGAACA
GTTTGAAAATCTTCTGAACTGTTTCAGGCAGGTTTTTAGGCCGAATTCTAAAGAAACAGA
AAGCAAACACTCAGCGCCGAAGAGCAGGAAATGGCTGACCACTGCACTTGGGCGACACGA
CACGCCTAGCGATAAGGAAGTCACCATGGCAACATAACCGCAGCACTGCTGTTGTCACAG
TTGCCTAGCAAATGACAGACTCAGCAACCACAGGAGAGGAAATGATAGGGCTAGCATTTT
TTCAAATGTAAACCAGAGGCTAGGGG

Fig: 2. Nucleotide sequence of HapV DNA. The sequence is 5366 nucleotides long and only the early strand is shown from 5’ to 3'. We have arbitrarily
designated as the beginning of the sequence a C on one side of a hairpin structure which may be a possible originof replication.
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